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FIGURE 1A 

GCGGCCTCTTGTGTGAGGGCCTGTGGGATTCTCCGGATATGSCCGGAGTGTTTCCTTATCGAGGGCCGGGTAACC 
CGGTGCCTGGCCCTCTAGCCCCGCTACCGGACTACATGTCGGAGGAGAAGCTGCAGGAGAAAGCTCGAAAATGGC 
AGCAATTGCAGGCCAAGCGCTATGCAGAAAAGCGGAAGTTTGGGTTTGTGGATGCCCAGAAGGAAGACATGCCCC 
CAGAACATGTCAGGGAGATCATTCGAGACCATGGAGACATGACCAACAGGAAGTTCCGCCATGACAAAAGGGTTT 
ACTTGGGTGCCCTAAAGTACATGCCCCACGCAGTCCTCAAACTCCTGGAGAACATGCCTATGCCTTGGGAGCAGA 
TTCGGGATGTGCCCGTGCTGTACCACATCACTGGAGCCATTTCCTTCGTCAATGAGATTCCCTGGGTCATTGAAC 
CTGTCTACATCTCCCAGTGGGGGTCAATGTGGATTATGATGCGCCGAGAAAAAAGAGATAGGAGGCATTTCAAGA 
GAATGGGTTTTCCCCCTTTTGATGATGAGGAGCCGCCCTTGGAeTATGCTGACAACATCCTAAATGTTGAGCCAC 
TGGAGGCCATTCAGCTAGAGCTGGACCCTGAGGAGGACGCCCCTGTGTTGGACTGGTTCTATGACCACCAGCCGT 
TGAGGGACAGCAGGAAGTATGTAAATGGCTCCACTTACCAGCGCTGGCAGTTCACACTACCTATGATGTCAACTC 
TCTACCGCCTGGCTAATCAGCTCCTGACAGACTTGGTGGATGACAACTACTTCTACCTGTTTGATTTGAAGGCCT 
TCTTTACGTCCAAGGCACTCAATATGGCCATTCCTGGAGGCCCCAAATTTGAACCTCTTGTTCGAGACATCAACC 
TACAGGATGAAGACTGGAATGAATTCAATGATATTAACAAGATTATCATCCGGCAGCCTATCCGGACTGAGTACA 
AGATTGCTTTTCCTTACTTGTACAACAATCTTCCACACCATGTCCACCTCACCTGGTACCATACTCCCAATGTTG 
TATTGATCAAAACTGAAGATCCTGACTTGCCAGCTTTCTACTTTGACCCTTTGATCAACCCAATCTCCCATAGGC 
ACTCAGTCAAGAGCCAGGAACCATTGCCGGATGATGATGAGGAATTTGAGCTCCCGGAGTTTGTGGAGCCCTTCC 
TGAAGGACACACCCCTCTATACAGACAATACAGCCAATGGCATTGCCCTGCTCTGGGCCCCGCGGCCCTTCAACC 
TACGCTCTGGTCGCACCCGTCGGGCCCTGGACATACCCCTTGTCAAGAACTGGTATCGGGAGCATTGTCCTGCCG 
GGCAGCCTGTGAAAGTGAGGGTCTCCTACCAGAAGCTGCTTAAGTACTATGTGCTGAATGCCCTGAAGCATCGGC 
CCCCTAAGGCTCAAAAGAAGAGGTATTTGTTCCGCTCCTTCAAAGCCACCAAATTCTTTCAGTCCACAAAGCTGG 
ACTGGGTGGAGGGTTGGCTCCAGGTTTGCCGCCAGGGCTACAACATGCTCAACCTTCTCATTCACCGCAAAAACC 
TCAACTACCTGCACCTGGACTACAACTTCAACCTCAAGCCTGTGAAAACGCTCACCACCAAGGAAAGAAAGAAAT 
CTCGTTTTGGGAATGCTTTCCACCTGTGTCGGGAAGTTCTGCGTTTGACTAAGCTGGTGGTGGATAGTCACGTGC 
AGTATCGGCTGGGCAATGTGGATGCCTTCCAGCTGGCAGATGGATTGCAGTATATATTTGCCCATGTTGGGCAGT 
TGACGGGCATGTATCGATACAAATACAAGCTGATGCGACAGATTCGCGTGXGCAAGGACCTGAAGCATCTCATCT 
ATTATCGTTTCAACACAGGCCCTGTAGGGAAGGGTCCTGGCTGTGGCTTCTGGGCTGCCGGTTGGCGAGTCTGGC 
TCTTTTTCATGCGTGGCATTACCCCTTTATTAGAGCGATGGCTTGGCAACCTCCTGGCCCGGCAGTTTGAAGGTC 
GACACTCAAAGGGGGTGGCAAAGACAGTAACAAAGCAGCGAGTGGAGTCACATTTTGACCTTGAGCTGCGGGCAG 
CTGTGATGCATGATATTCTGGACATGATGCCTGAGGGGAXCAAGCAGAACAAGGCCCGGACAATCCTGCAGCACC 
TCAGTGAAGCCTGGCGCTGCTGGAAAGCCAACATTCCCTGGAAGGTCCCTGGGCTGCCGACGCCCATAGAGAATA 
TGATCCTTCGATACGTGAAGGCCAAGGCTGACTGGTGGACCAACACTGCCCACTACAACCGAGAACGGATCCGCC 
GAGGGGCCACTGTGGACAAGACTGTTTGTAAAAAGAATCTGGGCCGCCTCACCCGGCTCTATCTGAAGGCAGAAC 
AGGAGCGGCAGCACAACTACCTGAAGGACGGGCCTTACATCACAGCGGAGGAAACAGTGGCAGTATATACCACCA 
CAGTGCATTGGTTGGAAAGCCGCAGGTTTTCACCCATCCCATTCCCCCCACTCTCCTATAAGCATGACACCAAGT 
TGCTCATCXTGGCATTGGAGCGGCTCAAGGAAGCTTATAGTGTGAAGTCTCGGTTGAACCAGTCTCAGAGGGAGG 
AGCTAGGTCTGATCGAGCAGGCCTACGATAACCTCCACGAGGCGCTGTCCCGCATAAAGCGTCACCTCCTCACAC 
AGAGAGCCTTCAAAGAGGTGGGCATTGAGTTCATGGATCTGTATAGCCACCTCGTTCCAGTATATGATGTTGAGC 
. CCCTGGAGAAGATAACTGATGCTTACCTGGACCAGTACCTGTGGTATGAAGCCGACAAGCGCCGCCTGTTCCCAC 
CCTGGATTAAGCCTGCAGACACAGAACCACCTCCACTGCTTGTTTACAAGTGGTGTCAAGGCATCAATAACCTGC 
AGGACGTGTGGGAGACGAGTGAAGGCGAGTGCAATGTCATGCTGGAATCCCGCTTTGAGAAGATGTATGAGAAGA 
TCGACTTGACTCTGCTCAACAGGCTCGTGCGCCTCATCGTGGACCACAACATAGCCGACTACATGACAGCCAAGA 
ACAACGTCGTCATCAACTATAAGGACATGAACCATACGAATTCATATGGGATCATCAGAGGCCTGCAGTTTGCCT 
CATTCATAGTGCAGTATTATGGCCTGGTGATGGATTTGCTTGTATTGGGATTGCACCGGGCCAGTGAGATGGCTG 
GGCCCCCTCAGATGCCAAATGACTTTCTCAGTTTCCAGGACATAGCCACTGAGGCTGCCCACCCCATCCGTCTCT 
TCTGCAGATACATTGATCGCATCCATATTTTTTTCAGGTTCACAGCAGATGAGGCTCGGGACCTGATTCAACGTT 
ACCTGACAGAGCACCCTGACCCCAATAATGAAAACATCGTTGGCTATAATAACAAGAAGTGCTGGCCCCGAGATG 
CCCGCATGCGCCTCATGAAACATGATGTTAACTTAGGCCGGGCGGTATTCTGGGACATCAAGAACCGCTTGCCAC 
GGTCAGTGACTACAGTTCAGTGGGAGAACAGCTTCGTGTCTGTGTACAGTAAGGACAACCCCAACCTGCTGTTCA 
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FIGURE IB 

ACATGTGTGGCTTCGAGTGCCGCATCCTGCCTAAGTGCCGCACCAGCTATGAGGAGTTCACCCACAAGGACGGGG 

TCTGGAACCTGCAGAATGAGGTTACTAAGGAGCGCACAGCTCAGTGTTTCCTGCGTGTGGACGATGAGTCAATGC 

AGCGCTTCCACAACCGCGTGCGTCAGATTCTCATGGCCTCTGGGTCCACCACCTTCACCAAGATTGTGAATAAGT 

GGAATACAGCTCTCATTGGCGTTATGACATACTTTCGGGAGGCTGTGGTGAACACCCAAGAGCTCTTGGACTTAC 

TGGTGAAGTGTGAGAACAAAATCCAGACACGTATCAAGATTGGACTCAACTCCAAGATGCCAAGTCGGTTCCCCC 

CGGTTGTGTTCTACACCCCTAAGGAGTTGGGTGGACTCGGCATGCTCTCAATGGGCCATGTGCTCATCCCCCAAT 

CCGACCTCAGGTGGTCCAAACAGACAGATGTAGGTATCACACACTTTCGTTCAGGAATGAGCCATGAAGAAGACC 

AGCTCATTCCCAACTTGTACCGCTACATACAGCCATGGGAGAGCGAGTTCATTGATTCTCAGCGGGTCTGGGCTG 

AGTACGCACTCAAGAGGCAAGAGGCCATTGCTCAGAACAGACGCCTGACTTTAGAAGACCTAGAAGATTCATGGG 

ATCGTGGCATTCCTCGAATCAATACCCTCTTCCAGAAGGACCGGCACACACTGGCTTATGATAAGGGCTGGCGTG 

TCAGAACTGACTTTAAGCAGTATCAGGTTTTGAAGCAGAATCCGTTCTGGTGGACACACCAGCGGCATGATGGGA 

AGCTCTGGAACCTGAACAACTACCGTACAGACATGATCCAGGCCCTGGGCGGTGTGGAAGGCATTCTGGAACACA 

CACTCTTTAAGGGCACTTACTTCCCTACCTGGGAGGGGCTTTTCTGGGAGAAGGCCAGTGGCTTTGAGGAATCTA 

TGAAGTGGAAGAAGCTAACTAATGCTCAGCGATCAGGACTGAACCAGATTCCCAATCGTAGATTCACCCTCTGGT 

GGTCCCCGACCATTAATCGAGCCAATGTATATGTAGGCTTTCAGGTGCAGCTAGACCTGACGGGTATCTTCATGC 

ACGGCAAGATCCCCACGCTGAAGATCTCTCTCATCCAGATCTTCCGAGCTCACTTGTGGCAGAAGATCCATGAGA 

GCATTGTTATGGACTTATGTCAGGTGTTTGACCAGGAACTTGATGCACTGGAAATTGAGACAGTACAAAAGGAGA 

CAATCCATCCCCGAAAGTCATATAAGATGAACTCTTCCTGTGCAGATATCCTGCTCTTTGCCTCCTATAAGTGGA 

ATGTCTCCCGGCCCTCATTGCTGGCTGACTCCAAGGATGTGATGGACAGCACCACCACCCAGAAATACTGGATTG 

ACATCCAGTTGCGCTGGGGGGACTATGATTCCCACGACATTGAGCGCTACGCCCGGGCCAAGTTCCTGGACTACA 

CCACCGACAACATGAGTATCTACCCTTCGCCCACAGGTGTACTCATCGCCATTGACCTGGCCTATAACTTGCACA 

GTGCCTATGGAAACTGGTTCCCAGGCAGCAAGCCTCTCATACAACAGGCCATGGCCAAGATCATGAAGGCAAACC 

CTGCCCTGTATGTGTTACGTGAACGGATCCGCAAGGGGCTACAGCTCTATTCATCTGAACCCACTGAGCCTTATT 

TGTCTTCTCAGAACTATGGTGAGCTCTTCTCCAACCAGATTATCTGGTTTGTGGATGACACCAACGTCTACAGAG 

TGACTATTCACAAGACCTTTGAAGGGAACTTGACAACCAAGCCCATCAACGGAGCCATCTTCATCTTCAACCCAC 

GCACAGGGCAGCTGTTCCTCAAGATAATCCACACGTCCGTGTGGGCGGGACAGAAGCGTTTGGGGCAGTTGGCTA 

AGTGGAAGACAGCTGAGGAGGTGGCCGCCCTGATCCGATCTCTGCCTGTGGAGGAGCAGCCCAAGCAGATCATTG 

TCACCAGGAAGGGCATGCTGGACCCACTGGAGGTGCACTTACTGGACTTCCCCAATATTGTCATCAAAGGATCGG 

AGCTCCAACTCCCTTTCCAGGCGTGTCTCAAGGTGGAAAAATTCGGGGATCTCATCCTTAAAGCCACTGAGCCCC 

AGATGGTTCTCTTCAACCTCTATGACGACTGGCTCAAGACTATTTCATCTTACACGGCCTTCTCCCGTCTCATCC 

TGATTCTGCGTGCCCTACATGTGAACAACGATCGGGCAAAAGTGATCCTGAAGCCAGACAAGACTACTATTACAG 

AACCACACCACATCTGGCCCACTCTGACTGACGAAGAATGGATCAAGGTCGAGGTGCAGCTCAAGGATCTGATCT 

TGGCTGACTACGGCAAGAAAAACAATGTGAACGTGGCAXCACTGACACAATCAGAAATTCGAGACATCATCCTGG 

GTATGGAGATCTCGGCACCGTCACAGCAGCGGCAGCAGATCGCTGAGATCGAGAAGCAGACCAAGGAACAATCGC 

AGCTGACGGCAACACAGACTCGCACTGTCAACAAGCATGGCGATGAGATCATCACCTCCACCACCAGCAACTATG 

AGACCCAGACTTTCTCATCCAAGACTGAGTGGAGGGTCAGGGCCATCTCTGCTGCCAACCTGCACCTAAGGACCA 

ATCACATCTATGTTTCATCTGACGACATCAAGGAGACTGGCTACACCTACATCCTTCCCAAGAATGTGCTTAAGA 

AGTTCATCTGCATATCTGACCTTCGGGCCCAAATTGCAGGATACCTATATGGGGTGAGCCCACCAGATAACCCCC 

AGGTGAAGGAGATCCGCTGCATTGTGATGGTGCCGCAGTGGGGCACTCACCAGACCGTGCACCTGCCTGGCCAGC 

TGCCCCAGCATGAGTACCTCAAGGAGATGGAACCCTTAGGTTGGATCCACACTCAGCCCAATGAGTCCCCGCAGT 

TATCACCCCAGGATGTCACCACCCATGCCAAGATCATGGCTGACAACCCATCTTGGGATGGCGAGAAGACCATTA 

TCATCACATGCAGCTTCACGCCAGGCTCCTGTACACTGACGGCCTACAAGCTGACCCCCAGTGGCTACGAATGGG 

GCCGCCAGAACACAGACAAGGGCAACAACCCCAAGGGCTACCTGCCTTCACACTATGAGAGGGTGCAGATGCTGC 

TGTCGGACCGTTTCCTTGGCTTCTTCATGGTCCCTGCCCAGTCCTCGTGGAACTACAACTTCATGGGTGTTCGGC 

ATGACCCCAACATGAAATATGAGCTACAGCTGGCGAACCCCAAAGAGTTCTACCACGAGGTGCACAGGCCCTCTC 

ACTTCCTCAACTTTGCTCTCCXGCAGGAGGGGGAGGTTTACTCTGCGGATCGGGAGGACCTGTATGCCTGACCGT 

TTCCCTGCCTCCTGCTTCAGCCTCCCGAGGCCGAAGCCTCAGCCCCTCCAGACAGGCCGCTGACATTCAGCAGTT 

TGGCCTCTTTCCCTCTGTCTGTGCTTGTGTTGTTGACCTCCTGATGGCTTGTCATCCTGAATAAAATATAATAAT 
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FIGURE 1C 

AAATTTTGTATAAATAGG 
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FIGURE 2 

MAGWPYRGPGNPVPGPLAPLPDYMSEEKLQEKARKW 

mtnrkfrhdkrvylgalkyWhavlkllenmpmpweqirdvpvlyhitgaisfvneipwiepvyi 

MRREKRDRRHFKRMRFPPFDDEEPPLDYADNILNVEPLEAIQLELDPEEDAPV^ 

QRWQFTLPMMSTLYRLANQLLTDLVDDNYFYLFDLKAFFTSKALNMAIPGGPKFEPLVRDINLQDEDWNEFNDIN 
KI I IRQP IRTEYKI AFPYLYNNLPHHVHLTWYHTPNWFIKTEDPDLPAFYFDPLINP I SHRHSVKSQEPLPDDD 
EEFELPEFVEPFLKDTPLYTDNTANGIALLWAPRPFNLRSGRTRRALDIPLVKNWYREHCPAGQPVKVRVSYQKL 
LKYYVLNALKHRPPKAQKKRYLFRSFKATKFFQSTKLDWVEGWLQVCRQGYNMLNLLIHRKNLNYLHLDYNFNLK 
PVKTLTTKERKKSRFGNAFHLCREVLRLTKLWDSHVQYRLGNVDAFQLADGLQYIFAHVGQLTGMYRYKYKLMR 
QIRVCKDLKHLIYYRFNTGPVGKGPGCGFWAAGWRVWLFFMRGITPLLERWLGNLLARQFEGRHSKGVAKTVTKQ 
RVESHFDLELRAAVMHDILDMMPEGIKQNKARTILQHLSEAWRC^ 

TNTAHYNRERIRRGATVDKTVCKKNLGRLTRLYLKAEQERQHNYLKDGPYITAEETVAVYTTTVHWLESRRFSPI 
PFPPLSYKHDTKLLILALERLKEAYSVKSRLNQSQREELGLIEQAYDNLHEALSRIKRHLLTQRAFKEVGIEFMD 
LYSHLVPVYDVEPLEKITDAYLDQYLWYEADKRRLFPPWIKPADTEPPPLLVYKWCQGINNLQDVWETSEGECNV . 

MLESRFEKMYEKIDLTLLNRLVRLIVDHNI^ 

LVLGLHRASEMAGPPQMPNDFLSFQDIATEAAHPIRLFCRYIDRIHIFFRFTADEARDLIQRYLTEHPDPKNENI 

VGYNNKKCWPRDARMRLMKHDWLGRAVFWDIKNRLPRSVTTVQWENSFVSVYSKDNPNLLFNMCGFECRILPKC 

RTSYEEFTHKDGVWNLQNEVTKERTAQCFLRVDDESMQRFHNRVRQILMASGSTTFTKIVNKWNTALIGLMTYFR 

EAVVNTQELLDLLVKCENKIQTRIKIGLNSKMPSRFPPWFYTPKELGGLGMLSMGHVLIPQSDLRWSKQTDVGI 

THFRSGMSHEEDQLIPNLYRYIQPWESEFIDSQRVWAEYALKRQEAIAQNRRLTLEDLEDSWDRGIPRINTLFQK 

DRHTLAYDKGWRVRTDFKQYQVLKQNPFWWTHQRHDGKLWNLNNYRTDMIQALGGVEGILEHTLFKGTYFPTWEG 

LFWEKASGFEESMKWKKLTNAQRSGLNQIPNRRFTLWWSPTINRANVYVGFQVQLDLTGIFMHGKIPTLKISLIQ 

IFRAHLWQKIHESIVMDLCQVFDQELDALEIETVQKETIHPRKSYKMNSSCADILLFASYKWNVSRPSLLADSKD 

VMDSTTTQKYWIDIQLRWGDYDSHDIERYARAKFLDYTTDNMSIYPSPTGVLIAIDLAYNLHSAYGNWFPGSKPL 

IQQAMAKIMKANPALYVLRERIRKGLQLYSSEPTEPYLSSQNYGELFSNQIIWFVDDTNVYRVTIHKTFEGNLTT 

KP INGAIF IFNPRTGQLFLKI IHTSVWAGQKRLGQLAKWKTAEEVAALIRSLPVEEQPKQI IVTRKGMLDPLEVH 

LLDFPNIVIKGSELQLPFQACLKVEKFGDLILKATEPQMVLFNLYDDWLKTISSYTAFSRLILILRALHVNNDRA 

KVILKPDKTTITEPHHIWPTLTDEEWIKVEVQLKDLILADYGKKNNVNVA 
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FIGURE 3 

GAATTCGGCACGAGATAAAAMGGCTTCCAAAAGAGCTCTGGTCATCCTGGCTAAAGGAGCAGAGGAAATGGAGA 
CGGTCAXCCCTGTAGATGTCATGAGGCGAGCTGGGATTAAGGTCACCGTTGCAGGCCTGGCTGGAAAAGACCCAG 
TACAGTGTAGCCGTGATGTGGTCATTTGTCCTGATGCCAGCCTTGAAGATGCAAAAAAAGAGGGACCATATGATG 
TGGTGGTTCTACCAGGAGGTAATCTGGGCGCACAGAATTTATCTGAGTCTGCTGCTGTGAAGGAGATACTGAAGG 
AGCAGGAAAACCGGAAGGGCCTGATAGCCGCCATCTGTGCAGGTCCTACTGCTCTGTTGGCTCATGAAATAGGTT 
GTGGAAGTAAAGTTACAACACACCCTCTTGCTAAAGACAAAATGATGAATGGAGGTCATTACACCTACTCTGAGA 
ATCGTGTGGAAAAAGACGGCCTGATTCXTACAAGCCGGGGGCCTGGGACCAGCTTCGAGTTTGCGCTTGCAATTG 
TTGAAGCCCTGAATGGCAAGGAGGTGGCGGCTCAAGTGAAGGCTCCACTTGTTCTTAAAGACTAGAGCAGCGAAC 
TGCGACGATCACTTAGAGAAACAGGCCGTTAGGAATCCATTCTCACTGTGTTCGCTCTAAACAAAACAGTGGTAG 
GTTAATGTGTTCAGAAGTCGCTGTCCTTACTACTTTTGCGGAAGTATGGAAGTCACAACTACACAGAGATTTCTC 
AGCCTACAAATTGTGTCTATACATTTCTAAGCCTTGTTTGCAGAATAAACAGGGCATTTAGCAAACTAAAAAAAA 

AAAAAAAAAAACTCGAG 
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FIGURE 4 

MASKRALVILAKGAEEMETVIPVDVMRRAGIKVTVAGIAGKDPVQCSRDWICPDASLEDAKKEGPYDVVVLPGG 
NLGAQNLSESAAVKEILKEQENRKGLIAAICAGPTALLAHEIGCGSKVTTHPLAKDKMMNGGHyTYSENRVEKDG 

LILTSRGPGTSFEFALAIVEALNGKEVAAQVKAPLVLKD 
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FIGURE 5 

TTTTGTGAAGAGACGAAGACTGAGCGGTTGTGGCCGCGTTGCCGACCTCCAGCAGCAGTCGGCATTCTCTAACGC 

AGAAACCCGGGAGTAGGAGACTCAGAATCGAATCTCTTCTCCCTCCCCTTCTTGTGAGATTTTTTTGATCTTCAG 

CTACATTTTCGGCTTTGTGAGAAACCTTACCATCAAACACGATGSCCAGCAACGTTACCAACAAGACAGATCCTC 

GCTCCATGAACTCCCGTGTATTCATTGGGAATCTCAACACTCTTGTGGTCAAGAAATCTGATGTGGAGGCAATCT 

TTTCGAAGTATGGCAAAATTGTGGGCTGCTCTGTTCATAAGGGCTTTGCCTTCGTTCAGTATGTTAATGAGAGAA 

ATGCCCGGGCTGCTGTAGCAGGAGAGGATGGCAGAATGATTGCTGGCCAGGTTTTAGATATTAACCTGGCTGCAG 

AGCCAAAAGTGAACCGAGGAAAAGCAGGTGTGAAACGATCTGCAGCGGAGATGTACGGGTCAGTAACAGAACACC 

CTTCTCCGTCCCCTCTACTCAGCTCCTCTTTTGACTTGGACTATGACTTTCAACGGGACTATTATGATAGGATGT 

ACAGTTACCCAGCACGTGTACCTCCTCCTCCTCCTATTGCTCGGGCXGTAGTGCCCTCGAAACGTCAGCGTGTAT 

CAGGAAACACTTCACGAAGGGGCAAAAGTGGCTTCAATTCTAAGAGTGGACAGCGGGGATCTTCCAAGTCTGGAA 

AGTTGAAAGGAGATGACCTTCAGGCCATTAAGAAGGAGCTGACCCAGATAAAACAAAAAGTGGATTCTCTCCTGG 

AAAACCTGGAAAAAATGGAAAAGGAACAGAGCAAACAAGCAGTAGAGATGAAGAATGATAAGTCAGAAGAGGAGC 

AGAGCAGCAGCTCCGTGAAGAAAGATGAGACTAATGTGAAGATGGAGTCTGAGGGGGGTGCAGATGACTCTGCTG 

AGGAGGGGGACCTACTGGATGATGATGATAATGAAGATCGGGGGGATGACCAGCTGGAGTTGATCAAGGATGATG 

AAAAAGAGGCTGAGGAAGGAGAGGATGACAGAGACAGCGCCAATGGAGGATGACTCTTAAGCACATAGTGGGGTT 

TAGAAATCTTATCCCATTATTTCTTTACCTAGGCGCTTGTCTAAGATCAAATXTTTCACCAGATCCTCTCCCCTA 

GTATCTTCAGCACATGCTCACTGTTCTCCCCATCCTTGTCCTTCCCATGTTCATTAATTCATATTGCCCCGCGCC 

TAGTCCCATTTTCACTTCCTTTGACGCTCCTAGTAGTTTTGTTAAGTCTTACCCTGTAATTTTTGCTTTTAATTT 

TGATACCTCTTTATGACTTAACAATAAAAAGGATGTATGGTTTTTATCAACTGTCTCCAAAATAATCTCTTGTTA 

TGCAGGGAGTACAGTTCTTTTCATTCATACATAAGTTCAGTAGTTGCTTCCCTAACTGCAAAGGCAATCTCATTT 

AGTTGAGTAGCTCTTGAAAGCAGCTTTGAGTTAGAAGTATGTGTGTTACACCCTCACATTAGTGTGCTGTGTGGG 

GCAGTTCAACACAAATGTAACAATTATTTTTGTGAATGAGAGTTGGCATGTCAAATGCATCCTCTAGAAAAATAA 

TTAGTGTTATAGTCTTAAGATTTGTTTTCTAAAGTTGATACTGTGGGATTTTTGTGAACAGCCTGATGTTTGGGA 

CCTTTTTTCCTCAAAATAAACAAGTCCTTATTAAACCAGGAATTTGGAG 
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FIGURE 6 

MASNVTNKTDPRSMNSRVFIGNLNTLWKKSDVEAIFSKYGKIVGCSVHKGFAFVQYVNERNARAAVAGEDGRMI 
AGQVLDINLAAEPKVNRGKAGVKRSAAEMYGSVTEHPSPSPLLSSSFDLDYDFQRDYYDRMYSYPARVPPPPPIA 
RAWPSKRQRVSGNTSRRGKSGFNSKSGQRGSSKSGKLKGDDLQAIKKELTQIKQKVDSLLENLEKMEKEQSKQA 
VEMKNDKSEEEQSSSSVKKDEXNVKMESEGGADDSAEEGDLLDDDDNEDRGDDQLELIKDDEKEAEEGEDDRDSA 

NGG 
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FIGURE 7 

CCGACATGTTGAGTCATAAGACGCGTCGGTGTTGCAGTCTGTGTCCTTGGAGGTGACCAGGGCCACTGCAGGCAT 

GGTGCTAGCAGAGCTGTACGTCTCTGACCGAGAGGGAAGCGATGCCACGGGAGATGGAAGCAAGGAGAAACCATT 

TAAAACAGGTCTAAAGGCTTTGATGACAGTAGGGAAAGAACCATTTCCTACCATTTACGTAGATTCACAAAAAGA 

AAATGAGAGGTGGAATGTTATTTCTAAATCACAGTTGAAGAACATTAAAAAGATGTGGCATAGGGAACAAATGAA 

GAGTGAATCCCGGGAAAAGAAAGAGGCAGAAGATAGTTTACGAAGAGAAAAGAACCTGGAAGAAGCAAAGAAGAT 

TACCATTAAAAATGATCCAAGTCTCCCAGAGCCAAAATGTGTGAAGATTGGTGCGTTAGAAGGATATAGAGGCCA 

AAGAGTAAAGGTGTTTGGCTGGGTCCACAGGCTGCGCAGGCAAGGAAAGAATTTAATGTTTCTGGTGTTGCGAGA 

TGGTACAGGTTATCTTCAGTGTGTCTTGGCGGATGAGTTGTGTCAGTGCTACAATGGAGTTCTCTTGTCCACGGA 

GAGCAGTGTTGCAGTGTATGGAATGCTAAATCTTACCCCAAAGGGCAAGCAGGCTCCAGGTGGCCATGAGCTGAG 

TTGTGACliTCTGGGAACTAATTGGGTTGGCCCCTGCTGGAGGAGCTGACAACCTGATCAATGAGGAGTCTGACGT 

TGATGTCCAGCTCAACAACAGACACATGATGATCCGAGGAGAAAACATGTCCAAAATCCTAAAAGCACGATCCAT 

GGTCACCAGGTGCTTTAGAGATCACTTCTTTGATAGGGGGTACTATGAAGTTACTCCTCCAACATTAGTGCAAAC 

ACAAGTAGAAGGTGGTGCCACACTCTTCAAGCTTGACTATTTTGGGGAAGAGGCATTTTTGACXCAATCCTCTCA 

GTTGTACTTGGAGACCTGCCTCCCAGCCCTGGGAGATGTTTTTTGTATTGCTCAGTCATACCGGGCAGAGCAGTC 

CAGAACACGAAGGCACCTGGCTGAGTACACTCACGTGGAAGCTGAGTGTCCTTTCCTGACTTTTGACGACCTCCT 

GAACCGGTTGGAGGACTTGGTTTGTGATGTGGTAGATCGAATATTGAAGTCACCTGCAGGGAGCATAGTGCATGA 

GCTCAACCCGAACTTTCAGCCCCCCAAACGGCCTTTCAAAGGGATGAACTATTCAGATGCTATCGTTTGGCTAAA 

AGAACATGATGTAAAGAAAGAAGATGGAACTTTCTATGAATTTGGAGAAGATATCCCAGAAGCTCCTGAGAGACT 

GATGACAGACACCATTAATGAACCAATCTTGCTGTGTCGATTTCCTGTGGAGATCAAGTCCTTCTACATGCAGCG 

ATGTCCTGAGGATTCCCGTCTTACTGAATCTGTCGACGTGTTGATGCCCAATGTTGGTGAGATTGTGGGAGGCTC 

AATGCGTATCTTTGATAGTGAAGAAATACTGGCAGGTTATAAAAGGGAAGGGATTGACCCCACTCCCTATTACTG 

GTATACGGATCAGAGAAAATACGGTACATGTCCCCATGGAGGATATGGCTTGGGCTTGGAACGATTCTTAACGTG 

GATTCTGAATAGGTATCACATCCGAGACGTGTGCTTATACCCTCGATTTGTCCAGCGTTGCACGCCATARCCATT 

TTCTCCAGAAGCGTGGAGGAAAGATTATGAAAGGAACAGGCTCTTTAAAAAAGAAAACAAAAAGCCAGAATCTTC 

CTTTTTTTTGTTTCATTGGGGTTTCTCTTTCTGTTTTTCTTTCTACTACCATAAAAACTATCTCAAATCACCTGA 

ACATCAAGTGATATTAAGGTTGTCATCTTAAGAAAAAATATCCATTTTTTTCTTAAGTTCGGGAAACAAAGTTCG 

GGGAAAATACCTGGCATGAAACTGTAGTTAGGGATACATTTCAGCATTTTACTCACTTTATCCAAGTTATTCATT 

TTATTCAAGTTATATGTATGTATAATTCAACAATTTTAGATTATGGTGTAAGATACTCCAGTAACTTATCTTTCT 

GTCCTTTTAAGTGTACCTGGAATTCTTTGATTTATTTTATTGCATCAATGAATTAAAACAAAAATCTTGGGGGAA 

GAAATTGGCAATATCGTATAAAAATCTGCTCATATTAGAACACAGTATAATTCAGCAGTAAACACTAGAATCAAA 

TGAATAGCCTTTTGTATCAGTTATTAATCTTTTCTAACTCTGCTTAGCTGCTAATAATCCTGAGGCATAGAAATT 

GAAGAATTTGTAAAAATAGAATTGCCTTAAAGGATTTGAAGTAAGAACATAATTTTGGGGAGAGTTTTTTAGTGA 

TTCACAGTATCCCTCTTAGCATTAATTTAAGGTAAAGAGGCAGATTGATTTTCCCTCTTTCCTGGTAATTCCTAA 

GTAATTAAGAATAAATAAGTTCCAAAAGAAATTGTAGCTGGAATCTTAATAACAATTGTGAGTGGCTGTTTGAGT 

TGCCCCCACCATGTCCTTAGATCTAATCTGTGCTACCTTATTAACTCACAGCAGGCTTACTGAATGGCTTCATTT 

CAGATTTAGTTGATTTCTCCACCAAATGCATGTCATGTATTCTCAATAGGCTGTATTCCCAGCAGTCAATAAATG 

AACACCCGTAAAAA 
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FIGURE 8 

MVLAELYVSDREGSDATGDGTKEKPFKTGLKALMWGKEPF 
KSESREKKEAEDSLRREKNLEEAKKITIKNDP^ 

DGTGYLQCVIADELCQCYNGVLLSTESSVAVYGMLNLTPKGKQAPGGHELSCDFWELIGLAPAGGADNLINEESD 
VDVQLNNRHMMIRGENMSKILKARSMVTRCFRDHFFDRGYYEVTPPTLVQTQVEGGATLFKLDYFGEEAFLTQSS 
QLYLETCLPALGDVFCIAQSYRAEQSRTRRHLAEYTHVEAECPFLTFDDLLNRLEDLVCDWDRILKSPAGSIVH 
ELNPNFQPPKRPFKRMNYSDAIVWLKEHDVKKEDGTFYEFGEDIPEAPERLMTDTINEPILLCRFPVEIKSFYMQ 
RCPEDSRLTESVDVLMPNVGEIVGGSMRIFDSEEILAGYKREGIDPTPYYWYTDQRKYGTCPHGGYGLGLERFLT 

W I LNRYH I RD VCL YPRF VQRCTP 
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FIGURE 9 

GGCAGTCGCGGAAGGCGCGGGAGCTTGCGTGCTGCTGGGCCTGAGCTGTCTGTCTCGTTTCTGTCCGCGCGCCCT 

GCATCCCGGCCCCGGGCGCCCGCTGGAGGTCGCCGAGGAGCCACAGGGCTGACTGGTCTGCTGCCCGGGCCCAGG 

AGTGCCTGGTGTAGCAGTCGCGGAGCCATCCCGGCGTCTGCTGCCATGACCGACTCTCCCCTCAGAGGAGACTCT 

TCCTCAGCGGTGGCTGCAGAGACAGATGAGCGGCGGCTCCTGGCCGCGGGACCGTGAGACGGGTTCGTGGCCGGC 

CATTTAGGGGGACGCTGCGACCACCGCCTGCGCCCCTCCGGACTGGTTCCTTGGGCCCCGGAAGCTCGCGGCGGG 

CCCTGCGGGAGGCGGCATGCTCCCGCGGAGGCTGCTGGCCGCCTGGCTGGCGGGGACGCGGGGCGGGGGCCTGCT 

GGCGCTTCTGGCCAATCAGTGCCGCTTCGTCACGGGCCTGCGCGTGCGGCGCGCGCAGCAGATCGCGCAGCTCTA 

CGGCCGCCTCTACTCCGAGAGCTCACGCCG.CGTTCTCCTCGGCCGCCTCTGGCGCCGGCTGCACGGCCGTCCTGG 

CCATGCCXCXGCCTXGATGGCGGCGTTAGCCGGCGXCXXCGTTXGGGACGAGGAGAGGAXCCAGGAGGAGGAGTT 

GCAGAGATCTATTAATGAGATGAAGCGGTXGGAAGAAATGTCAAATATGTTTCAGAGCTCTGGAGTCCAGCACCA 

CCCTCCAGAACCAAAAGCCCAAACAGAAGGGAATGAAGATTCAGAGGGCAAAGAGCAACGTTGGGAAATGGTGAT 

GGATAAGAAACACTTTAAGCTGTGGCGGCGCCCAATTACAGGCACCCACCTTTACCAGTACCGAGTTTTTGGAAC 

CTACACAGATGTGACACCTCGGCAGTTCTTCAATGTTCAGCTGGACACAGAGTATAGAAAAAAATGGGATGCCCT 

GGTAATCAAGCTGGAGGTGATTGAGAGGGATGTGGTTAGTGGTTCCGAGGTTCTTCACTGGGTAACCCATTTTCC 

TTATCCAATGTACTCACGGGATTATGTTTATGTTCGGCGGTATAGTGTGGATCAGGAAAACAACATGATGGTGTT 

GGTGTCGCGTGCTGTGGAGCATCCGAGTGTGCCAGAGTCTCCAGAATTCGTCAGGGTCAGATCATATGAATCCCA 

AATGGTTATCCGTCCCCACAAGTCATTTGATGAGAATGGCTTTGACTACTTACTAACATACAGTGACAATCCCCA 

AACGGTGTTTCCTCGCTACTGTGTTAGTTGGATGGTTTCCAGTGGCATGCCAGATTTCCTGGAGAAGCTGCACAT 

GGCCACTCTGAAAGCCAAGAATATGGAGATTAAAGTAAAGGACTACATCTCAGCTAAGCCTCTGGAAATGAGTAG 

TGAAGCCAAGGCCACCAGCCAGTCCTCTGAGCGAAAGAACGAGGGCAGCTGTGGCCCTGCTCGGATTGAGTATGC 

TTGACAGGCTTTGGGATAAGAAGGGACAAGGTGCTTCTAGCCCTGTCTCAGTCCGTTATCACTCTGCTGTAGAAG 

GGGGACATGCCACATGTATTAGAAGGCATCTGCTGTAACTTCCAGTGCAAGATAATTCAATAACTGATGTCCCAT 

TTCATTGAGAGCCCTTATTGCTCTXATCAAAACAGAAGAAGGCTACATTTGTGGGAGTGTTGTCATATTCTCAGG 

CCAACTGTTTTGAAATTCGGTATCTCACTGAGCTAATCTGGAACAAACCTCTCACCTCAGGCCAGAAGGGGATGA 

CCTCCATTTGCTTCTCTGAGTAGTTTCCTCTGCTGACATTCCAAATCCCACCATCGATTGTGCAGCGCTTTGGAT 

TTCCTTCAGTTCTCCAGGTCCACCTGGAAAGTATAGTTGGCCAGTTGAGTCTCTCAAATGAGGGGCTACTGGGAG 

TGCTCTTGGTAACAATCATGATGTGAATGGGTGTGAACGATACTXGGCTATGTTAAGTGCCTTGTCCGCACCTTG 

CTTTTATCTCTAGAGACATGAAGTTATTATTAATTTTTTTTTTTTTTAAGTAGAGATGGAGTTTCACTCTGTTTC 

CCAGGCTGGTCTTGAACTCCTGGGCCATGCCTGGCCAGGGACATGAATTTGTACAAAGAAATTTCCCTCCCTGCC 

TGCACAATATCACCCATTGACTCACCTTATCCAAAGCAAGTTTCCTGTGAATCGGCCAGTTCTTCTATATTCATT 

GGATCATTGCCTCCTTCCTAACCTTCCCCATTTACCAAGAACACTGGGAGACTAATCCTTTTAGATAGTAGCTTT 

TTGATGCTCAAAACATCACATTTAAATTTAGTTTAAAAATTTTTTAACTTTTGTGTCAAATAGGAGTTGAGGAAT 

TGAGCAGGATTCTACCCTAGTCCGATTGTATAGAAAACACCATTTTGATTCAGGTATTATTTTTCATATTTCAGG 

TTTGACTTGTTCTTTTCAGAAGGCTAAAGTCAGAGGAATGGGGGCTGGGCCACXCCCTTGGAGCTCTCAGATCTA 

CAGACAAGCTGTGTGAATGCATAGATGTAATCXXGTCXCAAAXACTAATACAGTGGAGAXXXGGTTTATGXTACC 

ATTAAGTXCCXCXAAAAAGTTTTTCTTCCTCTCXTCAGAGCCAAAAXAAAAGTGAACTACACXGTXCAGAXAAGG 

XCACAAXCXGAXGCXGTCAGTTTGACCGAGCTGGTXTTGCXTAXGGTCAX.GCTGCAAXXTGTTAGAATAAXAGGG 

AXCAAGTTTTAAAXCCTCCTCCXTCCCXTXXTTCTGGAGXCXXGAGGGCCAGAGTTXTTGTTXXXGTXTXTGTXT 

TXGXXTXCCTGCTTGCTACTGTTTTGXGGTGTXGAAAAGXGGTXTAAACCXGAGACTAACTXAAACACTXCCTTG 

ACCXTCTXGXTGCCXGXXCATXXTTGXGCCAAGGAAGTAGCXGCCCCAGXGTATGTCXXGCCXXCXCCGCGTCAT 

TGTTGGAAGAGGAGAGATGCAXCGAGCAGTCCCAGCTGCTXXTCAXXXAXTACTXCTXCTTXCCAGGACCTGACA 

GAAGTCAGGGAAGAGXCCCTGGGTXAXGTCCAAACTTAGCACCXGCAAXXGTXGGGATGXGGATGGAXGXGXGCA 

TAAGAGAGAGAGAGAAXATGTGTGTGTGXGXGXGCGXCTGCGAGCGCACACACAXGCACAAGTGCGAAGGAGTTG 

CGGXXGCTCCAXGTXCXGACXTAGGGCAAXTTGATTCXGCACTXGGGGXCTGTCTGTACAGXTACTCATGXCATT 

GXAATGATTTCACTCCXAACXGXGACATTTTXATCAAATGTGXGAAXAAAXACAXAAAGATTGGTACAAAAAAAA 

AAAAAAAAAA 
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FIGURE 10 

MAALAGVFVWDEERIQEEELQRSINEMKRLEEMSNMFQSSGVQHHPPEPKAQTSGNEDSEGKEQRWEMVMDKKHF 
KLWRRPITGTHLYQYRVFGTYTDVTPRQFFNVQLDTEYRKKWDALVIKLEVIERDWSGSEVLHWVTHFPYPMYS 
RDYVYVRRYSVDQENNMMVLVSRAVEHPSVPESPEFVRVRSYESQMVIRPHKSFDENGFDYLLTYSDNPQTVFPR 
YCVSWMVSSGMPDFLEKLHMATLKAKNMEIKVKDYISAKPLEMSSEAKATSQSSERKNEGSCGPARIEYA 
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FIGURE 11 

GCAACCTTTCCAAGGGAGTGGTTGTGTGATCGCCATCTTAGGGAAAAGATGTTCTCGTCCGTGGCGCACCTGGCG 

CGGGCGAACCCCTTCAACACGCCACATCTGCAGCTGGTGCACGATGGTCTCGGGGACCTCCGCAGCAGCTCCCCA 

GGGCCCACGGGCCAGCCCCGCCGCCCTCGCAACCTGGCAGCCGCCGCCGTGGAAGAGCAGTATAGCTGTGACTAT 

GGATCTGGCAGATTCTTTATCCTTTGTGGACTTGGAGGAATTATTAGCTGTGGCACAACACATACAGCATTGGTT 

CCTCTAGATCTGGTTAAATGCAGAATGCAGGTGGACCCCCAAAAGTACAAGGGCATATTTAACGGATTCTCAGTT 

ACACTTAAAGAGGATGGTGTTCGTGGTTTGGCTAAAGGATGGGCTCCGACTTTCCTTGGCTACTCCATGCAGGGA 

CTCTGCAAGTTTGGCTTTTATGAAGTCTTTAAAGTCTTGTATAGCAATATGCTTGGAGAGGAGAATACTTATCTC 

TGGCGCACATCACTATATTTGGCTGCCTCTGCCAGTGCTGAATTCTTTGCTGACATTGCCCTGGCTCCTATGGAA 

GCTGCTAAGGTTCGAATTCAAACCCAGCCAGGTTATGCCAACACTTTGAGGGATGCAGCTCCCAAAATGTATAAG 

GAAGAAGGCCTAAAAGCATTCTACAAGGGGGTTGCTCCTCTCTGGATGAGACAGATACCATACACCATGATGAAG 

TTCGCCTGCTTTGAACGTACTGTTGAAGCACTGTACAAGTTTGTGGTTCCTAAGCCCCGCAGTGAATGTTCAAAG 

CCAGAGCAGCTGGTTGTAACATTTGTAGCAGGTTACATAGCTGGAGTCTTTTGTGCAATTGTTTCTCACCCTGCT 

GATTCTGTGGTATCTGTGTTGAATAAAGAAAAAGGTAGCAGTGCTTCTCTGGTCCTCAAGAGACTTGGATTTAAA 

GGTGTATGGAAGGGACTGTTTGCCCGTATCATCATGATTGGTACCCTGACTGCACTACAGTGGTTTATCTATGAC 

TCCGTGAAGGTCTACTTCAGACTTCCTCGCCCTCCCCCACCTGAGATGCCAGAGTCTCTGAAGAAAAAGCTTGGG 

TTAACTCAGTAGTTAGATCAAAGCAAATGTGGACTGAATCTGCTTGTTGATCAGTGTTTGAAGAAAGTGCAAAAG 

GAACTTTTATATATTTGACAGTGTAGGAAATTGTCTATTCCTGATATAATTACTGTAGTACTCTTGCTTAAGGCA. 

AGAGTTTCAGATTTACTGTTGAAATAAACCCAACTGTTCATGAAAAAA 
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FIGURE 12 

MFSSVAHLARANPFNTPHLQLVHDGLGDLRSSSPGPTGQPRRPRNLAAAAVEEQYSCDYGSGRFFILCGLGGIIS 
CGTTHTALVPLDLVKCRMQVDPQKYKGIFNGFSVTLKEDGVRGLAKGWAPTFLGYSMQGLCKFGFYEVFKVLYSN 
MLGEENTYLWRTSLYLAASASAEFFADIALAPbffiAAKVRIQTQP 

RQIPYTMMKFACFERTVEALYKFVVPKPRSECSKPEQLVVTFVAGYIAGVFCAIVSHPADSWSVLNKEKGSSAS 
LVLKRLGFKGVWKGLFARIIMIGTLTALQWFIYDSVKVYFRLPRPPPPEMPESLKKKLGLTQ 
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FIGURE 13 

CTGGAAGCGGGCGAGTCTCGTGCTGTGTCGGACCTGCAGCCCCTGGCCTTCCGCCACCMQGAGTACCTCATCGG 

TATCCAAGGCCCCGACTATGTTCTTGTCGCCTCCGACCGGGTGGCCGCCAGCAATATTGTCCAGATGAAGGACGA 

TCATGACAAGATGTTTAAGATGAGTGAAAAGATATTACTCCTGTGTGTTGGAGAGGCTGGAGACACTGTACAGTT 

XGCAGAATATATTCAGAAAAACGTGCAACTTTATAAGATGCGAAATGGATATGAATTGTCTCCCACGGCAGCAGC 

TAACTTCACACGCCGAAACCTGGCTGACTGTCTTCGGAGTCGGACCCCATATCATGTGAACCTCCTCCTGGCTGG 

CTATGATGAGCATGAAGGGCCAGCGCTGTATTACATGGACTACCTGGCAGCCTTGGCCAAGGCCCCTTTTGCAGC 

CCACGGCTATGGTGCCTTCCTGACTCTCAGTATCCTCGACCGATACTACACACCGACTATCTCACGTGAGAGGGC 

AGTGGAACTCCTTAGGAAATGTCTGGAGGAGCTCCAGAAACGCTTCATCCTGAATCTGCCAACCTTCAGTGTTCG 

AATCATTGACAAAAATGGCATCCATGACCTGGATAACATTTCCTTCCCCAAACAGGGCTCCTAACATCATGTCCT 

CCCTCCCACTTGCCAGGGAACTTTTTTTTGATGGGCTCCTTTATTTTTTTCTACTCTTTTCAGGCGCACTCTTGA 

TAAATGGTTAATTCAGAATAAAGGTGACTATGGATATAATTGAGCCCTCTGGTCCAGGTCTCAGTTTACCTAATA 

TTACCTCAGAAAGGATATGGAGGGAAGATGATCTTTTTGCCAGGTCTGACTTTTCTTCCTGCTCCGCCCTCCATT 

AACGCTCAGTACCCTTTAGCAGCTGACGGCCCCACGTTCTACTCCATGCTTGGCTTCCTTTCCAACTAGCTCTTT 

CATATATTTTACTTGCTAGTATCTCCATTCTCTCTAAAGTAGTGGTTCTTTTTGCCCTTAAACTXAAATTTTTAA 

ATTAATTAACCTGAATTAATAATACATGCACTTAATGTAACATGCAAACAGTACAAAAACATGTAGTGAAAAATA 

TTTCTTCCAGAGCTGGGTGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACG " 

AGGTCAAGAGAGCGAGACCATCCTGACCAACATGGTGAAACCCCGTCTCTGCTAAAAATACAAAAATTAGCTGGG 

CGTGGTGGCACGCACCCCTAGTCCCAGCTACTGGGGAGGCTGAGACGGGAGAATCGGTCGAACCCGGGAGGCGGA 

GGTTGCAGTGAGCCTAGATCGCGCCACTGTACTCCAGCGTGGCAACAGAGTGAGACTCCGTCTCAAAAAAAAGAA 

GGAAAAATGTTTCTTCCATCCCTATAATCCAGTCATCTGCTTCCTGCTTCCCTTCCTGGAGGAAACTTCAGCTAC 

TAATTTCTTATGTTTTTTAAGAGATATTCTGTTACTGTGTAAAGTATACATACATACAGACACATGCCCCCTTTA 

AATTTTTTAGATTTATTTATTTATTTAGAGACAGGGTCTCACTCTAGCCCAGGCTGGAGTGCTGTGGCGTAATCT 

TGGCTCACTGCAACCTCCGCCTCCCGGGCCCAAGTGATCCTCCCGTCTCAGCCTCCTGAGTAGCTGGGATTAdAG 

GCGCACACCACCAATGCCCAGCTAGTTTTTGTGTTTTTCATAGAGACAGGGTCTCACCATGTCAXTCAAGACCAG 

CCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAAAATATATAACAATTAGCCAGGCGTGGTGGCACACGCCT 

GTAAACCCAACTACTTGGGAGGCTGAGGCAGGAGAATTGCTTGAGCCCGGGAGAGGGAGGTTGCAGTGAGCCGAG 

ATCATGCCACTGCACTCCAGCCTGGCTGACAGAGCAAGACTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAA 
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FIGURE 14 

MEYLIGIQGPDYVLVASDRVAASNIVQMKDDHDK^ 

SPTAAANFTRRNLADCLRSRTPYHVNLLLAGYDEHEGPALYYMDYLAALAKAPFAAHGYGAFLTLSILDRYYTPT 
ISRERAVELLRKCLEELQKRFILNLPTFSVRIIDKNGIHDLDNISFPKQGS 
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FIGURE 15 

ACAGGCATTTTCCAAAGGCAAGCCTGGAGCGCACGGATCTGTATAACCGCGGAAGGCCCTGTTTCCGGTCCCTTG 

CGCCTGCGCTCTTGCAGCCAAGAAGGCGGGAGGCTGGAGTAGAGGGAAGCCTGCAACCGGAAGTGAAGGCAGATT 

TCCCTCCTTCGTCGCTGTTGCTGCCGCCATACGCGCTCTCCCTGTTTAGTTATGGCAGAGAACGATGTGGACAAT 

GAGCTCTTGGACTATGAAGATGATGAGGTGGAGACAGCAGCTGGGGGAGATGGGGCTGAGGCCCCTGCCAAGAAG 

GATGTCAAGGGCTCCTATGTCTCCATCCACAGCTCTGGCTTTCGTGACTTCCTGCTCAAGCCAGAGTTGCTCCGG 

GCCATTGTCGACTGTGGCTTTGAGCATCCGTCAGAAGTCCAGCATGAGTGCATCCCTCAGGCCATTCTGGGAATG 

GATGTCCTGTGCCAGGCCAAGTCGGGCATGGGAAAGACAGCAGTGTTTGTCTTGGCCACACTGCAACAGCTGGAG 

CCAGTTACTGGGCAGGTGTCTGTGCTGGTGATGTGTCACACTCGGGAGTTGGCTTTTCAGATCAGCAAGGAATAT 

GAGCGCTTCTCTAAATACATGCCCAATGTCAAGGTTGCTGTTTTTTTTGGTGGTCTGTCTATCAAGAAGGATGAA 

GAGGTGCTGAAGAAGAACTGCCCGCATATCGTCGTGGGGACTCCAGGCCGTATCCTAGCCCTGGCTCGAAATAAG 

AGCCTCAACCTCAAACACATTAAACACTTTATTTTGGATGAATGTGATAAGATGCTTGAACAGCTCGACATGCGT 

CGGGATGTCCAGGAAATTTTTCGCATGACCCCCCACGAGAAGCAGGTCATGATGTTCAGTGCTACCTTGAGCAAA 

GAGATCCGTCCAGTCTGCCGCAAGTTCATGCAAGATCCAATGGAGATCTTCGTGGATGATGAGACGAAGTTGACG 

CTGCATGGGTTGCAGCAGTACTACGTGAAACTGAAGGACAACGAGAAGAACCGGAAGCTCTTTGACCTTCTGGAT 

GTCCTTGAGTTCAACCAGGTGGTGATCTTTGTGAAGTCTGTGCAGCGGTGCATTGCCTTGGCCCAGCTACTAGTG 

GAGCAGAACTTCCCAGCCATTGCCATCCACCGTGGGATGCCCCAGGAGGAGAGGCTTTCTCGGTATCAGCAGTTT 

AAAGATTTTCAACGACGAATTCTTGTGGCTACCAACCTATTTGGCCGAGGCATGGACATCGAGCGGGTGAACATT 

GCTTTTAATTATGACATGCCTGAGGATTCTGACACCTACCTGCATCGGGTGGCCAGAGCAGGCCGGTTTGGCACC 

AAGGGCTTGGCTATCACATTTGTGTCCGATGAGAATGATGCCAAGATCCTCAATGATGTGCAGGATCGCTTTGAG 

GTCAATATTAGTGAGCTGCCTGATGAGATAGACATCTCCTCCTACATTGAACAGACACGGTAGAAGACTCGCCCA 

TTTTGGAATGTGACCGTCTGTCCTTCAGGAGAGGACACCAGGGTGGGGGTGAAGGAGACACTACTGCCCCCACCC 

CTGACAGCCCCCACCCCATGGCTTCCATCTTTTGCATCACCACCACTCCTGAACCCCCATTTCTGATTTGTCAGA 

ATTTTTTTTTAACAAAACTAAAAATGAAACACATGTGTCTGTGGTATCTAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 16 

MAENDVDNELLDYEDDEVETAAGGDGAEAP AKKDVKGSYVS I HSSGFRDFLLKPELLRAI VDCGFEHP SEVQHEC 
IPQAILGMDVLCQAKSGMGKTAWVLATLQQLEPVTGQVSVLVMCHTRELAFQISKEYERFSKYMPNVKVAVFFG 
GLSIKKDEEVLKKNCPHIWGTPGRILALARNKSLNLKHIKHFILDECDKMLEQLDMRRDVQEIFRMTPHEKQVM 
MFSATLSKEIRPVCRKFMQDPMEIFVDDETKLTLHGLQQYYVKLKDNEKNRKLFDLLDVLEFNQVVIFVKSVQRC 
IALAQLLVEQNFPAIAIHRGMPQEERLSRYQQFKDFQRRILVATNLFGRGMDIERVNIAFNYDMPEDSDTYLHRV 
ARAGRF GTKGLAI TF VSDEND AKI LNDVQDRFEVN I SELP DE I D I S S Y I EQTR 
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FIGURE 17 

GCGGCGTTGTAGTTAAGCTCGTGTAACGGCGGCGGTGTCGGCAGCTGCTGTAGCGAAGAGAGTTTGGCGCGATGT 
CTCACACCATTTTGCTGGTACAGCCTACCAAGAGGCCAGAAGGCAGAACTTATGCTGACTACGAATCTGTGAATG 
AATGCATGGAAGGTGTTTGTAAAATGTATGAAGAACATCTGAAAAGAATGAATCCCAACAGTCCCTCTATCACAT 
ATGACATCAGTCAGTTGTTTGATTTCATCGATGATCTGGCAGACCTCAGCTGCCTGGTTTACCGAGCTGATACCC 
AGACATACCAGCCTTATAACAAAGACTGGATTAAAGAGAAGATCTACGTGCTCCTTCGTCGGCAGGCCCAACAGG 
CTGGGAAATAATTGTGTTGGAAGCACTGGGGGGGTTGGGGTGGGCTTGGAACACAGGTGTGTACAGCGTGCTGTA 
GTGGAAGTTTTGTATCATAGTAATCCTGTTTCCACTTTGTTATACTCTAGCCAAGATTGACTGTATTAGATGAAA 
TGTGAGGATCTTGTTCAATCGGAAACCCCCGTTACCTCCTCTTTTTCTTTCTCTTTCTTTTTTTTTTTTTTACTT 
AAACATTTTTATGATGATTTAGATGGAAGTTGTTCTTCGTCACTTAATGTTGGTTCCAGTCCTTCAACTGTTCAT 
ATCTACTTTATAACATTCACATACTAACCCTTCTTCAAGATGGGGTGGGGGGTGGAAATGCAGTTTAGCCATGTC 
CTCAAGATAAAGTCTTGGTAAAAATAAATAAATGTCCTTTAGTTATAAAAAAAAAAAAAAAAAAA 
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FIGURE 18 



MSHTILLVQPTKRPEGRTYADYESVNECl^GVCKMYEEHLKRMNPNSPSITYDISQLFDFIDDLADLSCLVYRAD 
TQTYQPYNKDWIKEKIYVLLRRQAQQAGK 
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FIGURE 19 

CGGTTGGTGCGGCCTCCATTGTTCGTGTTTTAAGGCGCCM&GGGGTGACAGAGGCCGTGGTCGTGGTGGGCGC 

TTTGGTTCCAGAGGAGGCCCAGGAGGAGGGTTCAGGCCCTTTGTACCACATATCCCATTTGACTTCTATTXGTGT 

GAAATGGCCTTTCCCCGGGTCAAGCCAGCACCTGATGAAACTTCCTTCAGTGAGGCCTTGCTGAAGAGGAATCAG 

GACCTGGCTCCCAATTCTGCTGAACAGGCATCTATCCTTTCTCTGGTGACAAAAATAAACAATGTGATTGATAAT 

CTGATTGTGGCTCCAGGGACATTTGAAGTGCAAATTGAAGAAGTTCGACAGGTGGGATCCTATAAAAAGGGGACA 

ATGACTACAGGACACAATGTGGCTGACCTGGTGGTGATACTCAAGATTCTGCCAACGTTGGAAGCTGTTGCTGCC 

CTGGGGAACAAAGTCGTGGAAAGCCTAAGAGCACAGGATCCTTCTGAAGTTTTAACCATGCTGACCAACGAAACT 

GGCTTTGAAATCAGTTCTTCTGATGCTACAGXGAAGATTCTCATTACAACAGTGCCACCCAATCTTCGAAAACTG 

GATCCAGAACTCCATTTGGATATCAAAGTATTGCAGAGTGCCTTAGCAGCCATCCGACATGCCCGCTGGTTCGAG 

GAAAATGCTTCTCAGTCCACAGTTAAAGTTCTCATCAGACTACTGAAGGACTTGAGGATTCGTTTTCCTGGCTTT 

GAGCCCCTCACACCCTGGAXCCTTGACCTACTAGGCCATTATGCTGTGATGAACAACCCCACCAGACAGCCTTTG 

GCCCTAAACGTTGCATACAGGCGCTGCTTGCAGATTCTGGCTGCAGGACTGTTCCTGCCAGGTTCAGTGGGTATC 

ACTGACCCCTGTGAGAGTGGCAACTTTAGAGTACACACAGTCATGACCCTAGAACAGCAGGACATGGTCTGCTAT 

ACAGCTCAGACTCTCGTCCGAATCCTCTCACATGGTGGCTTTAGGAAGATCCTTGGCCAGGAGGGTGATGCCAGC 

TATCTTGCTTCTGAAATATCTACCTGGGATGGAGTGATAGTAACACCTTCAGAAAAGGCTTATGAGAAGCCACCA 

GAGAAGAAGGAAGGAGAGGAAGAAGAGGAGAATACAGAAAGAACCACCTCAAGGAGAGGAAGAAGAAAGCATGGA 

AACTCAGGAGTGACATTCCCTTCACTCCTTTTCCTACCCAAGGGAAAGACTGGAGCCTAMCTGCCTGCTACTGG 

CTTTACATGGTGACAGACATTCCGTGGATAGGAAGATAGCAGGAGAAAGTAACTCCATAGAGTGTCATTCCACTG 

GTTGATATTGGCTTAGCTGCCAGTCTCCCATTTGTGACCTATGCCATCCATCTATAATGGAGGATACCAACATTT 

CTTCCTAATATTCTATAATCTCCAACTCCTGAAAACCCCTCTCTCAACTAATACTTTGCTGTTGAAATGTTGTGA 

AATGTTAAGTGTCTGGAAATTTTTTTTTCTAAGAAAAACTATTAAAGTACTT 
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FIGURE 20 

MRGDRGRGRGGRFGSRGGPGGGFRPFVPHIPFDFYLCEMAFPRVKPAPDETSFSEALLKRNQDLAPNSAEQASIL 
SLVTKINNVIDNLIVAPGTFEVQIEEVRQVGSYKKGTMTTGHNVADLWILKILPTLEAVAALGNKWESLRAQD 
PSEVLTMLTOETGFEISSSDATVKILITTVPPNLRKLDPELHLDIKVLQSALAAIRHARWFEENASQSTVKVLIR 
LLKDLRIRFPGFEPLTPWILDLLGHYAVMNNPTRQPLALNVAYRRCLQILAAGLFLPGSVGITDPCESGNFRVHT 
VMTLEQQDMVCYTAQTLVRILSHGGFRKILGQEGDASYLASEISTWDGVIVTPSEKAYEKPPEKKEGEEEEENTE 

RTTSRRGRRKHGNSGVTFPSLLFLPKGKTGA 
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FIGURE 21 

CTCCGGCGCAGTGTTGGGACTGTCTGGGTATCGGAAAGCAAGCCTACGTTGCTCACTATTACGTATAATCCTTTT 

CTTTTCAAGATGCCTGAGGAAGTGCACCATGGAGAGGAGGAGGTGGAGACTTT'TGCCTTTCAGGCAGAAATTGCC 

CAACTCATGTCCCTCATCATCAATACCTTCTATTCCAACAAGGAGATTTTCCTTCGGGAGTTGATCTCTAATGCT 

TCTGATGCCTTGGACAAGATTCGCTATGAGAGCCTGACAGACCCTTCGAAGTTGGACAGTGGTAAAGAGCTGAAA 

ATTGACATCATCCCCAACCCTCAGGAACGTACCCTGACTTTGGTAGACACAGGCATTGGCATGACCAAAGCTGAT 

CTCATAAATAATTTGGGAACCATTGCCAAGTCTGGTACTAAAGCATTCATGGAGGCTCTTCAGGCTGGTGCAGAC 

ATCTCCATGATTGGGCAGTTTGGTGTTGGCTTTTATTCTGCCTACTTGGTGGCAGAGAAAGTGGTTGTGATCACA 

AAGCACAACGATGATGAACAGTATGCTTGGGAGTCTTCTGCTGGAGGTTCCTTCACTGTGCGTGCTGACCATGGT 

GAGCCCATTGGCAGGGGTACCAAAGTGATCCTCCATCTTAAAGAAGATCAGACAGAGTACCTAGAAGAGAGGCGG 

GTCAAAGAAGTAGTGAAGAAGCATTCTCAGTTCATAGGCTATCCCATCACCCTTTATTTGGAGAAGGAACGAGAG 

AAGGAAATTAGTGATGATGAGGCAGAGGAAGAGAAAGGTGAGAAAGAAGAGGAAGATAAAGATGATGAAGAAAAA 

CCCAAGATCGAAGATGTGGGTTCAGATGAGGAGGATGACAGCGGTAAGGATAAGAAGAAGAAAACTAAGAAGATC 

AAAGAGAAATACATTGATCAGGAAGAACTAAACAAGACCAAGCCTATTTGGACCAGAAACCCTGATGACATCACC 

CAAGAGGAGTATGGAGAATTCTACAAGAGCCTCACTAATGACTGGGAAGACCACTTGGCAGTCAAGCACTTTTCT 

GTAGAAGGTCAGTTGGAATTCAGGGCATTGCTATTTATTCCTCGTCGGGCTCCCTTTGACCTTTTTGAGAACAAG 

AAGAAAAAGAACAACATCAAACTCTATGTCCGCCGTGTGTTCATCATGGACAGCTGTGATGAGTTGATACCAGAG 

TATCTCAATTTTATCCGTGGTGTGGTTGACTCTGAGGATCTGCCCCTGAACATCTCCCGAGAAATGCTCCAGCAG. 

AGCAAAATCTTGAAAGTCATTCGCAAAAACATTGTTAAGAAGTGCCTTGAGCTCTTCTCTGAGCTGGCAGAAGAC 

AAGGAGAATTACAAGAAATTCTATGAGGCATTCTCTAAAAATCTCAAGCTTGGAATCCACGAAGACTCCACTAAC 

CGCCGCCGCCTGTCTGAGCTGCTGCGCTATCATACCTCCCAGTCTGGAGATGAGATGACATCTCTGTCAGAGTAT 

GTTTCTCGCATGAAGGAGACACAGAAGTCCATCTATTACATCACTGGTGAGAGCAAAGAGCAGGTGGCCAACTCA 

GCTTTTGTGGAGCGAGTGCGGAAACGGGGCTTCGAGGTGGTATATATGACCGAGCCCATTGACGAGTACTGTGTG 

CAGCAGCTCAAGGAATTTGATGGGAAGAGCCTGGTCTCAGTTACCAAGGAGGGTCTGGAGCTGCCTGAGGATGAG 

GAGGAGAAGAAGAAGATGGAAGAGAGCAAGGCAAAGTTTGAGAACCTCTGCAAGCTCATGAAAGAAATCTTAGAT 

AAGAAGGTTGAGAAGGTGACAATCTCCAATAGACTTGTGTCTTCACCTTGCTGCATTGTGACCAGCACCTACGGC 

TGGACAGCCAATATGGAGCGGATCATGAAAGCCCAGGCACTTCGGGACAACTCCACCATGGGCTATATGATGGCC 

AAAAAGCACCTGGAGAXCAACCCTGACCACCCCATTGTGGAGACGCTGCGGCAGAAGGCTGAGGCCGACAAGAAT 

GATAAGGCAGTTAAGGACCTGGTGGTGCTGCTGTTTGAAACCGCCCTGCTATCTTCXGGCTTTTCCCTTGAGGAT 

CCCCAGACCCACTCCAACCGCATCTATCGCATGATCAAGCTAGGTCTAGGTATTGATGAAGATGAAGTGGCAGCA 

GAGGAACCCAATGCTGCAGTTCCTGATGAGATCCCCCCTCTCGAGGGCGATGAGGATGCGTCTCGCATGGAAGAA 

GTCGATTAGGTTAGGAGTTCATAGTTGGAAAACTTGTGCCCTTGTATAGTGTCCCCATGGGCTCCCACTGCAGCC 

TCGAGTGCCCCTGTCCCACCTGGCTCCCCCTGCTGGTGTCTAGTGTTTTTTTCCCTCTCCTGTCCTTGTGTTGAA 

GGCAGTAAACTAAGGGTGTCAAGCCCCATTCCCTCTCTACTCTTGACAGCAGGATTGGATGTTGTGTATTGTGGT 

TTATTTTATTTTCTTCATTTTGTTCTGAAATXAAAGTATGCAAAATAAAGAATATGCCGTTTTAAAAAAAAAAAA 

aaaaaaaa!aaaaaaaaa 
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FIGURE 22 

MPEEVHHGEEEVETFAFQAEIAQLMSLIINTFYSNKEIFLRELISNASDALDKIRYESLTDPSKLDSGKELKIDI 

IPNPQERTLTLVDTGIGMTKADLINNLGTIAKSGTKAFMEALQAGADISMIGQFGVGFYSAYLVAEKVWITKHN 

DDEQYAWE S S AGGS FTVRADHGEP IGRGTKVILHLKEDQTEYLEERRVKE WKKHSQF IGYP I TLYLEKEREKE I 

SDDEAEEEKGEKEEEDKDDEEKPKIEDVGSDEEDDSGKDKKKKTKKIKEKYIDQEELNKTKPIWTRNPDDITQEE 

YGEFYKSLTNDWEDHLAVKHFSVEGQLEFRALLFIPRRAPFDLFENKKKKNNIKLYVRRVFIMDSCDELIPEYLN 

FIRGWDSEDLPLNISREMLQQSKILKVIRKNIVKKCLELFSELAEDKENYKKFYEAFSKNLKLGIHEDSTNRRR 

LSELLRYHTSQSGDEMTSLSEYVSRMKETQKSIYYITGESKEQVANSAFVERVRKRGFEVVYMTEPIDEYCVQQL 

KEFDGKSLVSVTKEGLELPEDEEEKKKMEESKAKFENLCKLMKEILDKKVEKVTISNRLVSSPCCIVTSTY 

NMERIMKAQALRDNSTMGYMMAKKHLEINPDHPIVETLRQKAEADKNDKAVKDLVVLLFETALLSSGFSLEDPQT 

HSNRIYRMIKLGLGIDEDEVAAEEPNAAVPDEIPPLEGDEDASRMEEVD 



REPLACEMENT SHEET 

25/2682 

FIGURE 23 

GCAAAACCAACGCCTGGCTCGGAGCAGCAGCCTCTGAGGTGTCCCTGGCCAGTGTCCTTCCACCTGTCCACAAGC 

ATGGGGAACATCTTCGCCAACCTCTTCAAGGGCCTTTTTGGCAAAAAAGAAATGCGCATCCTCATGGTGGGCCTG 

GATGCTGCAGGGAAGACCACGATCCTCTACAAGCTTAAGCTGGGTGAGATCGTGACCACCATTCCCACCATAGGC 

TTCAACGTGGAAACCGTGGAGTACAAGAACATCAGCTTCACTGTGTGGGACGTGGGTGGCCAGGACAAGATCCGG 

CCCCTGTGGCGCCACTACTTCCAGAACACACAAGGCCTGATCTTCGTGGTGGACAGCAATGACAGAGAGCGTGTG 

AACGAGGCCCGTGAGGAGCTCATGAGGATGCTGGCCGAGGACGAGCTCCGGGATGCTGTCCTCCTGGTGTTCGCC 

AACAAGCAGGACCTCCCCAACGCCATGAATGCGGCCGAGATCACAGACAAGCTGGGGCTGCACTCACTACGCCAC 

AGGAACTGGTACATTCAGGCCACCTGCGCCACCAGCGGCGACGGGCTCTATGAAGGACTGGACTGGCTGTCCAAT 

CAGCTCCGGAACCAGAAGTGAACGCGACCCCCCTCCCTCTCACTCCTCTTGCCCTCTGCTTTACTCTCATGTGGC 

AAACGTGCGGCTCGTGGTGTGAGTGCCAGAAGCTGCCTCCGTGGTTTGGTCACCGTGTGCATCGCACCGTGCTGT 

AAATGTGGCAGACGCAGCCTGCGGCCAGGCTTTTTATTTAATGTAAATAGTTTTTGTTTCCAATGAGGCAGTTTC 

TGGTACTCCTATGCAATATTACTCAGCTTTTTTTATTGTAAAAAGAAAAATCAACTCACTGTTCAGTGCTGAGAG 

GGGATGTAGGCCCATGGGCACCTGGCCTCCAGGAGTCGCTGTGTTGGGAGAGCCGGCCACGCCCTTGGCTTAGAG 

CTGTGTTGAAATCCATTTTGGTGGTTGGTTTTAACCCAAACTCAGTGCATTTTTTAAAATAGTTAAGAATCCAAG 

TCGAGAACACTTGAACACACAGAAGGGAGACCCCGCCTAGCATAGATTTGCAGTTACGGCCTGGATGCCAGTCGC 

CAGCCCAGCTGTTCCCCTCGGGAACATGAGGTGGTGGTGGCGCAGCAGACTGCGATCAATTCTGCATGGTCACAG 

TAGAGATCCCCGCAACTCGCTTGTCCTTGGGTCACCCTGCATTCCATAGCCATGTGCTTGTCCCTGTGCTCCCAC 

GGTTCCCAGGGGCCAGGCTGGGAGCCCACAGCCACCCCACTATGCCGCAGGCCGCCCTACCCACCTTCAGGCAGC 

CTATGGGACGCAGGCCCCATCTGTCCCTCGGTCCGCGTGTGGCCAGAGTGGTCCGTCGTCCCCAACACTCGTGCT 

CGCTCAGACACTTTGGCAGGATGTCTGGGGCCTCACCAGCAGGAGCGCGTGCAAGCCGGGCAGGCGGTCCACCTA 

GACCCACAGCCCCTCGGGAGCACCCCACCTCTGTGTGTGATGTAGCTTTCTCTCCCTCAGCCTGCAAGGGTCCGA 

TTTGCCATCGAAAAAGACAACCTCTACTTTTTTCTTTTGTATTTTGATAAACACTGAAGCTGGAGCTGTTAAATT 

TATCTTGGGGAAACCTCAGAACTGGTCTATTTGGTGTCGTAGGAACCXCTTACTGCTTTCAATACACGATTAGTA 

ATCAACTGTTTTGTATACTTGTTTTCAGTTTTCATTTCGACAAACAAGCACTGTAATTATAGCTATTAGAATAAA 

ATCTCTTAACTATT 
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FIGURE 24 

MGNIFANLFKGLFGKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTIGFNVETVEYKNISFTVWDVGGQDKIR 
PLWRHYFQNTQGLIFWDSNDRERVNEAREELMRMLAEDELRDAVLLVFANKQDLPNAMNAAEITDKLGLHSLRH 

RNWYIQATCATSGDGLYEGLDWLSNQLRNQK 
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FIGURE 25 

CGCGCCGGGAACAGCCAGTCGGTGCCTAACGCGAGTGTATCTCGAGAGAGAAGCGATCAACAGCTGCCGGTCTGC 

GCCTGCGCGGCGACGGGGCGTGGCCGCGGGCGAGTGGGGCCAAGGAGGCAGCCGGGAGCGGGGGCGCAGGTGTTA 

CTGGTTGCGTCGGGTCACGTGGGCGCGCAGCAGACCGCGGTGCAGCCCGTTCGCTCACACAAAGCCCAGACGCGG 

AGAAAATGGCGGCAGGGGTCGAAGCGGCGGCGGAGGTGGCGGCGACGGAGATCAAAATGGAGGAAGAGAGCGGCG 

CGCCCGGCGTGCCGAGCGGCAACGGGGCTCCGGGCCCTAAGGGTGAAGGAGAACGACCTGCTCAGAATGAGAAGA 

GGAAGGAGAAAAACATAAAAAGAGGAGGCAATCGCTTTGAGCCATATGCCAATCCAACTAAAAGATACAGAGCCT 

TCATTACAAACATACCTTTTGATGTGAAATGGCAGTCACTTAAAGACCTGGTTAAAGAAAAAGTTGGTGAGGTAA 

CATACGTGGAGCTCTTAATGGACGCTGAAGGAAAGTCAAGGGGATGTGCTGTTGTTGAATTCAAGATGGAAGAGA 

GCATGAAAAAAGCTGCGGAAGTCCTAAACAAGCATAGTCTGAGCGGAAGACCACTGAAAGTCAAAGAAGATCCTG 

ATGGTGAACATGCCAGGAGAGCAATGCAAAAGGTGATGGCTACGACTGGTGGGATGGGTATGGGACCAGGTGGCC 

CAGGAATGATTACTATCCCACCCAGTATCCTAAATAATCCCAACATCCCAAATGAGATTATCCATGCATTACAGG 

CTGGAAGACTTGGAAGCACAGTATTTGTAGCAAATCTGGATTATAAAGTTGGCTGGAAGAAACTGAAGGAAGTAT 

TTAGTATGGCTGGTGTGGTGGTCCGAGCAGACATTCTTGAAGATAAAGATGGAAAAAGTCGTGGAATAGGCACTG 

TTACTTTTGAACAGTCCATTGAAGCTGTGCAAGCTATATCTATGTTCAATGGCCAGCTGCTATTTGATAGACCAA 

TGCACGTCAAGATGGATGAGAGGGCCTTACCAAAAGGAGATTTCTTCCCTCCTGAGCGTCCACAACAACTTCCCC 

ATGGCCTTGGTGGTATTGGCATGGGGTTAGGACCAGGAGGGCAACCCATTGATGCCAATCACCTGAATAAAGGCA 

TCGGAATGGGAAACATAGGTCCCGCAGGAATGGGAATGGAAGGCATAGGATTTGGAATAAATAAAATGGGAGGAA 

TGGAGGGGCCCTTTGGTGGTGGTATGGAAAACATGGGTCGATTTGGATCTGGGATGAACATGGGCAGGATAAATG 

AAATCCTAAGTAATGCACTGAAGAGAGGAGAGATCATTGCAAAGCAGGGAGGAGGTGGAGGTGGAGGAAGCGTCC 

CTGGGATCGAGAGGATGGGTCCTGGCATTGACCGCCTCGGGGGTGCCGGCATGGAGCGCATGGGCGCGGGCCTGG 

GCCACGGCATGGATCGCGTGGGCTCCGAGATCGAGCGCATGGGCCTGGTCATGGACCGCATGGGCTCCGTGGAGC 

GCATGGGCTCCGGCATTGAGCGCATGGGCCCGCTGGGCCTCGACCACATGGCCTCCAGCATTGAGCGCATGGGCC 

AGACCATGGAGCGCATTGGCTCTGGCGTGGAGCGCATGGGTGCCGGCATGGGCTTCGGCCTTGAGCGCATGGCCG 

CTCCCATCGACCGTGTGGGCCAGACCATTGAGCGCATGGGCTCTGGCGTGGAGCGCATGGGCCCTGCCATCGAGC 

GCATGGGCCTGAGCATGGAGCGCATGGTGCCCGCAGGTATGGGAGCTGGCCTGGAGCGCATGGGCCCCGTGATGG 

ATCGCATGGCCACCGGCCTGGAGCGCATGGGCGCCAACAATCTGGAGCGGATGGGCCTGGAGCGCATGGGCGCCA 

ACAGCCTCGAGCGCATGGGCCTGGAGCGCATGGGTGCCAACAGCCTCGAGCGCATGGGCCCCGCCATGGGCCCGG 

CCCTGGGCGCTGGCATTGAGCGCATGGGCCTGGCCATGGGTGGCGGTGGCGGTGCCAGCTTTGACCGTGCCATCG 

AGATGGAGCGTGGCAACTTCGGAGGAAGCTTCGCAGGTTCCTTTGGTGGAGCTGGAGGCCATGCTCCTGGGGTGG 

CCAGGAAGGCCTGCCAGATATTTGTGAGAAATCTGCCATTCGATTTCACATGGAAGATGCTAAAGGACAAATTCA 

ACGAGTGCGGCCACGTGCTGTACGCCGACATCAAGATGGAGAATGGGAAGTCCAAGGGGTGTGGTGTGGTTAAGT 

TCGAGTCGCCAGAGGTGGCCGAGAGAGCCTGCCGGATGATGAATGGCATGAAGCTGAGTGGCCGAGAGATTGACG 

TTCGAATTGATAGAAACGCTTAAGCAGTTGCCTTTTTTAAACATCGATACGAGACCTCTGAATTTGTATTTTTTC 

TTGTTAACCATTTTAATTTGTTGGCTGGATGTATAAAGATGTTTAAAAAATTCAGTTGCTTTTTGGGGTAATTTG 

AATTACTTTTTTAATGACTGGGGTTCCATTTGACTGTTTGCATTGAGATTGCAATGTGCGCAATTTTTTTTGTAG 

TTGTGGCATCTTGTTGACATCGAATATGACTTTGATAATAAATACCGGTTCCTG2UUVAAAAAAAAAAAAAAAAAA 

AAA 
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FIGURE 26 

^4AAGVEAAAEVAATEIKMEEESGAPGVPSGNGAPGPKGEGERPAQNEKRKEKNIKRGGNRFEPYANPTKRYRAFI 
TNIPFDVKWQSLKDLVKEKVGEVTWELLMDAEGKSRGC^ 

EHARRAMQKVMATTGGMGMGPGGPGMITIPPSILNNPNIPNEIIHALQAGRLGSTWVANLDYKVGWKKLKEVFS 
MAGVVVRADILEDKDGKSRGIGTVTFEQSIEAVQAIS^NGQLLFDRPMHVKMDERALPKGDFFPPERPQQLPHG 
LGGIGMGLGPGGQPIDANHLNKGIGMGNIGPAGMGMEGIGFGINKMGGMEGPFGGGMENMGRFGSGMNMGRINEI 
LSNALKRGEIIAKQGGGGGGGSVPGIERMGPGIDRLGGAGMERMGAGLGHGMDRVGSEIERMGLVMDRMGSVERM 
GSGIERMGPLGLDHMASSIERMGQTMERIGSGVERMGAGMGFGLERMAAPIDRVGQTIERMGSGVERMGPAIERM 
GLSMERMVPAGMGAGLERMGPVMDRMATGLERMGANNLERMGLERMGANSLERMGLERMGANSLERMGPAMGPAL 
GAGIERMGLAMGGGGGASFDRAIEMERGNFGGSFAGSFGGAGGHAPGVARKACQIFWNLPFDFTWKMLKDKFNE 
CGHVLYADIKMENGKSKGCGWKFESPEVAERACRMMNGMKLSGREIDVRIDRNA 
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FIGURE 27 

CGGCGCCATTAAAGCGAGGAGGAGGCGAGAGCGGCCGCCGCTGGTGCTTATTCTTTTTTAGTGCAGCGGGAGAGA 

GCGGGAGTGTGCGCCGCGCGAGAGTGGGAGGCGAAGGGGGCAGGCCAGGGAGAGGCGCAGGAGCCTTTGCAGCCA 

CGCGCGCGCCTTCCCTGTCTTGTGTGCTTCGCGAGGTAGAGCGGGCGCGCGGCAGCGCGGGGATTACTTTGCTGC 

TAG'TTTCGGTTCGCGGCAGGCGGGTGTAGTCTCGGCGGCAGCGGCGGAGACACTAGCACTATGTCGGAGGAGCAG 

TTCGGCGGGGACGGGGCGGCGGCAGCGGCAACGGCGGCGGTAGGCGGCTCGGCGGGCGAGCAGGAGGGAGCCATG 

GTGGCGGCGACACAGGGGGCAGCGGCGGCGGCGGGAAGCGGAGCCGGGACCGGGGGCGGAACCGCGTCTGGAGGC 

ACCGAAGGGGGCAGCGCCGAGTCGGAGGGGGCGAAGATTGACGCCAGTAAGAACGAGGAGGATGAAGGCCATTCA 

AACTCCTCCCCACGACACTCTGAAGCAGCGACGGCACAGCGGGAAGAATGGAAAATGTTTATAGGAGGCCTTAGC 

TGGGACACTACAAAGAAAGATCTGAAGGACTACTTTTCCAAATTTGGTGAAGTTGTAGACTGCACTCTGAAGTTA 

GATCCTATCACAGGGCGATCAAGGGGTTTTGGCTTTGTGCTATTTAAAGAATCGGAGAGTGTAGATAAGGTCATG 

GATCAAAAAGAACATAAATTGAATGGGAAGGTGATTGATCCTAAAAGGGCCAAAGCCATGAAAACAAAAGAGCCG 

GTTAAAAAAATTTTTGTTGGTGGCCTTTCTCCAGATACACCTGAAGAGAAAATAAGGGAGTACTTTGGTGGTTTT 

GGTGAGGTGGAATCCATAGAGCTCCCCATGGACAACAAGACCAATAAGAGGCGTGGGTTCTGCTTTATTACCTTT 

AAGGAAGAAGAACCAGTGAAGAAGATAATGGAAAAGAAATACCACAATGTTGGTCTTAGTAAATGTGAAATAAAA 

GTAGCCATGTCGAAGGAACAATATCAGCAACAGCAACAGTGGGGATCTAGAGGAGGATTTGCAGGAAGAGCTCGT 

GGAAGAGGTGGTGGCCCCAGTCAAAACTGGAACCAGGGATATAGTAACTATTGGAATCAAGGCTATGGCAACTAT 

GGATATAACAGCCAAGGTTACGGTGGTTATGGAGGATATGACTACACTGGTTACAACAACTACTATGGATATGGT 

GATTATAGCAACCAGCAGAGTGGTTATGGGAAGGTATCCAGGCGAGGTGGTCATCAAAATAGCTACAAACCATAC 

TAAATTATTCCATTTGCAACTTATCCCCAACAGGTGGTGAAGCAGTATTTTCCAATTTGAAGATTCATTTGAAGG 

TGGCTCCTGCCACCTGCTAATAGCAGTTCAAACTAAATTTTTTGTATCAAGTCCCTGAATGGAAGTATGACGTTG 

GGTCCCTCTGAAGTTTAATTCTGAGTTCTCATTAAAAGAAATTTGCTTTCATTGTTTTATTTCTTAATTGCTATG 

CTTCAGAATCAATTTGTGTGTTATGCCCTTTCCCCCAGTATTGTAGAGCAAGTCTTGTGTTAAAAGCCCAGTGTG 

ACAGTGTCATGATGTAGTAGTGTCTTACTGGTTTTTXAATAAATCCTTTTGTATAAAAATGTATTGGCTCTTTTA 

TCATCAGAATAGGAAAAATTGTCATGGATTCAAGTTATTAAAAGCATAAGTTTGGAAGACAGGCTTGCCGAAATT 

GAGGACATGATTAAAATTGCAGTGAAGTTTGAAATGTTTTTAGCAAAATCTAATTTTTGCCATAATGTGTCCTCC 

CTGTCCAAATTGGGAATGACTTAATGTCAATTTGTTTGTTGGTTGTTTTAATAATACTTCCTTATGTAGCCATTA 

AGATTTATATGAATATTXTCCCAAATGCCCAGTTTTTGCTTAATATGTATTGTGCTTTTTAGAACAAATCTGGAT 

AAATGTGCAAAAGTACCCCTTTGCACAGATAGTTAATGTTXTATGCTTCCATTAAATAAAAAGGACTTAAAATCT 

GTTAATTATAATAGAAATGCGGCTAGTTCAGAGAGATTTTTAGAGCTGTGGTGGACTTCATAGATGAATTCAAGT 

G T T G AGG GAG GAT T AAAG AAAT 
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FIGURE 28 

MSEEQFGGDGAAAAATAAVGGSAGEQEGAMVAATQGAAAAAGSGAGTGGGTASGGTEGGSAESEGAKIDASKNEE 
DEGHSNSSPRHSEAATAQREEWKMFIGGLSWDTTKKDLKDYFSKFGEVVDCTLKLDPITGRSRGFGFVLFKESES 
VDKV^QKEHKLNGKVIDPKRAKAMKTKEPVKKIFVGGLSPDTPEEKIREYFGGFGEVESIELPMDNKTNKRRGF 
CFITFKEEEPVKKIMEKKYHNVGLSKCEIKVAMSKEQYQQQQQWGSRGGFAGRARGRGGGPSQNWNQGYSNY^Q 
GYGNYGYNSQGYGGYGGYDYTGYNNYYGYGDYSNQQSGYGKVSRRGGHQNSYKPY 



r 
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FIGURE 29 

GTACTATCCTCCTTACTTTTGGGTCGGGCCCTCCGGGAAGATG3CGGCCGTGCAGGCGGCCGAGGTGAAAGTGGA 

TGGCAGCGAGCCGAAACTGAGCAAGAATGAGCTGAAGAGACGCCTGAAAGCTGAGAAGAAAGTAGCAGAGAAGGA 

GGCCAAACAGAAAGAGCTCAGTGAGAAACAGCTAAGCCAAGCCACTGCTGCTGCCACCAACCACACCACTGATAA 

TGGTGTGGGTCCTGAGGAAGAGAGCGTGGACCCAAATCAATACTACAAAATCCGCAGTCAAGCAATTCATCAGCT 

GAAGGTCAATGGGGAAGACCCATACCCACACAAGTTCCATGTAGACATCTCACTCACTGACTTCATCCAAAAATA 

TAGTCACCTGCAGCCTGGGGATCACCTGACTGACATCACCTTAAAGGTGGCAGGTAGGATCCATGCCAAAAGAGC 

TTCTGGGGGAAAGCTCATCTT.CTATGATCTTCGAGGAGAGGGGGTGAAGTTGCAAGTCATGGCCAATTCCAGAAA 

TTATAAATCAGAAGAAGAATTTATTCATATTAATAACAAACTGCGTCGGGGAGACATAATTGGAGTTCAGGGGAA- 

TCCTGGTAAAACCAAGAAGGGTGAGCTGAGCATCATTCCGTATGAGATCACACTGCTGTCTCCCTGTTTGCATAT 

GTTACCTCATCXTCACTTTGGGCTCAAAGACAAGGAAACAAGGTATCGCCAGAGATACTTGGACTTGATCCTGAA 

TGACTTTGTGAGGCAGAAATTTATCATCCGCTCTAAGATCATCACATATATAAGAAGTTTCTTAGATGAGCTGGG 

ATTCCTAGAGATTGAAACTCCCATGATGAACATCATCCCAGGGGGAGCCGTGGCCAAGCCTTTCATCACTTATCA 

CAACGAGCTGGACATGAACTTATATATGAGAATTGCTCCAGAACTCTATCATAAGATGCTTGTGGTTGGTGGCAT 

CGACCGGGTTTATGAAATTGGACGCCAGTTCCGGAATGAGGGGATTGATTTGACGCACAATCCTGAGTTCACCAC 

CTGTGAGTTCTACATGGCCTATGCAGACTATCACGATCTCATGGAAATCACGGAGAAGATGGTTTCAGGGATGGT 

GAAGCATATTACAGGCAGTTACAAGGTCACCTACCACCCAGATGGCCCAGAGGGCCAAGCCTACGATGTTGACTT 

CACCCCACCCTTCCGGCGAATCAACATGGTAGAAGAGCTTGAGAAAGCCCTGGGGATGAAGCTGCCAGAAACGAA 

CCTCTTTGAAACTGAAGAAACTCGCAAAATTCTTGATGATATCTGTGTGGCAAAAGCTGTTGAATGCCCTCCACC 

TCGGACCACAGCCAGGCTCCTTGACAAGCTTGTTGGGGAGTTCCTGGAAGTGACTTGCATCAATCCTACATTCAT 

CTGTGATCACCCACAGATAATGAGCCCTTTGGCTAAATGGCACCGCTCTAAAGAGGGTCTGACTGAGCGCTTTGA 

GCTGTTTGTCATGAAGAAAGAGATATGCAATGCGTATACTGAGCTGAATGATCCCATGCGGCAGCGGCAGCTTTT 

TGAAGAACAGGCCAAGGCCAAGGCTGCAGGTGATGATGAGGCCATGTTCATAGATGAAAACTTCTGTACTGCCCT 

GGAATATGGGCTGCCCCCCACAGCTGGCTGGGGCATGGGCATTGATCGAGTCGCCATGTTTCTCACGGACTCCAA 

CAACATCAAGGAAGTACTTCTGTTTCCTGCCATGAAACCCGAAGACAAGAAGGAGAATGTAGCAACCACTGATAC 

ACTGGAAAGCACAACAGTTGGCACTTCTGTCTAGAAAATAATAATTGCAAGTTGTATAACTCAGGCGTCTTTGCA 

TTTCTGCGAAAGATCAAGGTCTGCAAGGGAATTCTTGTGTGCTGCTTTCCATTTGACACCGCAGTTCTGTTCAGC 

CATCAGAAGAGAGACAAGGAATTAAAAATTTCTTTTTAATCCTGTTA 
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FIGURE 30 

MAAVQAAEVKVDGSEPKLSKNELKRRLKAEKKVAEKEAKQKEL^ 

YYKIRSQAIHQLKVNGEDPYPHKFHVDISLTDFIQKYSHLQPGDHLTDITLKVAGRIHAKRASGGKLIFYDLRGE 
GVKLQVMANSRNYKSEEEFIHINNKLRRGDIIGVQGNPGKTKKGELSIIPYEITLLSPCLHMLPHLHFGLKDKET 
RYRQRYLDLILNDFVRQKFIIRSKIITYIRSFLDELGFLEIETPMMNIIPGGAVAKPFITYHNELDMNLYMRIAP 
ELYHKMLWGGIDRVYEIGRQFRNEGIDLTHNPEFTTCEFYMAYADYHDLMEITEKMVSGMVKHITGSYKVTYHP 
DGPEGQAYDVDFTPPFRRINMVEELEKALGMKLPETNLFETEETRKILDDICVAKAVECPPPRTTARLLDKLVGE 
FLEVTCINPTFICDHPQIMSPLAKWHRSKEGLTERFELFVMKKEICNAYTELNDPMRQRQLFEEQAKAKAAGDDE 
AMFIDENFCTALEYGLPPTAGWGMGIDRVAMFLTDSNNIKEVLLFPAMKPEDKKENVATTDTLESTTVGTSV 
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FIGURE 31 

GGGGAGAGAAGGCCCGGAGGGGCTCTGCGTTCTGTAGTGGCGCTGCTTGGGCCCGTGGCGGATTGTAAGCTGCTG 

GTTTTGCGGCTGGGAAGAGCGGCGAGAGGGTTCGGCATTTTTCGTCGGGATCCCCGCAAGGATQVGTGCTGCCAG 

AGAGTCTCACCCGCATGGGGTGAAGCGTTCAGCCTCCCCAGACGACGATCTGGGATCTAGCAATTGGGAGGCAGC 

AGACTTGGGTAATGAAGAGAGAAAACAAAAGTTCTTGAGACTTATGGGTGCAGGAAAGAAAGAACATACTGGTCG 

TCTTGTTATAGGAGATCACAAATCAACATCTCACTTCCGAACCGGGGAAGAAGACAAGAAAATTAATGAAGAACT 

GGAGTCTCAATATCAGCAAAGTATGGACAGTAAATTATCAGGAAGATATCGGCGACATTGTGGACTTGGCTTCAG 

TGAGGTAGAAGACCATGATGGAGAAGGTGATGTGGCTGGAGATGATGATGATGACGATGATGATTCACCTGATCC 

TGAAAGTCCAGATGATTCTGAAAGCGATTCAGAGTCAGAGAAAGAAGAATCTGCTGAAGAACTCCAAGCTGCTGA 

GCACCCTGATGAAGTGGAGGATCCCAAAAACAAAAAAGATGCAAAAAGCAATTATAAAATGATGTTTGTTAAATC 

CAGTGGTTCATAACTCCCAAACGCTTAGTCTTTGTATTAAAAGTAAGCCTTATTGTTACAATGCACAGTGGAGGA 

CTGCTTATAGAGCACAGACCTTTGTATTATAATTTTTAAAAAGGCCCTTTTAAATAATTACAAAGAGTGTTTGCT 

TTCAAATGCCATGGGTTACACTTTTATGGGCATGACTATAACCATTTTTGTAAAGAGTAAGAGTTGTATAAAATA 

AGAAATAAATACAGTACTCAACTTCCTTTCATATTAGCATCATCAACCCTCTAATTCACCTTATGGGGGAAATGC 

TTCTTTTTGTTTGTGATAGCTATTTTATCATTTCCTTCATATTTTTCTCTTATAAAAATGTATTTGATACTGTGA 

TATGTTCACGAAAAGTATTCTTTAATTATTCTTTGTTATAGTAGAGCTGTTCATTATGGATATTTCTGCTGCCAG 

TCACAATCTAAATTAATTTTGGCAAAAGATTGGGTACTTAGTTGCCTGTTACTGAGTTAGCTCTACTCTTTTGGA 

CCAAAGCAACATGAGAGCAAGTACTTTTCACACTTGTTAAGATGGAGTTATAACTGTCATACATTTGGAATATTA 

TGATCCCAAGTAGTCTTTTTATAATTTGGAXTGTATCGTATGTTAGATTTTTGATAAAATTTGGCCAATTTTTAC 

AGAAGAAATTCTCTGATCATTTAGTTCTATCTATTTAGAAATATGTAAAACTGGATTTTTTTTTAAGTAATATGT 

GACCAAAGTTAATTTXGTCCCAAAGGTCTAAATAAAGAGCAGTTTCCCACAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAA 
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FIGURE 32 

MSAARESHPHGVKRSASPDDDLGSSNWEAADLGNEERKQKFLRLMGAGKKEHTGRLVIGDHKSTSHFRTGEEDKK 
INEELESQYQQSMDSKLSGRYRRHCGLGFSEVEDHDGEGDVAGDDDDDDDDSPDPESPDDSESDSESEKEESAEE 
LQAAEHPDEVEDPKNKKDAKSNYKMMFVKSSGS 
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FIGURE 33 

GCGGTCAGCTATTGACACTTCCTGGTGGGATCCGAGTGAGGCGACGGGGTAGGGGTTGGCGCTCAGGCGGCGACC 
ATGGCGTATCACGGCCTCACTGTGCCTCTCATTGTGATGAGCGTGTTCTGGGGCTTCGTCGGCTTCTTGGTGCCT 
TGGTTCATCCCTAAGGGTCCTAACCGGGGAGTTATCATTACCATGTTGGTGACCTGTTCAGTTTGCTGCTATCTC 
TTTTGGCTGATTGCAATTCTGGCCCAACTCAACCCTCTCTTTGGACCGCAATTGAAAAATGAAACCATCTGGTAT 
CTGAAGTATCATTGGCCTTGAGGAAGAAGACATGCTCTACAGTGCTCAGTCTTTGAGGTCACGAGAAGAGAATGC 
CTTCTAGATGCAAAATCACCTCCAAACCAGACCACTTTTCTTGACTTGCCTGTTTTGGCCATTAGCTGCCTTAAA 
CGTTAACAGCACATTTGAATGCCTTATTCTACAATGCAGCGTGTTTTCCTTTGCCTTTTTTGCACTTTGGTGAAT 
TACGTGCCTCCATAACCTGAACTGTGCCGACTCCACAAAACGATTATGTACTCTTCTGAGATAGAAGATGCTGTT 
CTTCTGAGAGATACGTTACTCTCTCCTTGGAATCTGTGGATTTGAAGATGGCTCCTGCCTTCTCACGTGGGAATC 
AGTGAAGTGTTTAGAAACTGCTGCAAGACAAACAAGACTCCAGTGGGGTGGTCAGTAGGAGAGCACGTTCAGAGG 
GAAGAGCCATCTCAACAGAATCGCACCAAACTATACTTTCAGGATGAATTTCTTCTTTCTGCCATCTTTTGGAAT 
AAATATTTTCCTCCTTTCTATGGA 
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FIGURE 34 



MAYHGLTVPLIVMSVFWGFVGFLVPWFIPKGPNRGVIITMLVTCSVCCYLFWLIAILAQLNPLFGPQLKNETIWY 
LKYHWP 
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FIGURE 35 

AGGAGCCAGGAAGAGAGCTGTGACCAGCAGCGTCCCTTATTCGCTTGGCCTTGGTTCCTGTTTGCACTGGCTACA 

GCAGGGCACTGGCCCCTACTGTCACCGCCACCTACACAAAGACCCTATCTCTGAGCGCTGCAGCCTACTGTTCAG 

CCCCAGGTTTGAGGATGGATGCCCTGGACGCTTCGAAGCTACTGGATGAGGAGCTGTATTCAAGACAGCTGTATG 

TGCTGGGCTCACCTGCCATGCAGAGGATTCAGGGAGCCAGGGTCCTGGTGTCAGGCCTGCAGGGCCTGGGGGCCG 

AGGTGGCCAAGAACTTGGTTCTGATGGGTGTGGGCAGCCTCACTCTGCATGATCCCCACCCCACCTGCTGGTCCG 

ACCTGGCTGCCCAGTTTCTCCTCTCAGAGCAGGACTTGGAAAGGAGCAGAGCCGAGGCCTCTCAAGAGCTCTTGG 

CTCAGCTCAACAGAGCTGTCCAGGTCGTCGTGCACACGGGTGACATCACTGAGGACCTGCTGTTGGACTTCCAGG 

TGGTGGTGCTGACTGCTGCAAAGCTGGAGGAGCAGCTGAAGGTGGGCACCTTGTGTCATAAGCATGGAGTTTGCT 

TTCTGGCGGCTGACACCCGGGGCCTCGTGGGGCAGTTGTTCTGTGACTTTGGTGAGGACTTCACTGTGCAGGACC 

CCACAGAGGCAGAACCCCTGACAGCTGCCATCCAGCACATCTCCCAGGGCTCCCCTGGCATTCTCACTCTGAGGA 

AAGGGGCCAATACCCACTACTTCCGTGATGGAGACTTGGTGACTTTCTCGGGAATTGAGGGAATGGTTGAGCTCA 

ACGACTGTGATCCCCGGTCTATCCACGTGCGGGAGGATGGGTCCCTGGAGATTGGAGACACAACAACTTTCTCTC 

GGTACTTGCGTGGTGGGGCTATCACTGAAGTCAAGAGACCCAAGACTGTGAGACATAAGTCCCTGGACACAGCCC 

TGCTCCAGCCCCATGTGGTGGCCCAGAGCTCCCAGGAAGTTCACCATGCCCACTGCCTGCATCAGGCCTTCTGTG 

CACTGCACAAGTTCCAGCACCTCCATGGCCGGCCACCCCAGCCCTGGGATCCTGTTGATGCAGAGACTGTGGTGG 

GCCTGGCCCGGGACCTGGAACCACTGAAGCGGACAGAGGAAGAGCCACTGGAAGAGCCACTGGATGAGGCCCTAG 

TGCGGACAGTCGCCCTAAGCAGTGCAAGGTGTCTTGAGCCTATGGTGGCATGCTGGGTCAGTAGCTGCCCAGGAA 

GTGCTGAAGGCAATCTCCAGAAGTTCATGCCTCTGGACCAGTGGCTTTACTTTGATGCCCTCGATTGTCTTCCGG 

AAGATGGGGAGCTCCTTCCCAGTCCTGAGGACTGTGCCCTGAGAGGCAGCCGCTATGATGGGCAAATTGCAGTGT 

XTGGGGCTGGTTTTCAGGAGAAACTGAGACGCCAGCACTACCTCCTGGTGGGCGCTGGTGCCATTGGTTGTGAGC 

TGCTCAAAGTCTTTGCCCTAGTGGGACTGGGGGCCGGGAACAGCGGGGGCTTGACTGTTGTTGACATGGACCACA 

TAGAGCGCTCCAATCTCAGCCGTCAGTTCCTCTTCAGGTCCCAGGACGTTGGTAGACCCAAGGCAGAGGTGGCTG 

CAGCAGCTGCCCGGGGCCTGAACCCAGACTTACAGGTGATCCCGCTCACCTACCCACTGGATCCCACCACAGAGC 

ACATCTATGGGGATAACTTTTTCTCCCGTGXGGATGGTGTGGCTGCTGCCCTGGACAGTTTCCAGGCCCGGCGCT 

ATGTGGCTGCTCGTTGCACCCACTATCTGAAGCCACTGCTGGAGGCAGGCACATCGGGCACCTGGGGCAGTGCTA 

CAGTATTCATGCCACATGTGACTGAGGCCTACAGAGCCCCTGCCTCAGCTGCAGCTTCTGAGGATGCCCCCTACC 

CTGTCTGTACCGTGCGGTACTTCCCTAGCACAGCCGAGCACACCCTGCAGTGGGCCCGGCATGAGTTTGAAGAAC 

TCTTCCGACTGTCTGCAGAGACCATCAACCACCACCAACAGGCACACACCTCCCTGGCAGACATGGATGAGCCAC 

AGACACXCACCTTACTGAAGCCAGTGCTTGGGGTCCTGAGAGTGCGTCCACAGAACTGGCAAGACTGTGTGGCGT 

GGGCTCTTGGCCACTGGAAACTCTGCTTTCATTATGGCATCAAACAGCTGCTGAGGCACTTCCCACCTAATAAAG 

TGCTTGAGGATGGAACTCCCTTCTGGTCAGGTCCCAAACAGTGTCCCCAGCCCTTGGAGTTTGACACCAACCAAG 

ACACACACCTCCTCTACGTACTGGCAGCTGCCAACCTGTATGCCCAGATGCATGGGCTGCCTGGCTCACAGGACT 

GGACTGCACTCAGGGAGCTGCTGAAGCTGCTGCCACAGCCTGACCCCCAACAGATGGCCCCCATCTTTGCTAGTA 

ATCTAGAGCTGGCTTCGGCTTCTGCTGAGTTTGGCCCTGAGCAGCAGAAGGAACTGAACAAAGCCCTGGAAGTCT 

GGAGTGTGGGCCCTCCCCTGAAGCCTCTGATGTTTGAGAAGGATGATGACAGCAACTTCCATGTGGACTTTGTGG 

TAGCGGCAGCTAGCCTGAGATGTCAGAACTACGGGATTCCACCGGTCAACCGTGCCCAGAGCAAGCGAATTGXGG 

GCCAGATTATCCCAGCCATTGCCACCACXACAGCAGCXGXGGCAGGCCTGTXGGGCCTGGAGCIGTATAAGGTGG 

TGAGTGGGCCACGGCCTCGXAGXGCCTXTCGCCACAGCTACCXACAXCXGGCTGAAAACTACCXCAXCCGCTATA 

XGCCXTXTGCCCCAGCCATCCAGACGXTCCATCACCXGAAGTGGACCXCTXGGGACCGTCTGAAGGXACCAGCXG 

GGCAGCCXGAGAGGACCCTGGAGXCGCTGCTGGCTCATCTTCAGGAGCAGCACGGGXXGAGGGTGAGGATCCXGC 

XGCACGGCTCAGCCCXGCTCTATGCGGCCGGATGGTCACCTGAAAAGCAGGCCCAGCACCTGCCCCTCAGGGTGA 

CAGAACTGGTXCAGCAGCXGACAGGCCAGGCACCXGCTCCXGGGCAGCGGGXGTTGGXGCXAGAGCTGAGCTGXG 

AGGGXGACGACGAGGACACTGCCXTCCCACCXCTGCACXATGAGCXGTGACAAGGCAGCCACCCTGTCACCTAGC 

XCAAXGGAGCCCCGGAXCCCAAGCCCTGCATXGXAAGCCCACAGTAGGCACXCAAXAATXGCTTGTTAAAGGAAG 

G 
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FIGURE 36 

MDALDASKLLDEELYSRQLYVLGSPAMQRIQGARVLVSGLQGLGAEVAKNLVLMGVGSLTLHDPHPTCWSDLAAQ 
FLLSEQDLERSRAEASQELLAQLNRAVQVWHTGDITEDLLLDFQVWLTAAKLEEQLKVGTLCHKHGVCFLAAD 
TRGLVGQLFCDFGEDFTVQDPTEAEPLTAAIQHISQGSPGILTLRKGANTHYFRDGDLVTFSGIEGMVELNDCDP 
RSIHVREDGSLEIGDTTTFSRYLRGGAITEVKRPKTVRHKSLDTALLQPHWAQSSQEVHHAHCLHQAFCALHKF 
QHLHGRPPQPWDPVDAETWGLARDLEPLKRTEEEPLEEPLDEALVRTVALSSARCLEPMVACWVSSCPGSAEGN 
LQKFMPLDQWLYFDALDCLPEDGELLPSPEDCALRGSRYDGQIAVFGAGFQEKLRRQHYLLVGAGAIGCELLKVF 
ALVGLGAGNSGGLTWDMDHIERSNLSRQFLFRSQDVGRPKAEVAAAAARGLNPDLQVIPLTYPLDPTTEHIYGD 
NFFSRVDGVAAALDSFQARRYVAARCTHYLKPLLEAGTSGTWGSATVFMPHVTEAYRAPASAAASEDAPYPVCTV 
RYFPSTAEHTLQWARHEFEELFRLSAETINHHQQAHTSLADMDEPQTLTLLKPVLGVLRVRPQNWQDCVAWALGH 
WKLCFHYGIKQLLRHFPPNKVLEDGTPFWSGPKQCPQPLEFDTNQDTHLLYVLAAANLYAQMHGLPGSQDWTALR 
ELLKLLPQPDPQQMAPIFASNLELASASAEFGPEQQKELNKALEVWSVGPPLKPLMFEKDDDSNFHVDFWAAAS 
LRCQNYGIPPVNRAQSKRIVGQIIPAIATTTAAVAGLLGLELYKWSGPRPRSAFRHSYLHLAENYLIRYMPFAP 
AIQTFHHLKWTSWDRLKVPAGQPERTLESLLAHLQEQHGLRVRILLHGSALLYAAGWSPEKQAQHLPLRVTELVQ 

QLTGQAPAPGQRVLVLELSCEGDDEDTAFPPLHYEL 
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FIGURE 37 

GACAGCCACGAAGAXCCTACCAAAATGAAGCGCTTCCTCTTCCTCCTACTCACCATCAGCCTCCTGGTTATGGTA 
CAGATACAAACTGGACTCTCAGGACAAAACGACACCAGCCAAACCAGCAGCCCCTCAGCATCCAGCAGCATGAGC 
GGAGGCATTTTCCTTTTCTTCGTGGCCAATGCCATAATCCACCTCTTCTGCTTCAGTTGAGGTGACACGTCTCAG 
CCTTAGCCCTGTGCCCCCTGAAACAGCTGCCACCATCACTCGCAAGAGAATCCCCTCCATCTTTGGGAGGGGTTG 
ATGCCAGACATCACCAGGTTGTAGAAGTTGACAGGCAGTGCCATGGGGGCAACAGCCAAAATAGGGGGGTAATGA 
TGTAGGGGCCAAGCAGTGCCCAGCTGGGGGAGAATAAAGTXACCCTTGTACTGCA 
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FIGURE 38 



MKRFLFLLLTISLLVMVQIQTGLSGQNDTSQTSSPSASSSMSGGIFLFFVANAIIHLFCFS 
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FIGURE 39 

TATATTGGCAGTTATTGAGGGTAAAGCAATATATTGTAACAGAATGTATAAATATTTTTGATAAAACAGTCTATA 

TTTTATTAAAAAATGAATTATAACCCATTTTCAGTTTTGCCTGCATCATAAGAGTGAGCACTCCATTGCTTTCTT 

TCCTGGCCACACTGCTACAATCCAGCACTAACTATCCATGTCCAGGGTAAGGATCGAGATCGAGAAGCCCACACT 

GCCAGTGAAAAAGCTACGTCTTTACTGCATAAATTAGAGGAAGCAATTTCGGAACAACGGAACCTTCAAACTATA 

AATACTGAATTATCGAACACTTGCCAGGCACTTCAGCAGAAGACAAGGAAACTGAAGAAGCTTTTTAGATGAGGA 

ATTTCCTCACTATGATTCCCTGTCCTGCGCAGATGCAATTCAACAACCTCTTCAAGAAAAATTGAAGCAGTGTTG 

CCACAAACTATATGGTGGTCAAGAAGCAAGAATACATCAGACACCCCTGACCTTGAAACATACGTGCTGGTACAC 

ACCTCTGCTGG ATGC CTTATCTCTGGATAGTTTTACAGCAGTTCCAACCCTGGAATCAACACCTTTCTCAGGTGT 

AGCCAACCAAATCCACACTCTGTGTGAAAGGCCCACATATGGAGAAGTAAAGGATGGTGCTTTGGATGTAAAAAG 

ACAACACAAGTGCCCAGGCCCCACAAGTGGCCCCAGCCCAGGAACGAATCTCTCAGGCTGCATCAGGATGAATGA 

TGACCCAAGTATGGAAGAGAATGGTGTTGAACGCGTGTGTCCTGAGAGCCTGCTGCAGTCCAGGGGATATTCCTC 

ACTACCATTACCCAGACACACTTCATCGACAGACGGTACTATAACTTCAAGTGATCCTGGATTAGAAATTCTGAA 

TATGGCTTCTTGTGACCTTGACAGAAACTCGCTCTGTAAGAAAGAGGAGGATACAAGATCAGCTTCTCCCACGAT 

AGAGGCCCAAGGCACAAGTCCAGCTCATGATAATATTGCATTCCAAGACTCTACGAGTAAGGATAAAACCATATT 

AAATCTGGAAGCCAAAGAGGAACCAGAAACAATAGAAGAACATAAAAAAGAACATGCTTCAGGAGACTCTGTGGT 

TTCCCCTCTTCCTGTAACCACTGTGAAATCGGTTAACGTTAGACAAAGTGAGAACACTTCTGCTAATGAGAAGGA 

GGTGGAGGCAGAATTTCTCAGATTATCTTTGGGATTTAAGTGTGACTGGTTTACCTTGGAGAAGAGAGTGAAGCT 

TGAAGAGAGGTCCCGTGACTGGGCAGAAGAAAATTTGAAGAAAGAAATCACTAACTCTTTAAAACTATTAGAGTC 

TTTAACACCTCTGTGTGAAGATGACAACCAGGCACAGGAAATCATTAAGAAGCTGGAGAAGAGTATAAAGTTTCT 

TAGCCAGTGTGCAGCACGAGTGGCCAGTAGGGCTGAGATGTTGGGAGCCATCAATCAGGAAAGCCGGGTTAGTAA 

AGCAGTTGAAGTGATGATTCAGCACGTAGAAAACTTGAAGAGGATGTATGCCAAAGAGCACGCTGAATTAGAAGA 

ACTGAAACAGGTTCTTCTGCAGAATGAAAGGTCTTTCAATCCTCTTGAAGATGATGATGACTGCCAAATTAAAAA 

ACGTTCAGCTTCTCTAAACTCCAAGCCATCTTCTCTACGAAGAGTGACTATTGCCTCTTTACCCAGAAATATTGG 

AAATGCAGGAATGGTGGCTGGGATGGAAAATAATGATCGATTCAGTAGAAGGTCAAGCAGTTGGCGTATTTTGGG' 

GTCAAAGCAGAGTGAACACCGTCCCTCATTACCTCGATTTATTAGCACCTATTCCTGGGCAGATGCTGAAGAAGA 

AAAATGTGAACTAAAAACTAAAGATGACTCAGAGCCATCTGGAGAAGAAACAGTAGAAAGGACAAGGAAGCCAAG 

TCTTTCTGAAAAGAAAAATAATCCATCAAAGTGGGATGTCTCTTCAGTTTATGACACAATAGCTTCCTGGGCAAC 

AAATCTCAAGTCCTCCATCAGAAAGGCTAATAAGGCCCTCTGGCTCTCTATTGCATTCATTGTACTGTTTGCAGC 

TTTGATGAGCTTCCTCACAGGCCAATTATTCCAGAAGTCTGTGGATGCCGCTCCCACACAGCAAGAGGACTCATG 

GACGTCTCTAGAACATATCTTGTGGCCATTTACCAGACTCCGACACAATGGGCCACCACCAGTGTGACAGCAGGA 

CATCCTAATATATGGATCTTGATTTTTAAGTTTCAGTATCTGAACTTCGTAAATTAGTAACTTTTAGCTGGGAAA 

GTATAGCATGAAACCAGAGGTTCTCAGAATGACCGTAAGATAGCTTACATTTCCTCTTTTTGCCTTTATCTCCCC 

AAC T AAAATAC AATG GG 
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MESTPFSGVANQIHTLCERPTYGEVKDGALDVKRQHKCPGPTSGPSPGTNLSGCIRMNDDPSMEENGVERVCPES 
LLQSRGYSSLPLPRHTSSTDGTITSSDPGLEILNMASCDLDRNSLCKKEEDTRSASPTIEAQGTSPAHDNIAFQD 
STSKDKTILNLEAKEEPETIEEHKKEHASGDSWSPLPVTTVKSVNVRQSENTSANEKEVEAEFLRLSLGFKCDW 
FTLEKRVKLEERSRDWAEENLKKEITNSLKLLESLTPLCEDDNQAQEIIKKLEKSIKFLSQCAARVASRAEMLGA 
INQESRVSKAVEVMIQHVENLKRMYAKEHAELEELKQVLLQNERSFNPLEDDDDCQIKKRSASLNSKPSSLRRVT 
IASLPRNIGNAGMVAGMENNDRFSRRSSSWRILGSKQSEHRPSLPRFISTYSWADAEEEKCELKTKDDSEPSGEE 
TVERTRKPSLSEKKNNPSKWDVSSVYDTIASWATNLKSSIRKANKALWLSIAFIVLFAALMSFLTGQLFQKSVDA 
APTQQEDSWTSLEHILWPFTRLRHNGPPPV 
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FIGURE 41 

ACGCGTCCGCTTCGGAATGAGAGACTCAACCATAATAG7VAAGAATGGAGAACTATTAACCACCATTCTTCAGTGG 

GCTGTGATTTTCAGAGGGGAATACTAAGAAATGGTTTTCCATACTGGAACCCAAAGGTAAAGACACTCAAGGACA 

GACATTTTTGGCAGAGCATAGATGAAAATGGCAAGTTCCCTGGCTTTCCTTCTGCTCAACTTTCATGTCTCCCTC 

TTCTTGGTCCAGCTGCTCACTCCTTGCTCAGCTCAGTTTTCTGTGCTTGGACCCTCTGGGCCCATCCTGGCCATG 

GTGGGTGAAGACGCTGATCTGCCCTGTCACCTGTTCCCGACCATGAGTGCAGAGACCATGGAGCTGAGGTGGGTG 

AGTTCCAGCCTAAGGCAGGTGGTGAACGTGTATGCAGATGGAAAGGAAGTGGAAGACAGGCAGAGTGCACCATAT 

CGAGGGAGAACTTCGATTCTGCGGGAXGGCATCACTGCAGGGAAGGCTGCTCTCCGAATACACAACGTCACAGCC 

TCTGACAGTGGAAAGTACTTGTGTTATTTCCAAGATGGTGACTTCTACGAAAAAGCCCTGGTGGAGCTGAAGGTT 

GCAGCATTGGGTTCTGATCTTCACATTGAAGTGAAGGGTTATGAGGATGGAGGGATCCATCTGGAGTGCAGGTCC 

ACTGGCTGGTACCCCCAACCCCAAATAAAGTGGAGCGACACCAAGGGAGAGAACATCCCGGCTGTGGAAGCACCT 

GTGGTTGCAGATGGAGTGGGCCTGTATGCAGTAGCAGCATCTGTGATCATGAGAGGCAGCTCTGGTGGGGGTGTA 

TCCTGCATCATCAGAAATTCCCTCCTCGGCCTGGAAAAGACAGCCAGCATATCCATCGCAGACCCCTTCTTCAGG 

AGCGCCCAGCCCTGGATCGCGGCCCTGGCAGGGACCCTGCCTATCTCGTTGCTGCTTCTCGCAGGAGCCAGTTAC 

TTCTTGTGGAGACAACAGAAGGAAAAAATTGCTCTGTCCAGGGAGACAGAAAGAGAGCGAGAGATGAAAGAAATG 

GGATACGCTGCAACAGAGCAAGAAATAAGCCTAAGAGAGAAGCTCCAGGAGGAACTCAAGTGGAGGAAAATCCAG 

TACATGGCTCGTGGAGAGAAGTCTTTGGCCTATCATGAATGGAAAATGGCCCTCTTCAAACCTGCGGATGTGATT 

CTGGATCCAGACACGGCAAACGCCATCCTCCTTGTTTCTGAGGACCAGAGGAGTGTGCAGCGTGCTGAAGAGCCG 

CGGGATCTGCCAGACAACCCTGAGAGATTTGAATGGCGTTACTGTGTCCTTGGCTGTGAAAACTTCACATCAGGG 

AGACATTACTGGGAGGTGGAAGTGGGGGACAGAAAAGAGTGGCATATTGGGGTATGTAGTAAGAACGTGGAGAGG 

AAAAAAGGTTGGGTCAAAATGACACCGGAGAACGGATACTGGACTATGGGCCTGACTGATGGGAATAAGTATCGG 

GCTCTCACTGAGCCCAGAACCAACCTGAAACTTCCTGAGCCTCCTAGGAAAGTGGGGATCTTCCTGGACTATGAG 

ACTGGAGAGATCTCGTTCTATAATGCCACAGATGGATCTCATATCTACACCTTTCCGCACGCCTCTTTCTCTGAG 

CCTCTATATCCTGTTTTCAGAATTTTGACCTTGGAGCCCACTGCCCTGACCATTTGCCCAATACCAAAAGAAGTA 

GAGAGTTCCCCCGATCCTGACCTAGTGCCTGATCATTCCCTGGAGACACCACTGACCCCGGGCTTAGCTAATGAA 

AGTGGGGAGCCTCAGGCTGAAGTAACATCTCTGCTTCTCCCTGCCCACCCTGGAGCTGAGGTCTCCCCTTCTGCA 

ACAACCAATCAGAACCATAAGCTACAGGCACGCACTGAAGCACTTTACTGATATTCATTCCATTATTCCATATGA 

CAGTTGTTTTGAGTTTCGTACCACCTTATTGTCCCCTTATACAGATAAGGAAACTGGGGTGCAGAAAGGTGAATT 

AACTTTACAAAGTAGACATGACAAGTGAACAGCAGAGCTGGGATCTAAACAGCAATAACTAACATXAACAGAGAA 

TTTAAAATGTTCTTAGTGCTGTGTTATAAGCTTTGGTGGATGTCACTCCTTTAATCCTCACAACACCCTGTCGGG 

TAGTCATATTTTGCAAGTATGGAAGCTGAGGCAGGGCAACATGAAGTAACTTACATAATTCATACAGTAATTTGT 

GCAGTTGGGAGATGTTCAGCCTTAGTCCCTGGCTAATTGCCTGTTCTTTTCCAGCCTGATTTTTTTTCCCACAGG 

AAGAGCCCACATGTAGCCCTGAGGTTTCCTTCCCAGGACAGCTGCAGGGTAGAGATCATTTTAAGTGCTTGTGGA 

GTTGACATCCCTATTGACTCTTTCCCAGCTGATATCAGAGACTTAGACCCAGCACTCCTTGGATTAGCTCTGCAG 

AGTGTCTTGGTTGAGAGAATAACCTCATAGTACCAACATGACATGTGACTTGGAAAGAGACTAGAGGCCACACTT 

GATAAATCATGGGGCACAGATATGTTCCCACCCAACAAATGTGATAAGTGATTGTGCAGCCAGAGCCAGCCTTCC 

TTCAATCAAGGTTTCCAGGCAGAGCAAATACCCTAGAGATTCTCTGTGATATAGGAAATTTGGATCAAGGAAGCT 

AAAAGAATTACAGGGATGTTTTTAATCCCACTATGGACTCAGTCTCCTGGAAATAGGTCTGTCCACTCCTGGTCA 

TTGGTGGATGTTAAACCCATATTCCTTTCAACTGCTGCCTGCTAGGGAAAACTGCTCCTCATTATCATCACTATT 

ATTGCTCACCACTGTATCCCCTCTACTTGGCAAGTGGTTGTCAAGTTCTAGTTGTTCAATAAATGTGTTAATAAT 

GAAAAAAAAAAA 
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FIGURE 42 

MKI^SSLAFLLLNFHVSLFLVQLLTPCSAQFSVIjGPSGPILAMVGEDADLPCHLFPTMSAETMELRWVSSSLRQV 
VNVYADGKEVEDRQSAPYRGRTSILRDGITAGKAALRIHNVTASDSGKYLCYFQDGDFYEKALVELKV^LGSDL 
HIEVKGYEDGGIHLECRSTGWYPQPQIKWSDTKGENIPAVEAPWADGVGLYAVAASVIMRGSSGGGVSCIIRNS 
LLGLEKTAS I S I ADPFFRSAQPWI AALAGTLP I SLLLLAGAS YFLWRQQKEKI ALSRETEREREMKEMGYAATEQ 
EISLREKLQEELKWRKIQYMARGEKSIiAYHEWKMALFKPADVILDPDTANAILLVSEDQRSVQRAEEPRDLPDNP 
ERFEWRYCVLGCENFTSGRHYWEVEVGDRKEWHIGVCSKNVERKKGWVKMTPENGYWTMGLTDGNKYRALTEPRT 
NLKLPEPPRKVGIFLDYETGEISFYNATDGSHIYTFPHASFSEPLYPVFRILTLEPTALTICPIPKEVESSPDPD 
LVPDHSLETPLTPGLANESGEPQAEVTSLLLPAHPGAEVSPSATTNQNHKLQARTEALY 
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FIGURE 43A 

CCGGGCTGCGCGGCGAGGCTGAGCCGGGCCCGGGCGCCGGGGCCGGGGGCGGCTGGCGCGGGCAGGAAGCGCCTC 

GCGGACCCGGGCCCGCCCCCCGCCTCCCGCCGCCTCCGGGCTCCCGGCTCCCGGCCGCGCCTCGCCCCATGCACT 

CGCCGCGCCGCGCAGCCCGCGCACGCCCGGATGGCTCCTCGCGCCGCGGGCGGCGCACCCCTTAGCGCCCGGGCC 

GCCGCCGCCAGCCCCCCGCCGTTCCAGACGCCGCCGCGGTGCCCGGTGCCGCTGCTGTTGCTGCTGCTCCTGGGG 

GCGGCGCGGGCCGGCGCCCTGGAGATCCAGCGTCGGTTCCCCTCGCCCACGCCCACCAACAACTTCGCCCTGGAC 

GGCGCGGCGGGGACCGTGTACCTGGCGGCCGTCAACCGCCTCTATCAGCTGTCGGGCGCCAACCTGAGCCTGGAG 

GCCGAGGCGGCCGTGGGCCCGGTGCCCGACAGCCCGCTGTGTCACGCTCCGCAGCTGCCGCAGGCCTCGTGCGAG 

CACCCGCGGCGCCTCACGGACAACTACAACAAGATCCTGCAGCTGGACCCCGGCCAGGGCCTGGTAGTCGTGTGC 

GGGTCCATCTACCAGGGCTTCTGCCAGCTGCGGCGCCGGGGTAACATCTCGGCCGTGGCCGTGCGCTTCCCGCCC 

GCCGCGCCGCCCGCCGAGCCCGTCACGGTGTTCCCCAGCATGCTGAACGTGGCGGCCAACCACCCGAACGCGTCC 

ACCGTGGGGCTAGTTCTGCCTCCCGCCGCGGGCGCGGGGGGCAGCCGCCTGCTCGTGGGCGCCACGTACACCGGT 

TACGGCAGGTCCTTCTTCCCGCGCAACCGCAGCCTGGAGGACCACCGCTTCGAGAACACGCCCGAGATCGCCATC 

CGCTCCCTGGACACGCGCGGCGACCTGGCCAAGCTCTTCACCTTCGACCTCAACCCCTCCGACGACAACATCCTC 

AAGATCAAGCAGGGCGCCAAGGAGCAGCACAAGCTGGGCTTCGTGAGCGCCTTCCTGCACCCGTCCGACCCGCCG 

CCGGGTGCACAGTCCTACGCGTACCTGGCGCTCAACAGCGAGGCGCGCGCGGGCGACAAGGAGAGCCAGGCGCGG 

AGCCTGCTGGCGCGCATCTGCCTGCCCCACGGCGCCGGCGGCGACGCCAAGAAGCTCACCGAGTCCTACATCCAG 

TTGGGCTTGCAGTGCGCGGGCGGCGCGGGCCGCGGCGACCTCTACAGCCGCCTGGTGTCGGTCTTCCCAGCCCGG 

GAGCGGCTCTTTGCTGTCTTCGAGCGGCCCCAGGGGTCCCCCGCGGCCCGCGCTGCTCCGGCCGCACTCTGCGCC 

TTCCGCTTCGCCGACGTGCGAGCCGCCATCCGAGCTGCGCGCACCGCCTGCTTCGTGGAACCGGCGCCCGACGTG 

GTGGCGGTGCTCGACAGCGTGGTGCAGGGCACGGGACCGGCCTGCGAGCGCAAGCTCAACATCCAGCTCCAGCCA 

GAGCAGCTGGACTGTGGAGCTGCTCACCTGCAGCACCCGCTGTCCATCCTGCAGCCCCTGAAGGCCACGCCCGTG 

TTCCGCGCCCCGGGCCTCACCTCCGTGGCCGTGGCCAGCGTCAACAACTACACAGCGGTCTTCCTGGGCACGGTC 

AACGGGAGGCTTCXCAAGATCAACCTGAACGAGAGCATGCAGGTGGTGAGCAGGCGGGTGGTGACTGTGGCCTAT 

GGGGAGCCCGTGCACCATGTCATGCAGTTTGACCCAGCAGACTCCGTTTACCTTTACCTGATGACGTCCCACCAG 

ATGGCCAGGGTGAAGGTCGCCGCCTGCAACGTGCACTCCACCTGTGGGGACTGCGTGGGTGCGGCGGACGCCTAC 

TGCGGCTGGTGTGCCCTGGAGACGCGGTGCACCTTGCAGCAGGACTGCACCAATTCCAGCCAGCAGCAXTTCTGG 

ACCAGTGCCAGCGAGGGCCCCAGCCGCTGTCCTGCCATGACCGTCCTGCCTTCCGAGATCGATGTGCGCCAGGAG 

TACCCAGGCATGATCCTGCAGATCTCGGGCAGCCTGCCCAGCCTCAGTGGCATGGAGATGGCCTGTGACTATGGG 

AACAACATCCGCACTGTGGCTCGGGTCCCAGGCCCTGCCTTTGGTCACCAGATTGCCTACTGCAACCTCCTGCCG 

AGGGACCAGTTTCCGCCCTTCCCCCCCAACCAGGACCACGTGACTGTTGAGATGTCTGTGAGGGTCAATGGGCGG 

AACATCGTCAAGGCCAATTTCACCATCTACGACTGCAGCCGCACTGCACAAGTGTACCCCCACACAGCCTGTACC 

AGCTGCCTGTCGGCACAGTGGCCCTGTTTCTGGTGCAGCCAGCAGCACTCCTGTGTTTCCAACCAGTCXCGGTGC 

GAGGCCTCACCAAACCCCACGAGCCCTCAGGACTGCCCCCGGACCCTGCTCTCACCCCTGGCACCCGTGCCTACG 

GGTGGCTCCCAGAACATCCTGGTGCCTCTGGCCAACACTGCCTTTTTCCAGGGTGCAGCCCTGGAGTGTAGTTTT 

GGGCTGGAGGAGATCTTCGAGGCTGTGTGGGTGAATGAGTCTGTTGTACGCTGTGACCAGGTGGTGCTGCACACG 

ACCCGGAAGAGCCAGGTGTTCCCGCTCAGCCTCCAACTAAAGGGGCGGCCAGCCCGATTCCTGGACAGCCCTGAG 

CCCATGACAGTCATGGTCTATAACTGTGCCATGGGCAGCCCCGACTGTTCCCAGTGCCTGGGCCGCGAAGACCTG 

GGTCACCTGXGCATGTGGAGTGATGGCTGCCGCCTGCGGGGGCCTCTGCAGCCCATGGCTGGCACCTGCCCCGCC 

CCCGAGATCCGCGCGAXXGAGCCCCTGAGTGGCCCGXXGGACGGXGGGACCCXGCXGACCAXCCGAGGAAGGAAC 

CXGGGCCGGCGGCXCAGXGACGXGGCCCACGGCGXGTGGAXTGGTGGTGTGGCCTGXGAGCCACTGCCTGACAGA 

XACACGGTGXCGGAGGAGAXCGTGTGXGXCACAGGGCCAGCCCCAGGACCACTCXCAGGXGXGGTGACCGXGAAC 

GCCXCXAAGGAGGGCAAGTCCCGGGACCGCXXCTCCXACGTGCXGCCCCXGGXCCACTCCCXGGAGCCXACCAXG 

GGCCCCAAGGCCGGGGGCACCAGGAXCACCATCCAXGGGAAXGACCXCCAXGTAGGCXCCGAGCTCCAGGXCCXG 

GXGAACGACACAGACCCCTGCACGGAGCTGAXGCGCACAGATACCAGCATCGCCXGCACCAXGCCXGAGGGGGCC 

CXGCCGGCTCCGGXGCCTGTGXGTGTGCGCXXCGAGCGXCGGGGCXGCGXGCACGGCAACCTCACCXXCTGGXAC 

AXGCAGAACCCGGXCAXCACGGCCATCAGXCCCCGCCGCAGCCCTGTCAGXGGCGGCAGGACCAXCACAGXGGCT 

GGXGAGCGXXTCCACATGGXGCAGAATGXGXCCAXGGCCGTCCACCACAXXGGCCGGGAGCCCACGCTCXGCAAG 

GTTCXCAACXCCACCCXCAXCACCTGCCCGXCCCCCGGGGCCCXGAGCAACGCATCAGCGCCAGTGGACXTCXXC 
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FIGURE 43B 

ATCAATGGGCGGGCCTACGCAGACGAGGTGGCTGTGGCTGAGGAGCTACTGGACCCCGAGGAGGCACAGCGGGGC 
AGCAGGTTCCGCCTGGACTACCTCCCCAACCCACAGTTCTCTACGGCCAAGAGGGAGAAGTGGATCAAGCACCAC 
CCCGGGGAGCCTCTCACCCTCGTTATCCACAAGGAGCAGGACAGCCTGGGGCTCCAGAGTCACGAGTACCGGGTC 
AAGATAGGCCAAGTAAGCTGCGACATCCAGATTGTCTCTGACAGAATCATCCACTGCTCGGTCAACGAGTCCCTG 
GGCGCGGCCGTGGGGCAGCTGCCCATCACAATCCAGGXAGGGAACTTCAACCAGACCATCGCCACACTGCAGCTG 
GGGGGTAGCGAGACGGCCATCATCGTGTCCATCGTCATCTGCAGCGTCCTGCTGCTGCTCTCCGTGGTGGCCCTG 
TTCGTCTTCTGTACCAAGAGCCGACGTGCTGAGCGTTACTGGCAGAAGACGCTGCTGCAGATGGAGGAGATGGAA 
TCTCAGATCCGAGAGGAAATCCGCAAAGGCTTCGCTGAGCTGCAGACAGACATGACAGATCTCACCAAGGAGCTG 
AACCGCAGCCAGGGCATCCCCTTCCTGGAGTATAAGCACTTCGTGACCCGCACCTTCTTCCCCAAGTGTTCCTCC 
CTTTATGAAGAGCGTTACGTGCTGCCCTCCCAGACCCTCAACTCCCAGGGCAGCTCCCAGGCACAGGAAACCCAC 
CCACTGCTGGGAGAGTGGAAGATTCCTGAGAGCTGCCGGCCCAACATGGAAGAGGGAATTAGCTTGTTCTCCTCA 
CTACTCAACAACAAGCACTTCCTCATCGTCTTTGTCCACGCGCTGGAGCAGCAGAAGGACTXTGCGGTGCGCGAC 
AGGTGCAGCCTGGCCTCGCTGCTGACCATCGCGCTGCACGGCAAGCTGGAGTACTACACCAGCATCATGAAGGAG 
CTGCTGGTGGACCTCATTGACGCCTCGGCCGCCAAGAACCCCAAGCTCATGCTGCGGCGCACAGAGTCTGTGGTG 
GAGAAGATGCTCACCAACTGGATGTCCATCTGCATGTACAGCTGTCTGCGGGAGACGGTGGGGGAGCCATTCTTC 
CTGCTGCTGTGTGCCATCAAGCAGCAAATCAACAAGGGCTCCATCGACGCCATCACAGGCAAGGCCCGCTACACA 
CTCAATGAGGAGTGGCTGCTGCGGGAGAACATCGAGGCCAAGCCCCGGAACCTGAACGTGTCCTTCCAGGGCTGT 
GGCATGGACTCGCTGAGCGTGCGGGCCATGGACACCGACACGCTGACACAGGTCAAGGAGAAGATCCTGGAGGCC 
TTCTGCAAGAATGTGCCCTACTCCCAGTGGCCGCGTGCAGAGGACGTCGACCTTGAGTGGTTCGCCTCCAGCACA 
CAGAGCTACATCCTTCGGGACCTGGACGACACCTCAGTGGTGGAAGACGGCCGCAAGAAGCTTAACACGCTGGCC 
CATTACAAGATCCCTGAAGGTGCCTCCCTGGCCATGAGTCTCATAGACAAGAAGGACAACACACTGGGCCGAGTG 
AAAGACTTGGACACAGAGAAGTATTTCCATTTGGTGCTGCCTACGGACGAGCTGGCGGAGCCCAAGAAGTCTCAC 
CGGCAGAGCCATCGCAAGAAGGTGCTCCCGGAAATCTACCTGACCCGCCTGCTCTCCACCAAGGGCACGTTGCAG 
AAGTTTCTGGATGACCTGTTCAAGGCCATTCTGAGTATCCGTGAAGACAAGCCCCCACTGGCTGTCAAGTACTTT 
TTCGACTTCCTGGAGGAGCAGGCXGAGAAGAGGGGAATCTCCGACCCCGACACCCTACACATCTGGAAGACCAAC 
AGCCTTCCTCTCCGGTTCTGGGTGAACATCCTGAAGAACCCCCAGTTTGTCTTTGACATCGACAAGACAGACCAC 
ATCGACGCCTGCCTTTCAGTCATCGCGCAGGCCTTCATCGACGCCTGCTCCATCTCTGACCTGCAGCTGGGCAAG 
GATTCGCCAACCAACAAGCTCCTCTACGCCAAGGAGATTCCTGAGTACCGGAAGATCGTGCAGCGCTACTACAAG 
CAGATC.CAGGACATGACGCCGCTCAGCGAGCAAGAGATGAATGCCCATCTGGCCGAGGAGTCGAGGAAATACCAG 
AATGAGTTCAACAGCAATGTGGCCATGGCAGAGATTTATAAGTACGCCAAGAGGTATCGGCCGCAGATCAXGGCC 
GCGCTGGAGGCCAACCCCACGGCCCGGAGGACACAACTGCAGCACAAGTTTGAGCAGGTGGTGGCTTTGATGGAG 
.GACAACATCTACGAGTGCTACAGTGAGGCCTGMACACAXGGAGAGTTGGTCAGGCTGCTGCTGGGAGAAATGGA 
CGCCCACXGGGCCXCAACXXGAXCTXCTACCCCGXGCCTGTGACTCAGACXGGGAAATACTGAGCAGAGACGGCT 
GGGGCGGGGGCAGGAGGAGGGGCTGCXCTCTGAGACAGGGGCGCCCCCGCCTTGACCCCTGGGCACCXCCAXCCC 
CTCCCACCTGTCCCCAGATCAGTCTCXGGGATGGAGGCCAGAGAGCTGGTCAGGCTCCCCCATCTGCCCAGCACG 
GCCXGCACTGTGCCCACCCACTTGCTCCACAACGTCCAGTXGGXCCTGCTGCCAAGAGCCCCGTGCAXCCAGGCG 
GCCAAGCACAAACXGGGGGAGAGGAGGCCGCCAGCCCGGAGGCXGCAGCCCAGAAACXCTACCTCATCCACACXG 
GXGCAGGGAGCCCXCCTXGAACTGACCTTTGATTGGTXXCTGCTXCAACTACCAAAATGTTATCTCCACTXCCCC 
CXCACCCGTAGAGGATCCTGGCCACAGACAGTTTCAAGTAGXGXCAGAXXTXXGTTGCXXGGGCGGCTGXTGGTA 
GAGTGGGCAGTGCCCGCGCCAIGGGGXGCXCXGTGGGCTTCXCCAGGAGCAGGGAGGGTGGAGGGGAGGGATGGG 
GGGCACAGGAGCTGGGAGCCCCGTCXCCAGGAAAAGGAGAGGGGXTAAGATGCACCGAGGCTGTAGCTGGGCTAC 
XXGATCTTGCXGAAAGTGXTTCTAAAGATAGCACCACTTXTTTTTXXAAAGCTXTTATAXATXAAAAAACGXATC 
ATGC 



REPLACEMENT SHEET 



47/2682 

FIGURE 44 

PGCAARLSRARAPGPGAAGAGRKRLADPGPPPASR 

AAASPPPFQTPPRCPVPLLLLLLLGAARAGALEIQRRFPSPTPTNNFALDGAAGTVYLAAVNRLYQLSGANLSLE 

AE AAVGP VP DS P LCHAPQLPQAS CEHP RRLTDNYNK I LQLDPGQGLVWCGS I YQGFCQLRRRGN I S AVAVRFPP 

AAPPAEPVTVFPSMLNVAANHPNASTVGLVLPPAAGAGGSRLLVGATYTGYGSSFFPRNRSLEDHRFENTPEIAI 

RSLDTRGDLAKLFTFDLNPSDDNILKIKQGAKEQHKLGFVSAFLHPSDPPPGAQSYAYLALNSEARAGDKESQAR 

SLLARICLPHGAGGDAKKLTESYIQLGLQCAGGAGRGDLYSRLVSVFPARERLFAVFERPQGSPAARAAPAALCA 

FRFADVRAAIRAARTACFVEPAPDWAVLDSWQGTGPACERKLNIQLQPEQLDCGAAHLQHPLSILQPLKATPV 

FRAPGLTSVAVASVNNYTAVFLGTVNGRLLKINLNESMQVVSRRVVTVAYGEPVHHVMQFDPADSVYLYLMTSHQ 

MARVKVAACNVHSTCGDCVGAADAYCGWCALETRCTLQQDCTNSSQQHFWTSASEGPSRCPAMTVLPSEIDVRQE 

YPGMILQISGSLPSLSGMEMACDYGNNIRTVARVPGPAFGHQIAYCNLLPRDQFPPFPPNQDHVTVEMSVRVNGR 

NIVKANFTIYDCSRTAQVYPHTACTSCLSAQWPCFWCSQQHSCVSNQSRCEASPNPTSPQDCPRTLLSPLAPVPT 

GGSQNILVPLANTAFFQGAALECSFGLEEIFEAVWVNESVVRCDQVVLHTTRKSQVFPLSLQLKGRPARFLDSPE 

PMTVMVYNCAMGSPDCSQCLGREDLGHLCMWSDGCRLRGPLQPMAGTCPAPEIRAIEPLSGPLDGGTLLTIRGRN 

LGRRLSDVAHGVWIGGVACEPLPDRYTVSEEIVCVTGPAPGPLSGWTVNASKEGKSRDRFSYVLPLVHSLEPTM 

GPKAGGTRITIHGNDLHVGSELQVLVNDTDPCTELMRTDTSIACTMPEGALPAPVPVCVRFERRGCVHGNLTFWY 

MQNPVITAISPRRSPVSGGRTITVAGERFHMVQNVSMAVHHIGREPTLCKVLNSTLITCPSPGALSNASAPVDFF 

INGRAYADEVAVAEELLDPEEAQRGSRFRLDYLPNPQFSTAKREKWIKHHPGEPLTLVIHKEQDSLGLQSHEYRV 

KIGQVSCDIQIVSDRIIHCSVNESLGAAVGQLPITIQVGNFNQTIATLQLGGSETAIIVSIVICSVLLLLSWAL 

FVFCTKSRRAERYWQKTLLQMEEMESQIREEIRKGFAELQTDMTDLTKELNRSQGIPFLEYKHFVTRTFFPKCSS 

LYEERYVLPSQTLNSQGSSQAQETHPLLGEWKIPESCRPNMEEGISLFSSLLNNKHFLIVFVHALEQQKDFAVRD 

RCSLASLLTIALHGKLEYYTSIMKELLVDLIDASAAKNPKLMLRRTESVVEKMLTNWMSICMYSCLRETVGEPFF 

LLLCAIKQQINKGSIDAITGKARYXLNEEWLLRENIEAKPRNLNVSFQGCGMDSLSVRAMDTDTLTQVKEKILEA 

FCKNVPYSQWPRAEDVDLEWFASSTQSYILRDLDDTSWEDGRKKLNTLAHYKIPEGASLAMSLIDKKDNTLGRV 

KDLDTEKYFHLVLPTDELAEPKKSHRQSHRKKVLPEIYLTRLLSTKGTLQKFLDDLFKAILSIREDKPPLAVKYF 

FDFLEEQAEKRGISDPDTLHIWKTNSLPLRFWVNILKNPQFVFDIDKTDHIDACLSVIAQAFIDACSISDLQLGK 

DSPTNKLLYAKEIPEYRKIVQRYYKQIQDMTPLSEQEMNAHLAEESRKYQNEFNTNVAMAEIYKYAKRYRPQIMA 

ALEANPTARRTQLQHKFEQWALMEDNIYECYSEA 
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FIGURE 45 
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CCCCTGCCCGCCCGACAGCGCCGCCGCCTGCCCCGCCATGGGTCGACAGAAGGAGCTGGTGTCCCGCTGCGGGGA 
GATGCTCCACATCCGCTACCGGCTGCTCCGACAGGCGCTGGCCGAGTGCCTGGGGACCCTCATCCTGGTGATGT-T 
TGGCTGTGGCTCCGTGGCCCAGGTTGTGCTCAGCCGGGGCACCCACGGTGGTTTCCTCACCATCAACCTGGCCTT 
TGGCTTTGCTGTCACTCTGGGCATCCTCATCGCTGGCCAGGTCTCTGGGGCCCACCTGAACCCTGCCGTGACCTT 
TGCCATGTGCTTCCTGGCTCGTGAGCCCTGGATCAAGCTGCCCATCTACACCCTGGCACAGACGCTGGGAGCCTT 
CTTGGGTGCTGGAATAGTTTTTGGGCTGTATTATGATGCAATCTGGCACTTCGCCGACAACCAGCTTTTTGTTTC 
GGGCCCCAATGGCACAGCCGGCATCTTTGCTACCTACCCCTCTGGACACTTGGATATGATCAATGGCTTCTTTGA 
CCAGTTCATAGGCACAGCCTCCCTTATCGTGTGTGTGCTGGCCATTGTTGACCCCTACAACAACCCCGTCCCCCG 
AGGCCTGGAGGCCTTCACCGTGGGCCTGGTGGTCCTGGTCATTGGCACCTCCATGGGCTTCAACTCCGGCTATGC 
CGTCAACCCTGCCCGGGACTTTGGCCCCCGCCTTTTTACAGCCCTTGCGGGCTGGGGCTCTGCAGTCTTCACGAC 
CGGCCAGCATTGGTGGTGGGTGCCCATCGTGTCCCCACTCCTGGGCTCCATTGCGGGTGTCTTCGTGTACCAGCT 
GATGATCGGCTGCCACCTGGAGCAGCCCCCACCCTCCAACGAGGAAGAGAATGTGAAGCTGGCCCATGTGAAGCA 
CAAGGAGCAGATCTGAGTGGGCAGGGGCCATCTCCCCACTCCGCTGCCCTGGCCTTGAGCATCCACTGACTGTCC 
AAGGGCCACTCCCAAGAAGCCCCCTTCACGATCCACCCTTTCAGGCTAAGGAGCTCCCTATCTACCCTCACCCCA 
CGAGACAGCCCCTTCAGGATTTCCACTGGACCTTGCCCAAATAGCACCTTAGGCCACTGCCCCTAAGCTGGGGTG 
GAACCGGAATTTGGGTCAATACATCCTTTTGTCTCCCAAGGGAAGAGAATGGGCAGCAGGTATGTGTGTGTGTGC 
ATGTGTGTGCATGTGTGTGCATGTGTGTGCAGGGGTGTGTGTGTGTGGGGGGGGTTCCCAGATATTCAGGGCAAG 
GGACCAGTCGGAAGGGATTCTGGCTATTGGGGGAGCCCAGAGACAGGGGAAGGCAGCCTGTCCATCTGTGCATAA 
GGAGAGGAAAGTTCCAGGGTGTGTATGTTTCAGGGGCTTCACATGGAGGAGCTGCAGATAGATATGTGTTTCTGT 
GTATGTGTATGTCTGCCTTTTTTTCTAAGTGGGGGCTTCTACAGGCTTTTGGGAAGTAGGGTGGATGTGGGTAGG 
GCTGGGAGGAGGGGGCCACAGCTTAGGTTTGGAGCTCTGGATGTACATACATAAGTAGGAGCAGTGGGACGTGTT 
TCTGTCATAATGCAGGCATGAAGGGTGGAGTGAAGTCAGGTCATAAGTTTCATGTTTGCTTTTGTTTTGTTTTGT 
TTTTAATGTATGTAGCAGATGTTACAGTCTTAGGGATCCGGGATGGGAGACCCCACTTTAGAAAGGGTCGTCACT 
CCTTTAATCCTCTACTCAACAATGTACTCTTTTACTTTTATATTAAAAAAAATAAAATAAATATGTGCCTAAAAA 
AAAAAAAAAA 
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FIGURE 46 

MGRQKELVSRCGEMLHIRYRLLRQALAECLGTLILVMFGCGSVAQVVLSRGTHGGFLTINLAFGFAVTLGILIAG 
QVSGAHLNPAVTFAMCFLAREPWIKLPIYTLAQTLGAFLGAGIVFGLYYDAIWHFADNQLFVSGPNGTAGIFATY 
PSGHLDMINGFFDQFIGTASLIVCVLAIVDPYNNPVPRGLEAFTVGLWLVIGTSMGFNSGYAVNPARDFGPRLF 
TAIAGWGSAWTTGQHWWWVPIVSPLLGSIAGVFVYQLMIGCHLEQPPPSNEEENWLAHVKHKEQI 
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FIGURE 47 

ACCAACCTCTTCGAGGCACAAGGCACAACAGGCTGCTCTGGGATTCTCTTCAGCCAATCTTCATTGCTCAAGTGT 

CTGAAGCAGCCATGGCAGAAGTACCTGAGCTCGCCAGTGAAATGATGGCTTATTACAGTGGCAATGAGGATGACT 

TGTTCTTTGAAGCTGATGGCCCTAAACAGATGAAGTGCTCCTTCCAGGACCTGGACCTCTGCCCTCTGGATGGCG 

GCATCCAGCTACGAATCTCCGACCACCACTACAGCAAGGGCTTCAGGCAGGCCGCGTCAGTTGTTGTGGCCATGG 

ACAAGCTGAGGAAGATGCTGGTTCCCTGCCCACAGACCTTCCAGGAGAATGACCTGAGCACCTTCTTTCCCTTCA 

TCTTTGAAGAAGAACCTATCTTCTTCGACACATGGGATAACGAGGCTTATGTGCACGATGCACCTGTACGATCAC 

TGAACTGCACGCTCCGGGACTCACAGCAAAAAAGCTTGGTGATGXCTGGTCCATATGAACTGAAAGCTCTCCACC 

TCCAGGGACAGGATATGGAGCAACAAGTGGTGXTCTCCATGTCCTTTGTACAAGGAGAAGAAAGTAATGACAAAA 

TACCTGTGGCCTTGGGCCTCAAGGAAAAGAATCTGTACCTGTCCTGCGTGTTGAAAGATGATAAGCCCACTCTAC 

AGCTGGAGAGTGTAGATCCCAAAAATTACCCAAAGAAGAAGATGGAAAAGCGATTTGTCTTCAACAAGATAGAAA 

TCAATAACAAGCTGGAATTTGAGTCTGCCCAGTTCCCCAACTGGTACATCAGCACCTCTCAAGCAGAAAACATGC 

CCGTCTTCCTGGGAGGGACCAAAGGCGGCCAGGATATAACTGACTTCACCATGCAATTTGTGTCTTCCTAAAGAG 

AGCTGTACCCAGAGAGTCCTGTGCTGAATGTGGACTCAATCCCTAGGGCTGGCAGAAAGGGAACAGAAAGGTTTT 

TGAGTACGGCTATAGCCTGGACTTTCCTGTTGTCTACACCAATGCCCAACTGCCTGCCTTAGGGTAGTGCTAAGA 

GGATCTCCTGTCCATCAGCCAGGACAGTCAGCTCTCTCCTTTCAGGGCCAATCCCCAGCCCTTTTGTTGAGCCAG 

GCCTCTCTCACCTCTCCTACTCACTTAAAGCCCGCCTGACAGAAACCACGGCCACATTTGGTTCTAAGAAACCCT 

CTGTCATTCGCTCCCACATTCTGATGAGCAACCGCTTCCCTATTTATTTATTTATTTGTTTGTTTGTTTXATTCA 

TTGGTCTAATTTATTCAAAGGGGGCAAGAAGTAGCAGTGTCTGTAAAAGAGCCTAGTTTTTAATAGCTATGGAAT 

CAATTCAATTTGGACTGGTGTGCTCTGTTTAAATCAAGTCCTTTAATTAAGACTGAAAATATATAAGCTCAGATT 

ATTTAAATGGGAATATTTATAAATGAGCAAATATCATACTGTTCAATGGTTCTGAAATAAACTTCTCTGAAG 
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FIGURE 48 

MAEVPELASE^!^MAYYSGNEDDLFFEADGPKQMKCSFQDLDLCPLDGGIQLRISDHHYSKGFRQAASVVVAMDKLR 
KMLVPCPQTFQENDLSTFFPFIFEEEPIFFDTWDNEAYVHDAPVRSLNCTLRDSQQKSLVMSGPYELKALHLQGQ 
DMEQQWFSMSFVQGEESNDKIPVALGLKEKNLYLSCVLKD^ 
LEFESAQFPNWYISTSQAENMPVFLGGTKGGQDITDFTMQFVSS 
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FIGURE 49A 

CCCTTTTTCCTCCCGTTTTGAAGAGACAATGCTACTTCAGTTTGGAGCACAAACATATGATCAGCACATGGAAAT 

GTGGTAATTCGGATGCATTCGTGATTGCAACAGATTGAAGAAATTAGACCAGACAAAGAGTGTTTTTAGAGGAGA 

GAGGAGGAGGAGGAGGCTGAGAGAGGGAGGGCGACGGGGGTGAGAAAGGGGAGGCCGCCTCTGAGCGGGACGCCG 

GGACTCCCGCCGCTGCTAAATATATCCGTAGAATQ3AGAGGGACCGGATCTCAGCCTTGAAAAGATCTTTTGAGG 

TCGAGGAGGTCGAGACACCCAACTCCACCCCACCCCGGAGGGTCCAGACTCCCCTACTCCGAGCCACTGTGGCCA 

GCTCCACCCAGAAATTCCAGGACCTGGGCGTGAAGAACTCAGAACCCTCGGCCCGCCATGTGGACTCCCTAAGCC 

AACGCTCCCCCAAGGCGTCCCTGCGGAGGGTGGAGCTCTCGGGCCCCAAGGCGGCCGAGCCGGTGTCCCGGCGCA 

CTGAGCTGTCCATTGACATCTCGTCCAAGCAGGTGGAGAACGCCGGGGCCATCGGCCCGTCCCGGTTCGGGCTCA 

AGAGGGCCGAGGTGTTGGGCCACAAGACGCCAGAACCGGCCCCTCGGAGGACGGAGATCACCATCGTCAAACCCC 

AGGAGTCAGCCCACCGGAGGATGGAGCCCCCTGCCTCCAAGGTCCCCGAGGTGCCCACTGCCCCTGCCACCGACG 

CAGCCCCCAAGAGGGTGGAGATCCAGATGCCCAAGCCTGCTGAGGCGCCCACCGCCCCCAGCCCAGCCCAGACCT 

TGGAGAATTCAGAGCCTGCCCCTGTGTCTCAGCTGCAGAGCAGGCTGGAGCCCAAGCCCCAGCCCCCTGTGGCTG 

AGGCTACACCCCGGAGCCAGGAGGCCACTGAGGCGGCTCCCAGCTGCGTTGGCGACATGGCCGACACCCCCAGAG 

ATGCCGGGCTCAAGCAGGCGCCTGCATCACGGAACGAGAAGGCCCCGGTGGACTTCGGCTACGTGGGGATTGACT 

CCATCCTGGAGCAGATGCGCCGGAAGGCCATGAAGCAGGGCTTCGAGTTCAACATCATGGTGGTCGGGCAGAGCG 

GCTTGGGTAAATCCACCTTAATCAACACCCTCTTCAAATCCAAAATCAGCCGGAAGTCGGTGCAGCCCACCTCAG 

AGGAGCGCATCCCCAAGACCATCGAGATCAAGTCCATCACGCACGATATTGAGGAGAAAGGCGTCCGGATGAAGC 

TGACAGTGATTGACACACCAGGGTTCGGGGACCACATCAACAACGAGAACTGCTGGCAGCCCATCATGAAGTTCA 

TCAATGACCAGTACGAGAAATACCTGCAGGAGGAGGTCAACATCAACCGCAAGAAGCGCATCCCGGACACCCGCG 

TCCACTGCTGCCTCTACTTCATCCCCGCCACCGGCCACTCCCTCAGGCCCCTGGACATCGAGTTTATGAAACGCC 

TGAGCAAGGTGGTCAACATCGTCCCTGTCATCGCCAAGGCGGACACACTCACCCTGGAGGAGAGGGTCCACTTCA 

AACAGCGGATCACCGCAGACCTGCTGTCCAACGGCATCGACGTGTACCCCCAGAAGGAATTTGATGAGGACTCGG 

AGGACCGGCTGGTGAACGAGAAGTTCCGGGAGATGATCCCATTTGCTGTGGTGGGCAGTGACCACGAGTACCAGG 

TCAACGGCAAGAGGATCCTTGGGAGGAAGACCAAGTGGGGTACCATCGAAGTXGAAAACACCACACACTGTGAGT 

TTGCCTACCTGCGGGACCTTCTCATCAGGACGCACATGCAGAACATCAAGGACATCACCAGCAGCATCCACTTCG 

AGGCGTACCGTGTGAAGCqCCTCAACGAGGGCAGCAGCGCCATGGCCAACGGCGTGGAGGAGAAGGAGCCAGAAG 

CCCCGGAGATGTAGACGCCCCCTGCCCACCCCCGGGATCCTGCCCCCAAGTCATTTCCGTCCCCCCCCCAGGCCC 

TCCCACCACCCCATTTTATTTTATATGATTTTCTCCATTTGTCATCGTTCCCCACCCCTTCGACATGCTGCCAGG 

AAACAAGGGAAGGGGCCTCCCTCCGAGTGAGTCAGTGATGAGGCCGCGGCCTCCCCGAGGTTGTGGGGAGGCTGC 

ACTGGAGCCACAGGCAGGGGTGAGAGCACCCACTGAATTGACATGACCCTCTGTCCCCAGGCCTGGCTCCCCGAG 

GGCTCAGAAGAGCAGCTTCGGTGTGCAGATCATCCGTCGTGTGGGGTTCTCAGTGCCGGAGCTTGGGGTGGGGGC 

CAGGCCTCGCACTTGCAGAGGAGCCCAGTGGGCTGCACGCTCCCCTCCATCCCCATCGGCCCTGTCCCCTGGAGT 

GTGTCAGAGCCCAGGGGAGAATGCAGCCCACCAGGAGCACCTGGACCCCCTGCCCGCCACATGGTGTGGCCATCA 

CTCAGCCCCTACCCCTGCCCTGCTCCTAAGGGTAGAAAACTCCAGGGTCCCCTGCCACCGACTGCCCAGCCACTC 

CAAGCCCCCTGGCAGCTGCCCCTCCTGGAGCAGAAAGTGCCTTTATCTCAGCCATCCGCAGACTGCTGGCCAGAT 

GCGGGGACAGGCTGGAATGAGGGAGGCGTCTTCATCTCCCTGCCATCCCCCTCTCACGCCACCCCCGCCCCCACC 

GGGCTGCAGGTGCTGCTGATGCGCTGGGATCTGATTGAGGATAAAAAGGAAGGAGAGATGACCCCTACCCCCTCA 

TCCCCCAGTTTTGAAAAGGTCTAAGCAAGTGAGTCTGGTGGAGGAGCTGAGGGAGGGAGCCATGGAAGGTGCCAG 

AAGGAAGGTTGGCGGGGGCACGTGTGGGCCGTGGCTTGGGCTGGTCAGAGTGGCGTGAGCTGCCCGGCGCCTGCC 

CTGCCCAAGTGACCAGGGAAGTGTGTGTGTGTCCATGTGTATGCGTGTCCGTCTGTCTGTCTAGTGTCTGGGTTT 

GGCCCAAGACTGGGCTGTAGTTACATTAATGCCCAGCCAGCCACCCCTGCCACTCACCCCTCCTGGCCCAGGCCT 

TGCTGACTCTCTGAGCTGGGGAGGTGGGAGGCCAGGCGAGCCTGACTCTGTTGATCTACCCGTGCCTGGGCCCCT 

CCCCTCAGAGCCCATGGTAACGAACCCCTAGAAAGGAGAGAACGGGCGTCAGGGGTGCACAGTCCACAGCTGAAG 

AGCAAGGTTTCGTGGCAGCACGGCCCGGCCCCTCACCCTCTGTCCCCACGAGGGGACCCATGGGGGCTGTCTTTG 

CAGGGCACAGATGACCAAAGTCCCTTCCTGCTTCCTGTTACCTGTCTTGCTCCTGGGGAGAAAGAGGGGCCTGAT 

GAGACTCCACTCAGGTGCACACATCACCAGGTGCATCTGCAGGCACCGGGCTGGCTGCTTGCAGCCAGGAGAAGG 

TCAGCGAGAAGGAGTGTATGAGTGTGAGTGTGTGTGCATGGAAGTTGGGGCACTGGGCGTCTGACTCCCTCCCCA 

CCCAAGAGAGGAAGGACCCCTCACCACCCCCACTGGCGAGACAGTTTACTTTGCCGACTTGCCATGITTTTGCCA 
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FIGURE 49B 
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AAACCAAGATTTTGAAGGAAATGAGTGGCCAGCGCCAGGGCCCAGGCCATGTGGCCTGCCCAGCCTCAATGTCAC 
TTGGCGGCGGGGTGGGGTGGGGGTGGGCAGCAGCATCCCAGCCTTGAGATGCTTCACTTTCCTTCTCTGTAACCA 
GACTTTGAAAAATTGTTCGTTTCATCAGGCTCTGTTCCTCAATGGCCTTTTGCTACGTGCCTCCCGAGAAATTTG 
TCTTTTTGTATAAATGACAAAGTGTTGAAAATGTATTTCCTGAT^ATAAATGTTTCAAATGCAGAAACCCAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 50 

MERDRISALKRSFEVEEVETPNSTPPRRVQTPLLRATVASSTQKFQDLGVKNSEPSARHVDSLSQRSPKASLRRV 
ELSGPKAAEPVSRRTELSIDISSKQVENAGAIGPSRFGLKRAEVLGHKTPEPAPRRTEITIVKPQESAHRRMEPP 
ASKVPEVPTAPATDAAPKRVEIQMPKPAEAPTAPSPAQTLENSEPAPVSQLQSRLEPKPQPPVAEATPRSQEATE 
AAPSCVGDMADTPRDAGLKQAPASRNEKAPVDFGYVGIDSILEQMRRKAMKQGFEFNIMWGQSGLGKSTLINTL 
FKSKISRKSVQPTSEERIPKTIEIKSITHDIEEKGVRMKLTVIDTPGFGDHINNENCWQPIMKFINDQYEKYLQE 
EVNINRKKRIPDTRVHCCLYFIPATGHSLRPLDIEFMKRLSKWNIVPVIAKADTLTLEERVHFKQRITADLLSN 
GIDVYPQKEFDEDSEDRLVNEKFREMIPFAWGSDHEYQVNGKRILGRKTKWGTIEVENTTHCEFAYLRDLLIRT 
HMQNIKDITSSIHFEAYRVKRLNEGSSAMANGVEEKEPEAPEM 
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FIGURE 51 

GGCACGAGGGGAAGTTGCCGGCGGCCGCGCGGCCTCCCGGGCGGGCCTACAGCCATGTCCCGGGACCCGGGGTCG 

GGCGGCTGGGAGGAGGCCCCGCGCGCAGCTGCCGCGCTCTGCACCCTGTACCACGAGGCCGGACAGCGGCTGCGC 

CGCCTGCAGGACCAGCTCGCTGCCCGCGACGCCCTCATCGCTCGCCTCCGCGCCCGCCTGGCCGCGCTGGAGGGG 

GACGCCGCGCCGTCCCTAGTGGACGCGCTGCTGGAGCAGGTTGCGCGCTTCCGGGAGCAGCTGCGAAGGCAGGAG 

GGCGGCGCCGCCGAGGCCCAGATGCGCCAGGAAATTGAGAGGCTGACTGAGCGACTAGAAGAAAAAGAGAGGGAG 

ATGCAGCAGCTGCTGAGCCAGCCCCAACACGAGCGAGAGAAGGAAGTCGTCCTGCTACGGAGGAGCATGGCAGAA 

GGGGAGCGCGCCCGGGCCGCCAGTGACGTCCTGTGCCGCTCCTTGGCCAACGAGACCCATCAGCTGCGGAGGACG 

CTGACCGCCACCGCCCACATGTGTCAGCATCTGGCCAAGTGTCTGGATGAACGACAGCATGCACAAAGGAATGTG 

GGGGAGAGAAGTCCTGACCAGTCGGAACACACAGATGGGCACACCTCTGTCCAGAGTGTTATTGAGAAGTTGCAG 

GAAGAAAATCGACTGTTAAAACAGAAGGTGACTCACGTTGAAGACCTCAATGCCAAGTGGCAGCGCTACAACGCC 

AGCAGGGACGAATACGTGAGGGGGCTCCATGCGCAGCTCAGGGGGCTGCAGATCCCCCACGAGCCCGAGCTGATG 

AGGAAGGAGATCTCCCGGCTCAACAGACAGTTGGAAGAGAAAATAAATGACTGTGCCGAAGTGAAGCAGGAGCTG 

GCGGCCTCCAGGACGGCCCGGGATGCTGCGTTGGAGCGGGTGCAGATGCTGGAACAGCAGATTCTCGCTTACAAG 

GATGACTTCATGTCAGAAAGGGCCGATCGGGAACGGGCTCAAAGTAGGATTCAAGAACTGGAGGAAAAGGTCGCC 

TCTTTGCTGCACCAGGTGTCCTGGAGACAGGATTCTCGAGAGCCAGACGCCGGCCGGATTCACGCTGGGAGCAAA 

ACTGCCAAGTATTTGGCCGCCGACGCATTAGAGCTTATGGTGCCTGGTGGCTGGAGGCCTGGGACTGGGTCCCAG 

CAGCCAGAACCCCCTGCAGAGGGCGGGCATCCTGGCGCGGTCCAGAGAGGCCAGGGGGACCTTCAGTGCCCTCAC 

TGCCTGCAGTGCTTCAGTGACGAGCAAGGGGAAGAGCTCCTCAGGCATGTGGCCGAGTGCTGCCAGTGACCGAGA 

CTCACCCGTGCCCTTGCGGCCTCCTGGCCCGGTGCAGCTGCCCTCAGGGACAGGGTGGGTGCTCTCAGATGCCAT 

GGGTTGAGCTCTACTGAGAGCCAAGGCCCCTAGAATAGTTGCGGGGCACTCTGATCGTTCACTTTGGTCCCTTTG 

GCTATGGAACAGGCTGGGTCACAGGGAACTGCCAGTGAGGCTGGAGGCTGGAGGTGGAGATGGGGTCAGGAACAT 

CTGGCAGAGGGAGGTCCCAGTCTGTGTCTCCATCAGGCTTAAGCCAGAGCTATCTGGTGCTGGTGTGCCAGCCCC 

TCCCCCAGCCTGCCTAGAAAGGGGTGGCTGCCTGAGGGAGTCACTTGTATGGTCCCCAGGGTGGGAGCCCCATCC 

TGTTCTATGGAATAAAGCGTCGCCTCTCTGCCTCGAACCAGTCAAATGGAGTATTGCGGCTGCACGTCACACTAG 

GGTGGCCACCCCCGCCATTGCGAGCCACATGTCTGCACTGAGAAACTGCATTTCAGTAGCATTTGTCATCCAGCC 

GGAAGTTAAAGCACACTTACTTTATTCACCTATTTTTATAATAAACGTTCTTGCTGCTGTGACTGCAAAAAAAAA 

AAAAAAAAAA 
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MQQLLSQPQHEREKEWLLRRSMAEGERARAASDVLCRSLANETHQLRRTLTATAHMCQHLAKCLDERQHAQRNV 
GERSPDQSEHTDGHTSVQSVIEKLQEENRLLKQKVTHVEDLNAKWQRYNASRDEYVRGLHAQLRGLQIPHEPELM 
RKEISRLNRQLEEKINDCAEVKQELAASRTARDAALERVQMLEQQILAYKDDFMSERADRERAQSRIQELEEKVA 
SLLHQVSWRQDSREPDAGRIHAGSKTAKYLAADALELMVPGGWRPGTGSQQPEPPAEGGHPGAVQRGQGDLQCPH 
CLQCFSDEQGEELLRHVAECCQ 
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FIGURE 53 

GTTGCCGCTGCGCACCTGGCTCAGGTGAGCTGCCCCGCCCCCGCCCGGCGCGAGCCCCAGGTCCTGGCAGCAGCC 
CCTGACCTGTCCAGGTGCCCTGTCCAGCTGACTGCAAGGACAGAGAGGAGTCCTGCCCAGCTCTTGGATCAGTCT 
GCTGGCCGAGGAGCCCGGTGGAGCCAGGGGTGACCCTGGAGCCCAGCCTGCCCCGAGGAGGCCCCGGCTCAGAGC 
CATGCCAGGTGTCTGTGATAGGGCCCCTGACTTCCTCTCCCCGTCTGAAGACCAGGTGCTGAGGCCTGCCTTGGG 
CAGCTCAGTGGCTCTGAACTGCACGGCTTGGGTAGTCTCTGGGCCCCACTGCTCCCTGCCTTCAGTCCAGTGGCT 
GAAAGACGGGCTTCCATTGGGAATTGGGGGCCACTACAGCCTCCACGAGTACTCCTGGGTCAAGGCCAACCTGTC 
AGAGGTGCTTGTGTCCAGTGTCCTGGGGGTCAACGTGAQCAGCACTGAAGTCTATGGGGCCTTCACCTGCTCCAT 
CCAGAACATCAGCTTCTCCTCCTTCACTCTTCAGAGAGCTGGCCCTACAAGCCACGTGGCTGCGGTGCTGGCCTC 
CCTCCTGGTCCTGCTGGCCCTGCTGCTGGCCGCCCTGCTCTATGTCAAGTGCCGTCTCAACGTGCTGCTCTGGTA 
CCAGGACGCGTATGGGGAGGTGGAGATAAACGACGGGAAGCTCTACGACGCCTACGTCTCCTACAGCGACTGCCC 
CGAGGACCGCAAGTTCGTGAACTTCATCCTAAAGCCGCAGCTGGAGCGGCGTCGGGGCTACAAGCTCTTCCTGGA 
CGACCGCGACCTCCTGCCGCGCGCTGAGCCCTCCGCCGACCTCTTGGTGAACCTGAGCCGCTGCCGACGCCTCAT 
CGTGGTGCTTTCGGACGCCTTCCTGAGCCGGGCCTGGTGCAGCCACAGCTTCCGGGAGGGCCTGTGCCGGCTGCT 
GGAGCTCACCCGCAGACCCATCTTCATCACCTTCGAGGGCCAGAGGCGCGACCCCGCGCACCCGGCGCTCCGCCT 
GCTGCGCCAGCACCGCCACCTGGTGACCTTGCTGCTCTGGAGGCCCGGCTCCGTGACTCCTTCCTCCGATTTTTG 
GAAAGAAGTGCAGCTGGCGCTGCCGCGGAAGGTGCGGTACAGGCCGGTGGAAGGAGACCCCCAGACGCAGCTGCA 
GGACGACAAGGACCCCATGCTGATTCTTCGAGGCCGAGTCCCTGAGGGCCGGGCCCTGGACTCAGAGGTGGACCC 
GGACCCTGAGGGCGACCTGGGTGTCCGGGGGCCTGTTTTTGGAGAGCCATCAGCTCCACCGCACACCAGTGGGGT 
CTCGCTGGGAGAGAGCCGGAGCAGCGAAGTGGACGTCTCGGATCTCGGCTCGCGAAACTACAGTGCCCGCACAGA 
CTTCTACTGCCTGGTGTCCAAGGATGATATGTAGCTCCCACCCCAGAGTGCAGGATCATAGGGACAGCGGGGGCC 
AGGGCAGCGGCGTCGCTCCTCTGCTCAACAGGACCACAACCCCTGCCAGCAGCCCTGGGACCCTGCCAGCAGCCC 
TGGGAAAAGGCTGTGGCCTCAGGGCGCCTCCCAGTGCCAGAAAATAAAGTCCTTTTGGATTCTGAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 



REPLACEMENT SHEET 

58/2682 

FIGURE 54 

MPGVCDRAPDFLSPSEDQVLRPALGSSVALNCTAWVVSGPHCSLPSVQWLKDGLPLGIGGHYSLHEYSWVKANLS 
EVLVSSVLGVNVTSTEVYGAFTCSIQNISFSSFTLQRAGPTSHVAAVLASLLVLLALLLAALLYVKCRLNVLLWY 
QDAYGEVEINDGKLYDAYVSYSDCPEDRKFVNFILKPQLERRRGYKLFLDDRDLLPRAEPSADLLVNLSRCRRLI 
VVLSDAFLSRAWCSHSFREGLCRLLELTRRPIFITFEGQRRDPAHPALRLLRQHRHLVTLLLWRPGSVTPSSDFW 
KEVQLALPRKVRYRPVEGDPQTQLQDDKDPMLILRGRVPEGRALDSEVDPDPEGDLGVRGPVFGEPSAPPHTSGV 
SLGESRSSEVDVSDLGSRNYSARTDFYCLVSKDDM 
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GGXTGGCTCTXGCACXTCCXGGCXCXCTGGACXXGGTXATGTGAXTGAGCCTCCATGGCCTCCGTGTCXXTGTCX 

GTCAATGGGTTTGATTAAAGCGTTGACCTCATAGGTTCTTAGGAGGATTAATGAGAACATTTTATGTAAAGCTGC 

TTACATGGAGCCTTGGTATGTGCCGGAAAGCTTTAGCCCTTTATXAAAAGTGACAGCAGACCCAGCACGGTGGCT 

CATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCAGATCACTTGGGGTCAGGAGTTCGAGACCAGCTAC 

TCGGGAGGCAGAGGCAGGAGAATCGCTTGAACCTGGGGTGCAGAGGTTGCAGTAAGCTGAGCTCGCACCACTGCA 

CTCCAGCCTGAGTGACAGAGTGAAACXCAGXCTCAAAAAAAAAAAAAAAAAAAGAGXGGCAGTAGTGGXGGGGGA 

GACCCCCATCCCCCTTGCTGGGGTTTCCTAGGAAAGAAGGCTGGTGAGAGCTGTTGCTGGTGGTGGGCCCTGAGC 

CGCAGGGTCTGAGGGCCTACCCTGTGCTACCCCAGAGCTGCCTGAGAACTGGACAGACACGCGGGAGACGCTGCT 

GGAGGGGATGCTGTTCAGCCTCAAGTACCTGGGCATGACGCTAGTGGAGCAGCCCAAGGGTGAGGAGCTGTCGGC 

CGCCGCCATCAAGAGGATCGTGGCTACAGCTAAGGCCAGTGGGAAGAAGCTGCAGAAGGTGACTCTGAAGGTGTC 

GCCACGGGGAATTATCCTGACAGACAACCTCACCAACCAGCTCATTGAGAACGTGTCCATATACAGGATCTCCTA 

TTGCACAGCAGACAAGATGCACGACAAGGTGTTTGCATACATCGCCCAGAGCCAGCACAACCAGAGCCTCGAGTG 

CCACGCCTTCCTCTGCACCAAGCGGAAGATGGCACAGGCTGTTACCCTCACCGTAGCCCAGGCCTTCAAAGTCGC 

CTTTGAGTTTTGGCAGGTGTCCAAGGAAGAGAAAGAGAAGAGGGACAAAGCCAGCCAAGAGGGAGGGGACGTCCT 

GGGGGCCCGCCAAGACTGCACCCCCCCCTTGAAGAGCTTGGTCGCCACTGGGAACCTGCTGGACTTAGAGGAGAC 

GGCTAAGGCCCCGCTGTCCACGGTCAGCGCCAACACCACCAACATGGACGAGGTGCCGCGGCCACAAGCCTTGAG 

TGGCAGCAGTGTTGTCTGGGTGAGTGGTTGTGTGGCCAGCAGATCGGTGATCCTCAGCCTGACCTCTGGGTGKC 

CTGGGGCTGCTCCAGGGACCAGGCTCTGGGACCCGTGACTTGTGGGCCTCTGGGAGGACCAGACCCAGCCCGGTA 

GTGCCCAGGCGCAGGATAGGGGATGAACAATGTCCCTTTTGAACCTGAGGCTGCATCCCCAACAGGCTTGGCTCC 

CAGCACAGCTGTCTCCTCACAATGCTTGGCCTCTTGGCCTGAGCGTCCACGGCTCTGCCCACCACAAGACCAGCC 

AAAGGCGCCCTTGTTCTTGGTGTGGCAGAGCTCGCTCCTACCACCCCTCCCCCTCAGCCGCCTGAATGAGGACCC 

AGAGACTTGGGCAGTCACCAGCTTGGTCCCTGACTCCCTCAGGGACTCAGGGCAAGCCCCCTGACCTCTCTGTCT 

CAGCTTTTTCATCTCAGTAAGGGTGATGACCTCTGCCAACGGAATCTCCCCGAGGAACCTGAAATTTAATTTTAA 

TTTTTCATTTGGAAATAATTTCAGACTGTGTTACAAAATTAGTACAGAGAATTCCTGTTCACCCGTCATCCAGAT 

TCCCCAATTGTTAACATCTTGCATGACCACATTACACTGGTCAGAATCAGGAAACAAACACGATACTGTGCTGTT 

ATATAATCTATAGAACTTACACATTTCTCCAGGTGCCCCTTCAGTGTCCTGTTTCTGGCCCAGGATCCATTGCAG 

AATCACATGTTAACTTGTCGTCTCTTTAATTTTTAAAAATCTGGGTACTGGGGGCTCCCCTGGTGTCCCTCGAGC 

CTGTTCTCTGCTGTTTGGGAACCACCCTTGCCACTTGCCCATCCTCACCAGAACGCCATGGAGGGACCTCACCTG 

TCGCTTTTCTGCTGAGGCTGTGGGACTCCTGGCATCAGTTATCCCTCATGAACTTGGAATTTTGGCTTGGCTTTT 

GGAAGTAAATGAAGGCAAGAAAACTCCCTTCCCCACCCTCTTCCTTTTGGAATTTGAAAGCCATAGAAGTCATCA 

GGTCCAATGCCCTCCTCTTATTGAAGGAAAAGCTGAGTTTCAACGTGGAGCAGTGACTTGCCCAAGGTCTCACGG 

GCAGGTAGCATGGACCAGGGCACTGAACCCACCTGGGTCTCCAGACACCCTGGGACATGGCCTTTCTCCTCTCCC 

ACGTCTCCAGCTTTGGGTCCTXGGGCTGAGATGCTGGCGATGCACCCAGGCAGGAGGCCTGCCTGAGGCCGTGCC 

TCCAGGCGCCCACCCTGAGCTTGTGTCCTGAGTCCCTGTAGCTTACCCAGGGCTGGGACAAGCCCCAGCTGTGAG 

CATGGGCTCCCCCAAACATAGTTCTTATCTCCTGCTTTGTTTTTCCCAAGGAGCTGGATGATGGCCTGGATGAAG 

CGTTTTCGAGGCTTGCCCAGTCTCGGACAAACCCTCAGGTCCTGGACACTGGCCTGACAGCCCAGGACATGCATT 

ACGCCCAGTGCCTCTCGCCTGTCGACTGGGACAAGCCTGACAGCAGCGGCACAGAGCAGGATGACCTCTTCAGCT 

TCTGAGGGCCCGGGGCCAGCCGGACACAAGCGGCCCTGACACGTGATGGACCAAAGCCACCTGCTGCGGGGGAGC 

CAGTTCTGGGGCCCGCCTGCCACCTCTCCCAGCCCTCAGCATTGTCAGCCTGAAGATCAGAGCTGCAGCCAGTCA 

GGCAGGGGAGAGATTTTTCTTTTAAGCCCTGCTCTTTCTCTGAGAACCAAAAGATGCCTTGAATATTTATTCAGT 

GACTTCTGGCTTATGCTCAGAAGCCAGTCTGCGTCAGGCACGTCTCCTGCTGCGTGACATGTGCAGTGCTGTAAT 

CGGCTCCCGCTTGCTCTCCTGGAGCAAGCTCTGCCCTGGCTGTGGGTATCAGGACTGTGACCAAAGCATTTCTAG 

TCCCTTCTCTCTTTCTAAGGACCCAAATTTCCCTGGGGGCATCCTGCTTCCTGAAAGCTGTTGGATTTCAGTGAT 

TTTTCCCCCCACCCCCCAGCACAGGAGAGCACCCACAGCCGCAGAAGGGGAATGTGTCCTCCTGCTCTGCTTCCT 

CAGGGCCCAGCAGGCGGGGGTTTGAGCCCTGGACCCCAGGCTCTTAGAGACTAAGGGGCAGCTCCTGACCAAAGA 

CGATACAGCTTGGCACTTTAAAGCATTAACAGCAGGTGTGACCCTGAGGGCTCCTCCATGGTGCXGCATTGAGXC 

CAGCXXXCCXXCTGCCCTXCCXCGAGGAGAAGGGGCCCAAGGXCCCCGXGGAXGGXCXCCACCXGXGCXXGGAAC 

CAGXGXAACXGGCXGCXCCCXGCTCCCAGGGACXGACACGGGGATCAXCXCTGXGACCGCCCXCCGTCGGGCCCC 
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TGCCTGCCTTCTCCCCTCCACGCAAGGCTGTGCTCTTCCTCTGGTTTCTGTGTGTCCGTTTGAGTGTCTGCGCCC 
CGCCTCCCCATACTTCCTGGGATGATGTGTGAAACCTGACACCTAGATTTATTTGGAAATATTCTATGACCACTT 
TACAGATGAGGAAACTGAGGCCTCAAGCGTGGAGGGGTAGAGTGAAGAGTAGAACCCAGGTCTGATGCCAAAGCT 
GCTTTCTTCTCTGCCTCCTCCTCACGCAACTCACACCTCCTTTTCTTCTAGCTTTGTTGTCCTCCCAGGAACCAA 
AAAACCCCAGCTATTTTCTGACCAAAATGTGTTTCATAACAAACCATCTGGTGCCTTTCCACACAGAACTGGCAG 
GAGCCTCGTGTCCTGCTAGCTGTCTCTCTTGTTGATTTCCGTGAAAATGCAAGTGTTTGAAGTCTGCTCATTCCG 
AGGGTGAAACAAAATCCAACCCTGTCAGAATCATGCTGTTCTCTTTGCTGACACTGTGACCCTGGGTCGGGACAG 
ACCAGCAGCAATCTGTCTTTAGAATCGCTTTCCTTCCTCCCCTTTTGCCCCCGTGGGGCTCCCGGCATCCTGAAA 
GCCAGCAAAGCCTCCAGCATCXTTTCCATCCTGAGGTGCCTCCCAGTGGCCTGGCTTGTCGGAGCAAGTTTCATC 
AGCCCTAGGGAAAACACGGCCCTCCTGGGAACCTCCTTACCTGGAGTAACCGGACACCTTAGACGGAGGTGCCTG 
AGGGTGGGGTGGGATTTGCAGGGTCATTATCAGAACATGAGGATAACTTCCTTGCCCCTGCTCTGTAGCCACCTC 
CTTGGCACCGGCCTCTATTTGTCATAAGGCGGCGTGGGCGAGGCCTGACACAGGCCAGCCTTGGCACGAGGGGGG 
CCAGGGGTTCTGAGAAGCGCTGCCCTGTGAGAGCCACGCTGGCCTTCGTCTCCATCTCTGGTTGACGGGCTGTCC 
GTTTGCCTCCTGTGTGTCTGCAGACAAGTCTTGCTGTGCTTTATTTGTGAAACTTTAATGAGGAAAAAACAAATA 
ATAAATGTTCTCGTTTTGAAACTC 
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FIGURE 56 

MLFSLKYLGMTLVEQPKGEELSAAAIKRIVATAKASGKKLQKVTLKVSPRGIILTDNLTNQLIENVSIYRISYCT 
ADKMHDKVFAYIAQSQHNQSLECHAFLCTKRKMAQAVTLTVAQAFKVAFEFWQVSKEEKEKRDKASQEGGDVLGA 
RQDCTPPLKSLVATGNLLDLEETAKAPLSTVSANTTNMDEVPRPQALSGSSVVWVSGCVASRSVILSLTSG 



REPLACEMENT SHEET 



62/2682 
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GGCACGAGGGTTAGATTAGTCTGAAGCCGCCACCAGCCCCAGGCCCCCGTGCAGAAGAAAAGCGGGAGGGAACGG 

CGGAGGCCGCCGCTGCCCTGCACCGCCCTCCTGGAGGCCACTTGGAGAGTCCGGCCCCGAGGAGGCCATGGCCAC 

AAGTGCCCACAGCTGGCCCCAGGTTGCCAGCGTCGCTACAGCCCAGACCAAGGCAGAATAATCTCCGGATGAGCT 

GGTGGCACCGCTGAGCCTTTGGTCTCACCAGGGCTTCCTGTTGCTGGCAGGCGGGGTGGAGCGGAGCTGCTGGGA 

GGCTGCTGGATAGGAGAGGGGTCACGGCTGCGGAAGAGGAGGTTCTTCGGGACACCCGTGGATGGACACGGCAAG 

GAAACACCAGGCCAACCACAGCTGGGGATAAAATAGCACAACCACACCCTGCCGTCCAGCGCCTCCCAGCCTGTG 

CCCCTTCCTAGTACCACCAGCAACCATCAATCCCGTCTCCTCCTGCCTCCTCTCCTGCAATCCACCCCGCCACGA ''' 

CTATCGCCATGGCAGCCCTGATCGCAGAGAACTTCCGCTTCCTGTCACTTTTCTTCAAGAGCAAGGATGTGATGA 

TTTTCAACGGCCTGGTGGCACTGGGCACGGTGGGCAGCCAGGAGCTGTTCTCTGTGGTGGCCTTCCACTGCCCCT 

GCTCGCCGGCCCGGAACTACCTGTACGGGCTGGCGGCCATCGGCGTGCCCGCCCTGGTGCTCTTCATCATTGGCA 

TCATCCTCAACAACCACACCTGGAACCTCGTGGCCGAGTGCCAGCACCGGAGGACCAAGAACTGCTCCGCCGCCC 

CCACCTTCCTCCTTCTAAGCTCCATCCTGGGACGTGCGGCTGTGGCCCCTGTCACCTGGTCTGTCATCTCCCTGC 

TGCGTGGTGAGGCTTATGTCTGTGCTCTCAGTGAGTXCGTGGACCCTTCCTCACTCACGGCCAGGGAAGAGCACT 

TCCCATCAGCCCACGCCACTGAAATCCTGGCCAGGTTCCCCTGCAAGGAGAACCCTGACAACCTGTCAGACTTCC 

GGGAGGAGGTCAGCCGCAGGCTCAGGTATGAGTCCCAGCTCTTTGGATGGCTGCTCATCGGCGTGGTGGCCATCC 

TGGTGTTCCTGACCAAGTGCCTCAAGCATTACTGCTCACCACTCAGCTACCGCCAGGAGGCCTACTGGGCGCAGT 

ACCGCGCCAATGAGGACCAGCTGTTCCAGCGCACGGCCGAGGTGCACTCTCGGGTGCTCGCTGCCAACAATGTGC 

GCCGCTTCTTTGGCTTTGTGGCGCTCAACAAGGATGATGAGGAACTGATTGCCAACTTCCCAGTGGAAGGCACGC 

AGCCACGGCCACAGXGGAATGCCATCACCGGCGTCTACTTGTACCGTGAGAACCAGGGCCTCCCACTCTACAGCC 

GCCTGCACAAGTGGGCCCAGGGTCTGGCAGGCAACGGCGCGGCCCCTGACAACGTGGAGATGGCCCTGCTCCCCT 

CCTAAGGAGGTGCTTCCCATGCTCTTTGTAAATGGCACTACTTGGTCCCAAACTGAACCCCACTGCTTGCTCACA 

TCCATATCAGAAGGGGATTTTTAAAAAACTGTTATCTTCTTGGCCAGGGGAAAGGACCACAAGGCAATCTGGGGT 

GTGGACAGACCCAGTAGACAATGGAAGCCCAGCCAGCAGGGCCAGGTGACAGTGAAGCXCACCAGTGGGCTCCTT 

TATGGTACTCTATGCAGTTAACATGTATCTAGCTGCATAGGGACACCCAGCGCAGCAGTGCACCACTGGGAAGTG 

GCCTCCAGTGCAGCCTCTGGCCTTATTTTATATATTTAAATTTTTGATAAAGTTTTTCTTACTAAAAAAAAAAAA 

AAAAAA 
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FIGURE 58 

MAALIAENFRFLSLFFKSKDVMIFNGLVALGTVGSQELFSWAFHCPCSPARNYLYGLAAIGVPALVLFIIGIIL 
NNHTWNLVAECQHRRTKNCSAAPTFLLLSSILGRAAVAPVTWSVISLLRGEAYVCALSEFVDPSSLTAREEHFPS 
AHATEILARFPCKENPDNLSDFREEVSRRLRYESQLFGWLLIGWAILVFLTKCLKHYCSPLSYRQEAYWAQYRA 
NEDQLFQRTAEVHSRVLAANNVRRFFGFVALNKDDEELIANFPVEGTQPRPQWNAITGVYLYRENQGLPLYSRLH 
KWAQGLAGNG AAP DNVEMALLP S 
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ACGAGGGACGCAGCCATGGCGGAGGCGGCTTTGGAAGCCGTGCGGAGCGAGTTACGAGAATTCCCGGCCGCTGCA 

AGGGAGCTCTGCGTGCCTCTTGCTGTGCCCTACCTGGACAAACCCCCAACTCCGCTCCACTTCTACCGGGACTGG 

GTCTGCCCCAACAGGCCGTGCATTATCCGCAACGCTCTGCAGCACTGGCCGGCCCTCCAGAAGTGGTCCCTCCCC 

TATTTCAGAGCCACAGTGGGCTCCACAGAGGTGAGTGTGGCCGTGACCCCAGATGGTTACGCGGATGCCGTGAGA 

GGGGATCGCTTCATGATGCCAGCTGAGCGCCGCCTGCCCCTGAGCTTCGTGCTGGATGTGCTGGAGGGCCGGGCC 

CAGCACCCTGGAGTCCTCTATGTGCAGAAGCAGTGCTCCAACCTGCCCAGCGAGCTGCCCCAGCTGCTGCCTGAT 

CTGGAATCCCATGTGCCCTGGGCCTCCGAAGCCCTGGGAAAGATGCCCGATGCTGTGAACTTCTGGCTGGGGGAG 

GCGGCTGCAGTGACTTCTTTGCACAAGGACCACTATGAGAACCTCTACTGCGTGGTCTCAGGAGAGAAGCATTTC 

CTGTTCCATCCGCCCAGCGACCGGCCCTTCATCCCCTATGAGCTGTACACGCCGGCAACCTACCAGCTAACTGAA 

GAGGGCACCTTTAAGGTGGTGGATGAAGAGGCCATGGAGAAGGCAGAGGTGTCCAGGACCTGCCTGCTCACGGTT 

CGTGTCCTGCAGGCCCATCGCCTACCCTCTAAGGACCTAGTGACCCCCTCTGACTGCTACGTGACTCTCTGGCTG 

CCCACGGCCTGCAGCCACAGGCTCCAGACACGCACGGTCAAGAACAGCAGTAGCCCTGTCTGGAACCAGAGCTTT 

CACTTCAGGATCCACAGGCAGCTCAAGAATGTCATGGAACTGAAAGTCTTTGACCAGGACCTGGTGACCGGAGAT 

GACCCTGTGTTGTCAGTACTGTTTGATGCGGGGACTCTGCGGGCTGGGGAGTTCCGGCGCGAGAGCTTCTCACTG 

AGCCCTCAGGGTGAGGGGCGCCTGGAAGTTGAATTTCGCCTGCAGAGTCTGGCTGACCGTGGCGAGTGGCTCGTC 

AGCAATGGCGTTCTGGTGGCCCGGGAGCTCTCCTGCTTGCACGTTCAACTGGAGGAGACAGGAGACCAGAAGTCC 

TCAGAGCACAGAGTTCAGCTTGTGGTTCCTGGGTCCTGTGAGGGTCCGCAGGAGGCCTCTGTGGGCACTGGCACC 

TTCCGCTTCCACTGCCCAGCCTGCTGGGAGCAGGAGCTGAGTATTCGCCTGCAGGATGCCCCCGAGGAGCAACTA 1 

AAGGCGCCACTGAGTGCCCTGCCCTCTGGTCAAGTGGTGAGGCTTGTCTTCCCCACGTCCCAGGAGCCCCTGATG 

AGAGTGGAGCTGAAAAAAGAAGCAGGACTGAGGGAGCTGGCCGTGCGACTGGGCTTCGGGCCCTGTGCAGAGGAG 

CAGGCCTTCCTGAGCAGGAGGAAGCAGGTGGTGGCCGCGGCCTTGAGGCAGGCCCTGCAGCTGGATGGAGACCTG 

CAGGAGGATGAGATCCCAGTGGTAGCTATTATGGCCACTGGTGGTGGGATCCGGGCAATGACTTCCCTGTATGGG 

CAGCTGGCTGGCCTGAAGGAGCTGGGCCTCTTGGATTGCGTCTCCTACATCACCGGGGCCTCGGGCTCCACCTGG 

GCCTTGGCCAACCTTTATGAGGACCCAGAGTGGTCTCAGAAGGACCTGGCAGGGCCCACTGAGTTGCTGAAGACC 

CAGGTGACCAAGAACAAGCTGGGTGTGCTGGCCCCCAGCCAGCTGCAGCGGTACCGGCAGGAGCTGGCCGAGCGT 

GCCCGCTTGGGCTACCCAAGCTGCTTCACCAACCTGTGGGCCCTCATCAACGAGGCGCTGCTGCATGATGAGCCC 

CATGATCACAAGCTCTCAGATCAACGGGAGGCCCTGAGTCATGGCCAGAACCCTCTGCCCATCTACTGTGCCCTC 

AACACCAAAGGGCAGAGCCTGACCACTTTTGAATTTGGGGAGTGGTGCGAGTTCTCTCCCTACGAGGTCGGCTTC 

CCCAAGTACGGGGCCTTCATCCCCTCTGAGCTCTTTGGCTCCGAGTTCTTTATGGGGCAGCTGATGAAGAGGCTT 

CCTGAGTCCCGCATCTGCTTCTTAGAAGGTATCTGGAGCAACCTGTATGCAGCCAACCTCCAGGACAGCTTATAC 

TGGGCCTCAGAGCCCAGCCAGTTCTGGGACCGCTGGGTCAGGAACCAGGCCAACCTGGACAAGGAGCAGGTCCCC 

CTTCTGAAGATAGAAGAACCACCCTCAACAGCCGGCAGRATAGCTGAGTTTTTCACCGATCTTCTGACGTGGCGT 

CCACTGGCCCAGGCCACACATAATTTCCTGCGTGGCCTCCATTTCCACAAAGACTACTTTCAGCATCCTCACTTC 

TCCACATGGAAAGCTACCACTCTGGATGGGCTCCCCAACCAGCTGACACCCTCGGAGCCCCACCTGTGCCTGCTG 

GATGTTGGCTACCTCATCAATACCAGCTGCCTGCCCCTCCTGCAGCCCACTCGGGACGTGGACCTCATCCTGTCA 

TTGGACTACAACCTCCACGGAGCCTTCCAGCAGTTGCAGCTCCTGGGCCGGTTCTGCCAGGAGCAGGGGATCCCG 

TTCCCACCCATCTCGCCCAGCCCCGAAGAGCAGCTCCAGCCTCGGGAGTGCCACACCTTCTCCGACCCCACCTGC 

CCCGGAGCCCCTGCGGTGCTGCACTTTCCTCTGGTCAGCGACTCCTTCCGGGAGTACTCGGCCCCTGGGGTCCGG 

CGGACACCCGAGGAGGCGGCAGCTGGGGAGGTGAACCTGTCTTCATCGGACTCTCCCTACCACTACACGAAGGTG 

ACCTACAGCCAGGAGGACGTGGACAAGCTGCTGCACCTGACACATTACAATGTCTGCAACAACCAGGAGCAGCTG 

CTGGAGGCTCTGCGCCAGGCAGTGCAGCGGAGGCGGCAGCGCAGGCCCCACTGKTGGCCGGGGCCCCTGCCACCC 

CTAACTCTCATTCATTCCCTGGCTGCTGAGTTGCAGGTGGGAACTGTCATCACGCAGTGCTTCAGAGCCTCGGGC 

TCAGGTGGCACKGTCCCAGGGTCCAGGCTGAGGGCTGGGAGCTCCCTTGCGCCTCAGCAGTTTGCAGTGGGGTAA 

GGAGGCCAAGCCCATTTGTGTAATCACCCAAAACCCCCCGGCCTGTGCCTGTTTTCCCTTCTGCGCTACCTTGAG 

TAGTTGGAGCACTTGATACATCACAGACTCATACAAAAAAAAAAAAAAAAAA 
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MAEAALEAVRSELREFPAAARELCVPLAVPYLDKPPTPLHFYRDWVCPNRPCIIRNALQHWPALQKWSLPYFRAT 
VGSTEVSVAVTPDGYADAVRGDRFMMPAERRLPLSFVLDVLEGRAQHPGVLYVQKQCSNLPSELPQLLPDLESHV 
P WASEALGKMPDAVNFWLGEAAAVTS LHKDH YENLYC WSGEKHFLFHPP SDRP F I P YELYTP AT YQLTEEGTFK 
WDEEAMEKAEVSRTCLLTVRVLQAHRLPSKDLVTPSDCYVTLWLPTACSHRLQTRTVKNSSSPVWNQSFHFRIH 
RQLKNV^3ELKVFDQDLVTGDDPVLSVLFDAGTLRAGEFRRESFSLSPQGEGRLEVEFRLQSLADRGEWLVSNGVL 
VARELSCLHVQLEETGDQKSSEHRVQLWPGSCEGPQEASVGTGTFRFHCPACWEQELSIRLQDAPEEQLKAPLS 
ALPSGQWRLVFPTSQEPLMRVELKKEAGLRELAVRLGFGPCAEEQAFLSRRKQWAAALRQALQLDGDLQEDEI 
PWAIMATGGGIRAMTSLYGQLAGLKELGLLDCVSYITGASGSTWALANLYEDPEWSQKDLAGPTELLKTQVTKN 
KLGVLAPSQLQRYRQELAERARLGYPSCFTNLWALINEALLHDEPHDHKLSDQREALSHGQNPLPIYCALNTKGQ 
SLTTFEFGEWCEFSPYEVGFPKYGAFIPSELFGSEFFMGQLMKRLPESRICFLEGIWSNLYAANLQDSLYWASEP 
SQFWDRWVRNQANLDKEQVPLLKIEEPPSTAGRIAEFFTDLLTWRPLAQATHNFLRGLHFHKDYFQHPHFSTWKA 
TTLDGLPNQLTPSEPHLCLLDVGYLINTSCLPLLQPTRDVDLILSLDYNLHGAFQQLQLLGRFCQEQGIPFPPIS 
PSPEEQLQPRECHTFSDPTCPGAPAVLHFPLVSDSFREYSAPGVRRTPEEAAAGEVNLSSSDSPYHYTKVTYSQE 
DVDKLLHLTHYNVCNNQEQLLEALRQAVQRRRQRRPH 
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FIGURE 61 

CTTCGGGTGTACGTGCTCCGGGATCTTCAGCACCCGCGGCCGCCATCGCCGTCGCTTGGCTTCTTCTGGACTCAX 

CTGCGCCACTTGTCCGCTTCACACTCCGCCGCCATCATOSTGAAGCTCGCGAAGGCAGGTAAAAATCAAGGTGAC 

CCCAAGAAAATGGCTCCTCCTCCAAAGGAGGTAGAAGAAGATAGTGAAGATGAGGAAATGTCAGAAGATGAAGAA 

GATGATAGCAGTGGAGAAGAGGTCGTCATACCTCAGAAGAAAGGCAAGAAGGCTGCTGCAACCTCAGCAAAGAAG 

GTGGTCGTTTCCCCAACAAAAAAGGTTGCAGTTGCCACACCAGCCAAGAAAGCAGCTGTCACTCCAGGCAAAAAG 

GCAGCAGCAACACCTGCCAAGAAGACAGTTACACCAGCCAAAGCAGTTACCACACCTGGCAAGAAGGGAGCCACA 

CCAGGCAAAGCATTGGTAGCAACTCCTGGTAAGAAGGGTGCTGCCATCCCAGCCAAGGGGGCAAAGAATGGCAAG 

AATGCCAAGAAGGAAGACAGTGATGAAGAGGAGGATGATGACAGTGAGGAGGATGAGGAGGATGACGAGGACGAG 

GATGAGGATGAAGATGAAATTGAACCAGCAGCGATGAAAGCAGCAGCTGCTGCCCCTGCCTCAGAGGATGAGGAC 

GATGAGGATGACGAAGATGATGAGGATGACGATGACGATGAGGAAGATGACTCTGAAGAAGAAGCTATGGAGACT 

ACACCAGCCAAAGGAAAGAAAGCTGCAAAAGTTGTTCCTGTGAAAGCCAAGAACGTGGCTGAGGATGAAGATGAA 

GAAGAGGATGATGAGGACGAGGATGACGACGACGACGAAGATGATGAAGATGATGATGATGAAGATGATGAGGAG 

GAGGAAGAAGAGGAGGAGGAAGAGCCTGTCAAAGAAGCACCTGGAAAACGAAAGAAGGAAATGGCCAAACAGAAA 

GCAGCTCCTGAAGCCAAGAAACAGAAAGTGGAAGGCACAGAACCGACTACGGCTTTCAATCTCTTTGTTGGAAAC 

CTAAACTTTAACAAATCTGCTCCTGAATTAAAAACTGGTATCAGCGATGTTTTTGCTAAAAATGATCTTGCTGTT 

GTGGATGTCAGAATTGGTATGACTAGGAAATTTGGTTATGTGGATTTTGAATCTGCTGAAGACCTGGAGAAAGCG 

TTGGAACTCACTGGTTTGAAAGTCTTTGGCAATGAAATTAAACTAGAGAAACCAAAAGGAAAAGACAGTAAGAAA 

GAGCGAGATGCGAGAACACTTTTGGCTAAAAATCTCCCTTACAAAGTCACT.CAGGATGAATTGAAAGAAGTGTTT 

GAAGATGCTGCGGAGATCAGATTAGTCAGCAAGGATGGGAAAAGTAAAGGGATTGCTTATATTGAATTTAAGACA 

GAAGCTGATGCAGAGAAAACCTTTGAAGAAAAGCAGGGAACAGAGATCGATGGGCGATCTATTTCCCTGTACTAT 

ACTGGAGAGAAAGGTCAAAATCAAGACTATAGAGGTGGAAAGAATAGCACTTGGAGTGGTGAATCAAAAACTCTG 

GTTTTAAGCAACCTCTCCTACAGTGCAACAGAAGAAACTCTTCAGGAAGTATTTGAGAAAGCAACTTTTATCAAA 

GTACCCCAGAACCAAAATGGCAAATCTAAAGGGTATGCATTTATAGAGTTTGCTTCATTCGAAGACGCTAAAGAA 

GCTTTAAATTCCTGTAATAAAAGGGAAATTGAGGGCAGAGCAATCAGGCTGGAGTTGCAAGGACCCAGGGGATCA 

CCTAATGCCAGAAGCCAGCCATCCAAAACTCTGTTTGTCAAAGGCCTGTCTGAGGATACCACTGAAGAGACATTA 

AAGGAGTCATTTGACGGCTCCGTTCGGGCAAGGATAGTTACTGACCGGGAAACTGGGTCCTCCAAAGGGTTTGGT 

TTTGXAGACTTCAACAGTGAGGAGGATGCCAAGGAGGCCATGGAAGACGGTGAAATTGATGGAAATAAAGTTACC 

TTGGACXGGGCCAAACCTAAGGGTGAAGGTGGCTTCGGGGGTCGTGGTGGAGGCAGAGGCGGCTTTGGAGGACGA 

GGTGGTGGTAGAGGAGGCCGAGGAGGATTTGGTGGCAGAGGCCGGGGAGGCTTTGGAGGGCGAGGAGGCTTCCGA 

GGAGGCAGAGGAGGAGGAGGTGACCACAAGCCACAAGGAAAGAAGACGAAGTTTGAATAGCTTCTGTCCCTCTGC 

XTTCCCTTTTCCATTTGAAAGAAAGGACTCTGGGGTTTTTACTGTTACCTGATCAATGACAGAGCCTTCTGAGGA 

CAXTCCAAGACAGTATACAGXCCTGXGGXCXCCXTGGAAAXCCGTCXAGXTAACAXXXCAAGGGCAATACCGTGX 

TGGXXXXGACXGGAXAXXCAXATAAACXXXXTAAAGAGXXGAGXGAXAGAGCXAACCCXXAXCXGXAAGXXXXGA 

ATXTATAXXGXTXCATCCCATGTACAAAACCATXTTTXCCXAC 
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MVKLAKAGKNQGDPKKMAPPPKEVEEDSEDEEMSEDEEDDSSGEEWIPQKKGKKAAATSAKKVVVSPTKKVAVA 
TPAKKAAVTPGKKAAATPAKKTVTPAKAVTTPGKKGATPGKALVATPGKKGAAIPAKGAKNGKNAKKEDSDEEED 
DDSEEDEEDDEDEDEDEDEIEPAAMKAAAAAPASEDEDDEDDEDDEDDDDDEEDDSEEEAMETTPAKGKKAAKW 
PVKAKNVAEDEDEEEDDEDEDDDDDEDDEDDDDEDDEEEEEEEEEEPVKEAPGKRKKEMAKQKAAPEAKKQKVEG 
TEPTTAFNLFVGNLNFNKSAPELKTGISDVFAKNDLAWDVRIGMTRKFGYVDFESAEDLEKALELTGLKVFGNE 
I KLEKP KGKD SKKERD ARTLL AKNLP YKVTQDELKE VFED AAE I RLVSKDGKSKG I AY I EFKTE AD AEKTFEEKQ 
GTEIDGRSISLYYTGEKGQNQDYRGGKNSTWSGESKTLVLSNLSYSATEETLQEVFEKATFIKVPQNQNGKSKGY 
AFIEFASFEDAKEALNSCNKREIEGRAIRLELQGPRGSPNARSQPSKTLFVKGLSEDTTEETLKESFDGSVRARI 
VTDRETGSSKGFGFVDFNSEEDAKEAMEDGEIDGNKVTLDWAKPKGEGGFGGRGGGRGGFGGRGGGRGGRGGFGG 
RGRGGFGGRGGFRGGRGGGGDHKPQGKKTKFE 
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CTCCCAAAGCAGAATTGCAGCTGCCGCCGCCGCCACCTCCAGGCCACTATGGCGCCTGGGGCTGCCCAGGAGCTT 
CAGGCCAAGXXGGCAGAGAXCGGAGCTCCGAXCCAGGGXAAXCGCGAGGAGCXGGXGGAGCGGCXGCAGAGCXAC 
ACCCGCCAGACTGGCATCGTGCTGAATCGGCCGGTTJTGAGAGGGGAAGATGGGGACAAAGCCGCTCCACCTCCC 
ATGTCGGCACAGCTCCCTGGAATTCCCATGCCACCACCACCTTTGGGACTCCCCCCTCTGCAGCCTCCTCCGCCA 
CCCCCACCACCTCCACCAGGCCTTGGCCTTGGCTTTCCTATGGCCCACCCACCAAATTTGGGGCCCCCGCCTCCT 
CTCCGTGTGGGTGAGCCAGTGGCACTGTCAGAGGAGGAGCGGCTGAAGTTGGCTCAGCAGCAGGCGGCATTGCTG 
ATGCAGCAGGAGGAGCGTGCCAAGCAGCAGGGAGATCATTCGCTGAAGGAACATGAGCTCTTGGAGCAGCAGAAG 
CGGGCAGCTGTGTTACTGGAGCAGGAACGACAGCAGGAGATTGCCAAGATGGGCACCCCAGTCCCTCGGCCCCCA 
CAAGACATGGGCCAGATTGGTGTGCGCACTCCTCTGGGTCCTCGAGTAGCTGCTCCAGTGGGCCCAGTGGGCCCC 
ACTCCTACAGTTTTGCCCATGGGAGCCCCTGTTCCCCGGCCTC.GTGGTCCCCCACCGCCCCCTGGAGATGAGAAC 
AGAGAGATGGATGACCCCTCTGTGGGCCCCAAGATCCCCCAGGCTTTGGAGAAGATCCTGCAGCTGAAGGAGAGC 
CGCCAGGAAGAGATGAATTCTCAGCAGGAGGAAGAGGAAATGGAAACAGATGCTCGCTCGTCCCTGGGCCAGTCA 
GCGTCAGAGACTGAGGAGGACACAGTGTCCGTATCTAAAAAGGAGAAAAACCGGAAGCGTAGGAACCGAAAGAAG 
AAGAAAAAGCCCCAGCGGGTGCGAGGGGTGTCCTCTGAGAGCTCTGGGGACCGGGAGAAAGACTCAACCCGGTCC 
CGTGGCTCTGATTCCCCAGCAGCTGATGTTGAGATTGAGTATGTGACTGAAGAACCTGAAATTTACGAGCCCAAC 
TTTATCTTCTTTAAGAGGATCTTTGAGGCTTTTAAGCTCACTGATGATGTGAAGAAGGAGAAAGAGAAAGAGCCA 
GAGAAACTTGACAAACTGGAGAACTCTGCAGCCCCCAAGAAGAAGGGATTTGAAGAGGAGCACAAGGACAGTGAT 
GATGACAGCAGTGATGACGAGCAGGAAAAGAAGCCAGAAGCCCCCAAGCTGTCCAAGAAGAAGTTGCGCCGAATG 
AACCGCTTCACTGTGGCTGAACTCAAGCAGCTGGTGGCTCGGCCCGATGTCGTGGAGATGCACGATGTGACAGCG 
CAGGACCCTAAGCTCTTGGTTCACCTCAAGGCCACTCGGAACTCTGTGCCTGTGCCACGCCACTGGTGTTTTAAG 
CGCAAATACCTGCAGGGCAAACGGGGCATTGAGAAGCCCCCCTTCGAGCTGCCAGACTXCATCAAACGCACAGGC 
ATCCAGGAGATGCGAGAGGCCCTGCAGGAGAAGGAAGAACAGAAGACCATGAAGTCAAAAATGCGAGAGAAAGTT 
CGGCCTAAGATGGGCAAAATTGACATCGACTACCAGAAACTGCATGATGCCTTCTTCAAGTGGCAGACCAAGCCA 
AAGCTGACCATCCATGGGGACCTGTACTATGAGGGGAAGGAGTTCGAGACACGACTGAAGGAGAAGAAGCCAGGA 
GATCTGTCTGATGAGCTAAGGATTTCCTTGGGGATGCCAGTAGGACCAAATGCCCACAAGGTCCCTCCCCCATGG 
CTGATTGCCATGCAGCGATATGGACCACCCCCATCGTATCCCAACCTGAAAATCCCTGGGCTGAACTCGCCCATC 
CCTGAGAGCTGTTCCTXTGGGTACCATGCTGGTGGCTGGGGCAAACCTCCAGTGGATGAGACTGGGAAACCGCTC 
TATGGGGACGXGTTTGGAACCAATGCTGCTGAATTTCAGACCAAGACTGAGGAAGAAGAGATTGATCGGACCCCT 
TGGGGGGAACTGGAACCATCTGATGAAGAATCCTCAGAAGAAGAGGAAGAGGAAGAAAGTGATGAAGACAAACCA 
GATGAGACAGGCTTTATTACCCCTGCAGACAGTGGCCTTATCACTCCTGGAGGCTTTTCATCAGTGCCTGCTGGA 
AXGGAGACCCCTGAACTCATTGAGCTGAGGAAGAAGAAGATTGAGGAGGCGATGGACGGAAGTGA'GACACCTCAG 
CXCXXCACXGXGTXGCCAGAGAAGAGAACAGCCACXGXXGGAGGGGCCAXGAXGGGATCAACCCACAXXTAXGAC 
AXGXCCACGGTTAXGAGCCGGAAGGGCCCGGCXCCXGAGCXGCAAGGTGXGGAAGXGGCGCXGGCGCCXGAAGAG 
XXGGAGCXGGAXCCXAXGGCCAXGACCCAGAAGXAXGAGGAGCAXGXGCGGGAGCAGCAGGCXCAAGXAGAGAAG 
GAGGACXXCAGXGACAXGGXGGCXGAGCACGCXGCCAAACAGAAGCAAAAAAAACGGAAAGCXCAGCCCCAGGAC 
AGCCGTGGGGGCAGCAAGAAAXAXAAGGAGTXCAAGXXXTAGGXCCCCXCACACXAGCCCXXXXXXTGGCCCXAC 
GXCXGGAXGCCXGGGCIXCACACAAGAACCACCXCXCCCGCAGTXCCCAAGGACXXGXCAXXXCAXGXXCXXAXX 
XXAGACCXGTXTXGTAAAXAAAGCXGXXTCCCAAGGAAAGAGAXGAAAAAAAAAAAAAAAAAAA 
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FIGURE 64 

MAPGAAQELQAKLAEIGAPIQGNREELVERLQSYTRQTGIVLNRPVLRGEDGDKAAPPPMSAQLPGIPMPPPPLG 
LPPLQPPPPPPPPPPGLGLGFPMAKPPNLGPPPPLRVGEPVALSEEERLKLAQQQAALLMQQEERAKQQGDHSLK 
EHELLEQQKRAAVLLEQERQQEIAKMGTPVPRPPQDMGQIGVRTPLGPRVAAPVGPVGPTPTVLPMGAPVPRPRG 
PPPPPGDENREMDDPSVGPKIPQALEKILQLKESRQEEMNSQQEEEEMETDARSSLGQSASETEEDTVSVSKKEK 
NRKRRNRKKKKKPQRVRGVSSESSGDREKDSTRSRGSDSPAADVEIEYVTEEPEIYEPNFIFFKRIFEAFKLTDD 
VKKEKEKEPEKLDKLENSAAPKKKGFEEEHKDSDDDSSDDEQEKKPEAPKLSKKKLRRMNRFTVAELKQLVARPD 
VVEMHDVTAQDPKLLVHLKATRNSVPVPRHWCFKRKYLQGKRGIEKPPFELPDFIKRTGIQEMREALQEKEEQKT 
MKSPCMREKVRPKMGKIDIDYQKLHDAFFKWQTKPKLTIHGDLYYEGKEFETRLKEKKPGDLSDELRISLGMPVGP 
NAHKVPPPWLIAMQRYGPPPSYPNLKIPGLNSPIPESCSFGYHAGGWGKPPVDETGKPLYGDVFGTNAAEFQTKT 
EEEEIDRTPWGELEPSDEESSEEEEEEESDEDKPDETGFITPADSGLITPGGFSSVPAGMETPELIELRKKKIEE 
AMDGSETPQLFTVLPEKRTATVGGAMMGSTHIYDMSTVMSRKGPAPELQGVEVALAPEELELDPMAMTQKYEEHV 
REQQAQ VEKE DF S DMVAEH AAKQKQKKRKAQ PQDSRGGS KKYKEFKF 
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FIGURE 65 

CGAAAAAAGAGGGGAAGAGTATTAAAGACCATTTCTGGCTGGGCAGGGCACTCTCAGCAGCTCAACTGCCCAGCG 
TGACCAGTGGCCACCTCTGCAGTGTCTTCCACAACCTGGTCTTGACTCGTCTGCTGAACAAATCCTCTGACCTCA 
GGCCGGCTGTGAACGTAGTTCCTGAGAGATAGCAAAC ATGC CCAACAGTGAGCCCGCATCTCTGCTGGAGCTGTT 
CAACAGCATCGCCACACAAGGGGAGCTCGTAAGGTCCCTCAAAGCGGGAAATGCGTCAAAGGATGAAATTGATTC 
TGCAGTAAAGATGTTGGTGTCATTAAAAATGAGCTACAAAGCTGCCGCGGGGGAGGATTACAAGGCTGACTGTCC 
XCCAGGGAACCCAGCACCTACCAGTAATCATGGCCCAGATGCCACAGAAGCTGAAGAGGATTTTGTGGACCCATG 
GACAGTACAGACAAGCAGTGCAAAAGGCATAGACTACGATAAGCTCATTGTTCGGTTTGGAAGTAGTAAAATTGA 
CAAAGAGCTAATAAACCGAATAGAGAGAGCCACCGGCCAAAGACCACACCACTTCCTGCGCAGAGGCATCTTCTT 
CTCACACAGAGATATGAATCAGGTTCTTGATGCCTATGAAAATAAGAAGCCATTTTATCTGTACACGGGCCGGGG 
CCCCTCTTCTGAAGCAATGCATGTAGGTCACCTCATTCCATTTATTTTCACAAAGTGGCTCCAGGATGTATTTAA 
CGTGCCCTTGGTCATCCAGATGACGGATGACGAGAAGTATCXGTGGAAGGACCTGACCCTGGACCAGGCCTATGG 
CGATGCTGTTGAGAATGCCAAGGACATCATCGCCTGTGGCTTTGACATCAACAAGACTTTCATATTCTCTGACCT 
GGACTACATGGGGATGAGCTCAGGTTTCTACAAAAATGTGGTGAAGATTCAAAAGCATGTTACCTTCAACCAAGT 
GAAAGGCATTTTCGGCTTCACTGACAGCGACTGCATTGGGAAGATCAGTTTTCCTGCCATCCAGGCTGCTCCCTC 
CTTCAGCAACTCATTCCCACAGATCTTCCGAGACAGGACGGATATCCAGTGCCTTATCCCATGTGCCATTGACCA 
GGATCCTTACTTTAGAATGACAAGGGACGTCGCCCCCAGGATCGGCTATCCTAAACCAGCCCTGTTGCACTCCAC 
CTTCTTCCCAGCCCTGCAGGGCGCCCAGACCAAAATGAGTGCCAGCGACCCAAACTCCTCCATCTTCCTCACCGA 
CACGGCCAAGCAGATCAAAACCAAGGTCAATAAGCATGCGTTTTCXGGAGGGAGAGACACCATCGAGGAGCACAG 
GCAGTTTGGGGGCAACTGTGATGTGGACGTGTCTTTCATGTACCTGACCTTCTTCCTCGAGGACGACGACAAGCT 
CGAGCAGATCAGGAAGGATTACACCAGCGGAGCCATGCTCACCGGTGAGCTCAAGAAGGCACTCATAGAGGTTCT 
GCAGCCCTTGATCGCAGAGCACCAGGCCCGGCGCAAGGAGGTCACGGATGAGATAGTGAAAGAGTTCATGACTCC 
CCGGAAGCTGTCCTTCGACTTTCAG TAGC ACTCGTTTTACATATGCTTATAAAAGAAGTGATGTATCAGTAATGT 
ATCAATAATCCCAGCCCAGTCAAAGCACCGCCACCTGTAGGCTTCTGTCTCATGGTAATTACTGGGCCTGGCCTC 
TGTAAGCCTGTGTATGTTATCAATACTGTTTCTTCCTGTGAGTTCCATTATTTCTATCTCTTATGGGCAAAGCAT 
TGTGGGTAATTGGTGCTGGCTAACATTGCATGGTCGGATAGAGAAGTCCAGCTGTGAGTCTCTCCCCAAAGCAGC 
CCCACAGTGGAGCCTTCGGCTGGAAGTCCATGGGCCACCCTGTTCTTGTCCATGGAGGACTTCCGAGGGTTCCAA 
1 GTATACTCTTAAGACCCACTCTGTTTAAAAATATATATTCTATGTATGCGTATATGGAATTGAAATGTCATTATT 
GTAACCTAGAAAGTGCTTTGAAATATTGATGTGGGGAGGTTTATTGAGCACAAGATGTATTTCAGCCCATGCCCC 
CTCCCAAAAAGAAATTGATAAGTAAAAGCTTCGTTATACATTTGACTAAGAAATCACCCAGCTTTAAAGCTGCTT 
TTAACAATGAAGATTGAACAGAGTTCAGCAATTTTGATTAAATTAAGACTTGGGGGTGAAACTTTCCAGTTTACT 
GAACTCCAGACCATGCATGTAGTCCACTCCAGAAATCATGCTCGCTTCCCTTGGCACACCAGTGTTCTCCTGCCA 
AATGACCCTAGACCCTCTGTCCTGCAGAGTCAGGGTGGCTTTTCCCCTGACTGTGTCCGATGCCAAGGAGTCCTG 
GCCTCCGCAGATGCTTCATTTTGACCCTTGGCTGCAGTGGAAGTCAGCACAGAGCAGTGCCCTGGCTGTGTCCTG 
GACGGGTGGACTTAGCTAGGGAGAAAGTCGAGGCAGCAGCCCTCGAGGCCCTCACAGATGTCTAGGCAGGCCTCA 
TTTCATCACGCAGCATGTGCAGGCCTGGAAGAGCAAAGCCAAATCTCAGGGAAGTCCTTGGTTGATGTATCTGGG 
TCTCCTCTGGAGCACTCTGCCCTCCTGTCACCCAGTAGAGTAAATAAACTTCCTTGGCTCCTAAAAAA 
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FIGURE 66 

MPNSEPASLLELFNSIATQGELVRSLKAGNASKDEIDSAVKMLVSLKMSYKAAAGEDYKADCPPGNPAPTSNHGP 
DATEAEEDFVDPWTVQTSSAKGIDYDKLIVRFGSSKIDKELINRIERATGQRPHHFLRRGIFFSHRDMNQVLDAY 
ENKKPFYLYTGRGPSSEAMHVGHLIPFIFTKWLQDVFNVPLVIQMTDDEKYLWKDLTLDQAYGDAVENAKDIIAC 
GFDINKTFIFSDLDYMGMSSGFYKNWKIQKHVTFNQVKGIFGFTDSDCIGKISFPAIQAAPSFSNSFPQIFRDR 
TDIQCLIPCAIDQDPYFRMTRDVAPRIGYPKPALLHSTFFPALQGAQTKMSASDPNSSIFLTDTAKQIKTKVNKH 
AFSGGRDTIEEHRQFGGNCDVDVSFMYLTFFLEDDDKLEQIRKDYTSGAMLTGELKKALIEVLQPLIAEHQARRK 
EVTDEIVKEFMTPRKLSFDFQ 
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FIGURE 67 

GCGGAGCGTGTGAGCAGTACTGCGGCCTCCTCTCCTCTCCTAACCTCGCTCTCGCGGCCTACCTTTACCCGCCCG 

CCTGCTCGGCGACCAGCGGGGATCCTCCCCCAGCCGCAAGTCCACGAAGAAAGCAACGAATGAAAATTATGAAGA 

CAACGAGAAGTCAGACTCCTCCGGGTCGCGCTCCAGCTGCTTCGGCTTCGTCGCCTACTCTGTGAACTCCGGGGA 

GAGATCTCGAGTCAAGATTAAGACCTTAACCCACCAACCTGCCTGTTCGGACACCCCCCGGGCCGGCCGCTGTCT 

GTCCCCTTCTCCATCGCCCTCTCCCAGAAAGCTCCGGTGCTTGGACCAGCTAGAGTCTGAGAAAGAGGAGAGGCG 

CGAACGCCACTCCAAAAAGAGAAGGGTTAAAGAGGGCAACCCTAACGATACGCTTGACTTTCTGTGGCTGGGAAC 

ACCTTCCACC ATGA CCACCTCAGCAAGTTCCCACTTAAATAAAGGCATCAAGCAGGTGTACATGTCCCTGCCTCA 

GGGTGAGAAAGTCCAGGCCATGTATATCTGGATCGATGGTACTGGAGAAGGACTGCGCTGCAAGACCCGGACCCT 

GGACAGTGAGCCCAAGTGTGTGGAAGAGTTGCCTGAGTGGAATTTCGATGGCTCCAGTACTTTACAGTCTGAGGG 

TTCCAACAGTGACATGTATCTCGTGCCTGCTGCCATGTTTCGGGACCCCTTCCGTAAGGACCCTAACAAGCTGGT 

GTTATGTGAAGTTTTCAAGTACAATCGAAGGCCTGCAGAGACCAATTTGAGGCACACCTGTAAACGGATAATGGA 

CATGGTGAGCAACCAGCACCCCTGGTTTGGCAXGGAGCAGGAGTATACCCTCATGGGGACAGATGGGCACCCCTT 

TGGTTGGCCTTCCAACGGCTTCCCAGGGCCCCAGGGTCCATATTACTGTGGTGTGGGAGCAGACAGAGCCTATGG 

CAGGGACATCGTGGAGGCCCATTACCGGGCCTGCTTGTATGCTGGAGTCAAGATTGCGGGGACTAATGCCGAGGT 

CATGCCTGCCCAGTGGGAATTTCAGATTGGACCTTGTGAAGGAATCAGCATGGGAGATCATCTCTGGGTGGCCCG 

TTTCATCTTGCATCGTGTGTGTGAAGACTTTGGAGTGATAGCAACCTTTGATCCXAAGCCCATTCCTGGGAACTG 

GAATGGTGCAGGCTGCCATACCAACTTCAGCACCAAGGCCATGCGGGAGGAGAATGGTCTGAAGTACATCGAGGA 

GGCCATTGAGAAACTAAGCAAGCGGCACCAGTACCACATCCGTGCCTATGATCCCAAGGGAGGCCTGGACAATGC 

CCGACGTCTAACTGGATTCCATGAAACCTCCAACATCAACGACTTTTCTGCTGGTGTAGCCAATCGTAGCGCCAG 

CATACGCATTCCCCGGACTGTTGGCCAGGAGAAGAAGGGTTACTTTGAAGATCGTCGCCCCTCTGCCAACTGCGA 

CCCCTTTTCGGTGACAGAAGCCCTCATCCGCACGTGTCTTCTCAATGAAACCGGCGATGAGCCCTTCCAGTACAA 

AAAT TAAG TGGACTAGACCTCCAGCTGTTGAGCCCCTCCTAGTTCTTCATCCCACTCCAACTCTTCCCCCTCTCC 

CAGTTGTCCCGATTGTAACTCAAAGGGTGGAATATCAAGGTCGTTTTTTTCATTCCATGTGCCCAGTTAATCTTG 

CTTTCTTTGTTTGGCTGGGATAGAGGGGTCAAGTTATTAATTTCTTCACACCTACCCTCCTTTTTTTCCCTATCA 

CTGAAGCTTTTTAGTGCATTAGTGGGGAGGAGGGTGGGGAGACATAACCACTGCTTCCATTTAATGGGGTGCACC 

TGTCCAATAGGCGTAGCTATCCGGACAGAGCACGTTTGCAGAAGGGGGACTCTTCTTCCAGGTAGCTGAAAGGGG 

AAGACCTGACGTACTCTGGTTAGGTTAGGACTTGCCCTCGTGGTGGAAACTTTTCTTAAAAAGTTATAACCAACT 

TTTCTATTAAAAGTGGGAATTAGGAGAGAAGGTAGGGGTTGGGAATCAGAGAGAATGGCTTTGGTCTCTTGCTTG 

TGGGACTAGCCTGGCTTGGGACTAAATGCCCTGCTCTGAACACGAAGCTTAGTATAAACTGATGGATATCCCTAC 

CTTGAAAGAAGAAAAGGTTCTTACTGCTTGGTCCTTGATTTATCACACAAAGCAGAATAGTATTTXTATATTTAA 

ATGTAAAGACAAAAAACTATATGTATGGTTTTGTGGATTATGTGTGTTTTGCTAAAGGAAAAAACCATCCAGGTC 

ACGGGGCACCAAATTTGAGACAAATAGTCGGATTAGAAATAAAGCATCTCATTTTGAGTAGAGAGCAAGGGAAGT 

GGTTCTTAGATGGTGATCTGGGATTAGGCCCTCAAGACCCTTTTGGGTTTCTGCCCTGCCCACCCTCTGGAGAAG 

GTGGGCACTGGATTAGTTAACAGACGACACGTTACTAGCAGTCACTTGATCTCCGTGGCTTTGGTTTAAAAGACA 

CACTTGTCCACATAGGTTTAGAGATAAGAGTTGGCTGTTCAACTTGAGCATGTTACTGACAGAGGGGGTATTGGG 

GTTATTTTCTGGTAGGAATAGCATGTCACTAAAGCAGGCCTTTTGATATTAAATTTTTTAAAAAGCAAAATTATA 

GAAGTTTAGATTTTAATCAAATTTGTAGGGTTTCTAGGTAATTTTTACAGAATTGCTTGTTTGCTTCAACTGTCT 

CCTACCTCTGCTCTTGGAGGAGATGGGGACAGGGCTGGAGTCAAAACACTTGTAATTTTGTATCTTGATGTCTTT 

GTTAAGACTGCTGAAGAATTATTTTTTTTCTTTTATAATAAGGAATAAACCCCACCTTTATTCCTTCATTTCATC 

TACCATTTTCTGGTTCTTGTGTTGGCTGTGGCAGGCCAGCTGTGGTTTTCTTTTGCCATGACAACTTCTAATTGC 

CATGTACAGTATGTTCAAAGTCAAATAACTCCTCATTGTAAACAAACTGTGTAACTGCCCAAAGCAGCACTTATA 

AATC AGC C TAAC AT AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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MTTSASSHLNKGIKQVYMSLPQGEKVQAMYIWIDGTGEGLRCKTRTLDSEPKCVEELPEWNFDGSSTLQSEGSNS 
DMYLVPAAMFRDPFRKDPNKLVLCEVFKYNR^ 

SNGFPGPQGPYYCGVGADRAYGRDIVEAHYRACLYAGVKIAGTNAEVMPAQWEFQIGPCEGISMGDHLWVARFIL 
HRVCEDFGVIATFDPKPIPGNWNGAGCHTNFSTKAMREENGLKYIEEAIEKLSKRHQYHIRAYDPKGGLDNARRL 
TGFHETSNINDFSAGVANRSASIRIPRTVGQEKKGYFEDRRPSANCDPFSVTEALIRTCLLNETGDEPFQYKN 
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FIGURE 69 

TGCTGCAGCCGCTGCCGCCGATTCCGGATCTCATTGCCACGCGCCCCCGACGACCGCCCGACGTGCATTCCCGAT 

TCCTTTTGGTTCCAAGTCCAATATGGCAACTCTAAAGGATCAGCTGATTTATAATCTTCTAAAGGAAGAACAGAC 

CCCCCAGAATAAGATTACAGTTGTTGGGGTTGGTGCTGTTGGCATGGCCTGTGCCATCAGTATCTTAATGAAGGA 

CTTGGCAGATGAACTTGCTCTTGTTGATGTCATCGAAGACAAATTGAAGGGAGAGATGATGGATCTCCAACATGG 

CAGCCTTTTCCTTAGAACACCAAAGATTGTCTCTGGCAAAGACTATAATGTAACTGCAAACTCCAAGCTGGTCAT 

TATCACGGCTGGGGCACGTCAGCAAGAGGGAGAAAGCCGTCTTAATTTGGTCCAGCGTAACGTGAACATATTTAA 

ATTCATCATTCCTAATGTTGTAAAATACAGCCCGAACTGCAAGTTGCTTATTGTTTCAAATCCAGTGGATATCTT 

GACCTACGTGGCTTGGAAGATAAGTGGTTTTCCCAAAAACCGTGTTATTGGAAGTGGTTGCAATCTGGATTCAGC 

CCGATTCCGTTACCTGATGGGGGAAAGGCTGGGAGTTCACCCATTAAGCTGTCATGGGTGGGTCCTTGGGGAACA 

TGGAGATTCCAGTGTGCCTGTATGGAGTGGAATGAATGTTGCTGGTGTCTCTCTGAAGACTCTGCACCCAGATTT 

AGGGACTGATAAAGATAAGGAACAGTGGAAAGAGGTTCACAAGCAGGTGGTTGAGAGTGCTTATGAGGTGATCAA 

ACTCAAAGGCTACACATCCTGGGCTATTGGACTCTCTGTAGCAGATTTGGCAGAGAGTATAATGAAGAATCTTAG 

GCGGGTGCACCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAGGATGATGTCTTCCTTAGTGTTCCTTG 

CATTTTGGGACAGAATGGAATCTCAGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAA 

GAGTGCAGATACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGTCATATCATTTCACTGT 

CTAGGCTACAACAGGATTCTAGGTGGAGGTTGTGCATGTTGTCCTTTTTATCTGATCTGTGATTAAAGCAGTAAT 

ATTTTAAGATGGACTGGGAAAAACATCAACTCCTGAAGTTAGAAATAAGAATGGTTTGTAAAATCCACAGCTATA 

TCCTGATGCTGGATGGTATTAATCTTGTGTAGTCTTCAACTGGTTAGTGTGAAATAGTTCTGCCACCTCTGACGC 

ACCACTGCC71ATGCXGTACGTACTGCATTTGCCCCTTGAGCCAGGTGGATGTTTACCGTGTGTTATATAACTTCC 

TGGCTCCTTCACTGAACATGCCTAGTCCAACATTTTTTCCCAGTGAGTCACATCCTGGGATCCAGTGTATAAATC 

CAATATCATGTCTTGTGCATAATTCTTCCAAAGGATCTTATTTTGTGAACTATATCAGTAGTGTACATTACCATA 

TAATGTAAAAAGATCTACATACAAACAATGCAACCAACTATCCAAGTGTTATACCAACTAAAACCCCCAATAAAC 

CTTGAACAGTG 
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FIGURE 70 

MATLKDQLIYNLLKEEQTPQNKITWGVGAVGMACAISILMKDLADELALVDVIEDKLKGEMMDLQHGSLFLRTP 
KIVSGKDYNVTANSKLVIITAGARQQEGESRLNLVQRNVNIFKFIIPNVVKYSPNCKLLIVSNPVDILTYVAWKI 
SGFPKNRVIGSGCNLDSARFRYLMGERLGVHPLSCHGWVLGEHGDSSVPVWSGMNVAGVSLKTLHPDLGTDKDKE 
QWKEVHKQWESAYEVIKLKGYTSWAIGLSVADLAESIMKNLRRVHPVSTMIKGLYGIKDDVFLSVPCILGQNGI 
SDLVKVTLTSEEEARLKKSADTLWGIQKELQF 
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FIGURE 71 

CCGCAGCGCCGGAGTCAAACGGTTCCCGGCCCAGTCCCGTCCTGCAGCAGTCTGCCTCCTCTTTCAACATGACAG 
ATGCCGCTGTGTCCTTCGCCAAGGACTTCCTGGCAGGTGGAGTGGCCGCAGCCATCTCCAAGACGGCGGTAGCGC 
CCATCGAGCGGGTCAAGCTGCTGCTGCAGGTGCAGCATGCCAGCAAGCAGATCACTGCAGATAAGCAATACAAAG 
GCATTATAGACTGCGTGGTCCGTATTCCCAAGGAGCAGGGAGTTCTGTCCTTCTGGCGCGGTAACCTGGCCAATG 
TCATCAGATACTTCCCCACCCAGGCTCTTAACTTCGCCTTCAAAGATAAATACAAGCAGATCTTCCTGGGTGGTG 
TGGACAAGAGAACCCAGTTTTGGCGCTACTTTGCAGGGAATCTGGCATCGGGTGGTGCCGCAGGGGCCACATCCC 
TGTGTTTTGTGTACCCTCTTGATTTTGCCCGTACCCGTCTAGCAGCTGATGTGGGTAAAGCTGGAGCTGAAAGGG 
AATTCCGAGGCCTCGGTGACTGCCTGGTTAAGATCTACAAATCTGATGGGATTAAGGGCCTGTACCAAGGCTTTA 
ACGTGTCTGTGCAGGGTATTATCATCTACCGAGCCGCCTACTTCGGTAXCTATGACACTGCAAAGGGAATGCTTC 
CGGATCCCAAGAACACTCACATCGTCATCAGCTGGATGATCGCACAGACTGTCACTGCTGTTGCCGGGTTGACTT 
CCTATCCATTTGACACCGTTCGCCGCCGCATGATGATGCAGTCAGGGCGCAAAGGAACTGACATCATGTACACAG 
GCACGCTTGACTGCTGGCGGAAGATTGCTCGTGATGAAGGAGGCAAAGCTTTTTTCAAGGGTGCATGGTCCAATG 
TTCTCAGAGGCATGGGTGGTGCTTTTGTGCTTGTCTTGTATGATGAAATCAAGAAGTACACATAMTTATTTCCT 
AGGATTTTTCCCCCTGTGAACAGGCATGTTGTATTCTATAACACAATCTTGAGCATTCTTGACAGACTCCTGGCT 
GTCAGTTTCTCAGTGGCAACTACTTTACTGGTTGAAAATGGGAAGCAATAATATTCATCTGACCAGTTTTCCTCT 
AAAGCCATTTCCATGATGATGATGATGGGACTCAATTGTATTTTTTATTTCAGTCACTCCTGATAAATAACAAAT 
T TG G AG AAAT AAAAAT AT C T AAAAT 
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FIGURE 72 

MTDAAVSFAKDFLAGGVAAAISKTAVAPIERVKLLLQVQHASKQITADKQYKGIIDCWRIPKEQGVLSFWRGNL 
ANVIRYFPTQALNFAFKDKYKQIFLGGVDKRTQFWRYFAGNLASGGAAGATSLCFVYPLDFARTRLAADVGKAGA 
EREFRGLGDCLVKIYKSDGIKGLYQGFNVSVQGIIIYRAAYFGIYDTAKGMLPDPKNTHIVISWMIAQTVTAVAG 
LTSYPFDTVRRRMMMQSGRKGTDIMYTGTLDCWRKIARDEGGKAFFKGAWSNVLRGMGGAFVLVLYDEIKKYT 



REPLACEMENT SHEET 



78/2682 

FIGURE 73 

AGXAXGXGXGGXXGGGGAAXXCAXGXGGAGGXCAGAGXGGAAGCAGGXGTGAGAGGGXCCAGCAGAAGGAAACAT 
GGCTGCCAAAGTGTTTGAGTCCATTGGCAAGTTTGGCCTGGCCTTAGCTGTTGCAGGAGGCGTGGTGAACTCTGC 
CTTATATAATGTGGATGCTGGGCACAGAGCTGTCATCTTTGACCGATTCCGTGGAGTGCAGGACATTGTGGTAGG 
GGAAGGGACTCATTTTCTCATCCCGTGGGTACAGAAACCAATTATCTTTGACTGCCGTTCTCGACCACGTAATGT 
GCCAGTCATCACTGGTAGCAAAGATTTACAGAATGTCAACATCACACTGCGCATCCTCTTCCGGCCTGTCGCCAG 
CCAGCTTCCTCGCATCTTCACCAGCATCGGAGAGGACTATGATGAGCGTGTGCTGCCGTCCATCACAACTGAGAT 
CCTCAAGTCAGTGGXGGCTCGCTTTGATGCTGGAGAACTAATCACCCAGAGAGAGCTGGTCTCCAGGCAGGTGAG 
CGACGACCTTACAGAGCGAGCCGCCACCTTTGGGCTCATCCTGGATGACGTGTCCTTGACACATCTGACCTTCGG 
GAAGGAGTTCACAGAAGCGGTGGAAGCCAAACAGGTGGCTCAGCAGGAAGCAGAGAGGGCCAGATTTGTGGTGGA 
AAAGGCTGAGCAACAGAAAAAGGCGGCCATCATCTCTGCTGAGGGCGACTCCAAGGCAGCTGAGCTGATTGCCAA 
CTCACTGGCCACTGCAGGGGAXGGCCTGATCGAGCTGCGCAAGCTGGAAGCTGCAGAGGACATCGCGTACCAGCT 
CTCACGCTCTCGGAACATCACCTACCTGCCAGCGGGGCAGTCCGTGCTCCTCCAGCTGCCCCAGTGAjSGGCCCAC 
CCTGCCTGCACCTCCGCGGGCTGACTGGGCCACAGCCCCGATGATTCTTAACACAGCCTTCCTTCTGCTCCCACC 
CCAGAAATCACTGTGAAATTTCATGATTGGCTTAAAGTGAAGGAAATAAAGGTAAAATCACTTCAGATCTCTAAT 
TAGTCTATCAAATGAAACTCTTTCATTCTTCTCACATCCATCXACTTTTTTATCCACCTCCCTACCAAAAATTGC 
CAAGTGCCTATGCAAACCAGCTTTAGGTCCCAATTCGGGGCCTGCTGGAGTTCCGGCCTGGGCACCAGCATTTGG 
CAGCACGCAGGCGGGGCAGTATGTGATGGACTGGGGAGCACAGGTGTCTGCCTAGATCCACGTGTGGCCTCCGTC 
CTGTCACTGATGGAAGGTTTGCGGATGAGGGCATGTGCGGCTGAACTGAGAAGGCAGGCCTCCGTCTTCCCAGCG 
GTTCCTGTGCAGATGCTGCTGAAGAGAGGTGCCGGGGAGGGGCAGAGAGGAAGTGGTCTGTCTGTTACCATAAGT 
CTGATTCTCTTTAACTGTGTGACCAGCGGAAACAGGTGTGTGTGAACTGGGCACAGATTGAAGAATCTGCCCCTG 
TTGAGGTGGGTGGGCCTGACTGTTGCCCCCCAGGGTCCTAAAACTTGGATGGACXTGTATAGTGAGAGAGGAGGC 
CXGGACCGAGAXGTGAGXCCXGXXGAAGACXXCCXCXCXACCCCCCACCXXGGXCCCXCXCAGAXACCCAGXGGA 
AXXCCAACXXGAAGGAXXGCATCCXGCXGGGGCXGAACAXGCCXGCCAAAGACGXGXCCGACCXACGXXCCXGGC 
CCCCXCGXXCAGAGACXGCCCXXCXCACGGGCXCXAXGCCXGCACXGGGAAGGAAACAAAXGXGXAXAAACXGCX 
GXCAAXAAAXGACACCCAGACCXXCC 
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FIGURE 74 

MAAKVFESIGKFGLALAVAGGVVNSALYNVDAGHRAVIFDRFRGVQDIWGEGTHFLIPWVQKPIIFDCRSRPRN 
VPVITGSKDLQNVNITLRILFRPVASQLPRIFTSIGEDYDERVLPSITTEILKSWARFDAGELITQRELVSRQV 
SDDLTERAATFGLILDDVSLTHLTFGKEFTEAVEAKQVAQQEAERARFWEKAEQQKKAAIISAEGDSKAAELIA 
NSLATAGDGLIELRKLEAAEDIAYQLSRSRNITYLPAGQSVLLQLPQ 
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FIGURE 75 

GGCACGAGGGGAGCGCTTGTTTGCTGCCTCGTACTCCTCCATTTATCCGCCATQVTAAGTGCCAGCCGAGCTGCA 

GCAGCCCGTCTCGTGGGCGCCGCAGCCTCCCGGGGCCCTACGGCCGCCCGCCACCAGGATAGCTGGAATGGCCTT 

AGTCATGAGGCTTTTAGACTTGTTTCAAGGCGGGATTATGCATCAGAAGCAATCAAGGGAGCAGTTGTTGGTATT 

GATTTGGGTACTACCAACTCCTGCGTGGCAGTTATGGAAGGTAAACGAGCAAAGGTGCTGGAGAATGCCGAAGGT 

GCCAGAACCACCCCTTCAGTTGTGGCCTTTACAGCAGATGGTGAGCGACTTGTTGGAATGCCGGCCAAGCGACAG 

GCTGTCACCAACCCAAACAATACATTTTATGCTACCAAGCGTCTCATTGGCCGGCGATATGATGATCCTGAAGTA 

CAGAAAGACATTAAAAATGTTCCCTTTAAAATTGTCCGTGCCTCCAATGGTGATGCCTGGGTTGAGGCTCATGGG 

AAATTGTATTCTCCGAGTCAGATTGGAGCATTTGTGTTGATGAAGATGAAAGAGACTGCAGAAAATTACTTGGGG 

CGCACAGCAAAAAATGCTGTGATCACAGTCCCAGCTTATTTCAATGACTCGCAGAGACAGGCCACTAAAGATGCT 

GGCCAGATATCTGGACTGAATGTGCTTCGGGTGATTAATGAGCCCACAGCTGCTGCTCTTGCCTATGGTCTAGAC 

AAATCAGAAGACAAAGTCATTGCTGTATATGATTTAGGTGGTGGAACTTTTGATATTTCTATCCTGGAAATTCAG 

AAAGGAGTATTTGAGGTGAAATCCACAAATGGGGATACCTTCTTAGGTGGGGAAGACTTTGACCAGGCCTTGCTA 

CGGCACATTGTGAAGGAGTTCAAGAGAGAGACAGGGGTTGATTTGACTAAAGACAACATGGCACTTCAGAGGGTA 

CGGGAAGCTGCTGAAAAGGCTAAGTGTGAACTCTCCTCATCTGTGCAGACTGACATCAATTTGCCCTATCTTACA 

ATGGATTCTTCTGGACCCAAGCATTTGAATATGAAGTTGACCCGTGCTCAATTTGAAGGGATTGTCACTGATCTA 

ATCAGAAGGACTATCGCTCCATGCCAAAAAGCTATGCAAGATGCAGAAGTCAGCAAGAGTGACATAGGAGAAGTG 

ATTCTTGTGGGTGGCATGACTAGGATGCCCAAGGTTCAGCAGACTGTACAGGATCTTTTTGGCAGAGCCCCAAGT 

AAAGCTGTCAATCCTGATGAGGCTGTGGCCATTGGAGCTGCCATTCAGGGAGGTGTGTTGGCCGGCGATGTCACG 

GATGTGCTGCTCCTTGATGTCACTCCCCTGTCTCTGGGTATTGAAACTCTAGGAGGTGTCTTTACCAAACTTATT 

AATAGGAATACCACTATTCCAACCAAGAAGAGCCAGGTATTCTCTACTGCCGCTGATGGTCAAACGCAAGTGGAA 

ATTAAAGTGTGTCAGGGTGAAAGAGAGATGGCTGGAGACAACAAACTCCTTGGACAGTTTACTTTGATTGGAATT 

CCACCAGCCCCTCGTGGAGTTCCTCAGATTGAAGTTACATTTGACATTGATGCCAATGGGATAGTACATGTTTCT 

GCTAAAGATAAAGGCACAGGACGTGAGCAGCAGATTGTAATCCAGTCTTCTGGTGGATTAAGCAAAGATGATATT 

GAAAATATGGTTAAAAATGCAGAGAAATATGCTGAAGAAGACCGGCGAAAGAAGGAACGAGTTGAAGCAGTTAAT 

ATGGCTGAAGGAATCATTCACGACACAGAAACCAAGATGGAAGAATTCAAGGACCAATTACCTGCTGATGAGTGC 

AACAAGCTGAAAGAAGAGATTTCCAAAATGAGGGAGCTCCTGGCTAGAAAAGACAGCGAAACAGGAGAAAATATT 

AGACAGGCAGCATCCTCTCTTCAGCAGGCATCATTGAAGCTGTTCGAAATGGCATACAAAAAGATGGCATCTGAG 

CGAGAAGGCTCTGGAAGTTCTGGCACTGGGGAACAAAAGGAAGATCAAAAGGAGGAAAAACAGTAATAATAGCAG 

AAATTTTGAAGCCAGAAGGACAACATATGAAGCTTAGGAGTGAAGAGACTTCCTGAGCAGAAATGGGCGAACTTC 

AGTCTTTTTACTGTGTTTTTGCAGTATTCTATATATAATTTCCTTAATTTGTAAATTTAGTGACCATTAGCTAGT 

GATCATTTAATGGACAGTGATTCTAACAGTATAAAGTTCACAATATTCTATGTCCCTAGCCTGTCATTTTTCAGC 

TGCATGTAAAAGGAGGTAGGATGAATTGATCATTATAAAGATTTAACTATTTTATGCTGAAGTGACCATATTTTC 

AAGGGGTGAAACCATCTCGCACACAGCAATGAAGGTAGTCATCCATAGACTTGAAATGAGACCACATATGGGGAT 

GAGATCCTTCTAGTTAGCCTAGTACTGCTGTACTGGCCTGTATGTACATGGGGTCCTTCAACTGAGGCCTTGCAA- 

GTCAAGCTGGCTGTGCCATGTTTGTAGATGGGGCAGAGGAATCTAGAACAATGGGAAACTTAGCTATTTATATTA 

GGTACAGCTATTAAAACAAGGTAGGAATGAGGCTAGACCTTTAACTTCCCTAAGGCATACTTTTCTAGCTACCTT 

CTGCCCTGTGTCTGGCACCTACATCCTTGATGATTGTTCTCTTACCCATTCTGGAATTTTTTTTTTTTTTAAATA 

AATACAGAAAGCATCTTGAAAAAAAAAAAAAAAAAA 
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FIGURE 76 

MISASRAAAARLVGAAASRGPTAARHQDSWNGLSHEAFRLVSRRDYASEAIKGAWGIDLGTTNSCVAVMEGKRA 
KVLENAEGARTTPSWAFTADGERLVGMPAKRQAVTNPNNTFYATKRLIGRRYDDPEVQKDIKNVPFKIVRASNG 
DAWVEAHGKLYSPSQIGAFVLMKMKETAENYLGRTAKNAVITVPAYFNDSQRQATKDAGQISGLNVLRVINEPTA 
AALAYGLDKSEDKVI AVYDLGGGTFD I S I LE IQKGVFEVKSTNGDTFLGGEDFDQALLRH I VKEFKRETGVDLTK 
DNMALQRVREAAEKAKCELSSSVQTDINLPYLTMDSSGPKHLNMKLTRAQFEGIVTDLIRRTIAPCQKAMQDAEV 
SKSDIGEVILVGGMTRMPKVQQTVQDLFGRAPSKAVNPDEAVAIGAAIQGGVLAGDVTDVLLLDVTPLSLGIETL 
GGVFTKLINRNTTIPTKKSQVFSTAADGQTQVEIKVCQGEREMAGDNKLLGQFTLIGIPPAPRGVPQIEVTFDID 
ANGIVHVSAKDKGTGREQQIVIQSSGGLSKDDIENMVKNAEKYAEEDRRKKERVEAVNMAEGIIHDTETKMEEFK 
DQLPADECNKLKEEISKMRELLARKDSETGENIRQAASSLQQASLKLFEMAYKKMASEREGSGSSGTGEQKEDQK 
EEKQ 
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FIGURE 77 

GGCACGAGGGGAGCGCTTGTTTGCTGCCTCGTACTCCTCCATTTATCCGCCATQ^TAAGTGCCAGCCGAGCTGCA 

GCAGCCCGTCTCGTGGGCGCCGCAGCCTCCCGGGGCCCTACGGCCGCCCGCCACCAGGATAGCTGGAATGGCCTT 

AGTCATGAGGCTTTTAGACTTGTTTCAAGGCGGGATTATGCATCAGAAGCAATCAAGGGAGCAGTTGTTGGTATT 

GATTTGGGTACTACCAACTCCTGCGTGGCAGTTATGGAAGGTAAACGAGCAAAGGTGCTGGAGAATGCCGAAGGT 

GCCAGAACCACCCCTTCAGTTGTGGCCTTTACAGCAGATGGTGAGCGACTTGTTGGAATGCCGGCCAAGCGACAG 

GCTGTCACCAACCCAAACAATACATTTTATGCTACCAAGCGTCTCATTGGCCGGCGATATGATGATCCTGAAGTA 

CAGAAAGACATTAAAAATGTTCCCTTTAAAATTGTCCGTGCCTCCAATGGTGATGCCTGGGTTGAGGCTCATGGG 

AAATTGTATTCTCCGAGTCAGATTGGAGCATTTGTGTTGATG7VAGATGAAAGAGACTGCAGAAAATTACTTGGGG 

CGCACAGCAAAAAATGCTGTGATCACAGTCCCAGCTTATTTCAATGACTCGCAGAGACAGGCCACTAAAGATGCT 

GGCCAGATATCTGGACTGAATGTGCTTCGGGTGATTAATGAGCCCACAGCTGCTGCTCTTGCCTATGGTCTAGAC 

AAATCAGAAGACAAAGTCATTGCTGTATATGATTTAGGTGGTGGAACTTTTGATATTTCTATCCTGGAAATTCAG 

AAAGGAGTATTTGAGGTGAAATCCACAAATGGGGATACCTTCTTAGGTGGGGAAGACTTTGACCAGGCCTTGCTA 

CGGCACATTGTGAAGGAGTTCAAGAGAGAGACAGGGGTTGATTTGACTAAAGACAACATGGCACTTCAGAGGGTA 

CGGGAAGCTGCTGAAAAGGCTAAGTGTGAACTCTCCTCATCTGTGCAGACTGACATCAATTTGCCCTATCTTACA 

ATGGATTCTTCTGGACCCAAGCATTTGAATATGAAGTTGACCCGTGCTCAATTTGAAGGGATTGTCACTGATCTA 

ATCAGAAGGACTATCGCTCCATGCCAAAAAGCTATGCAAGATGCAGAAGTCAGCAAGAGTGACATAGGAGAAGTG 

ATTCTTGTGGGTGGCATGACTAGGATGCCCAAGGTTCAGCAGACTGTACAGGATCTTTTTGGCAGAGCCCCAAGT 

AAAGCTGTCAATCCTGATGAGGCTGTGGCCATTGGAGCTGCCATTCAGGGAGGTGTGTTGGCCGGCGATGTCACG 

GATGTGCTGCTCCTTGATGTCACTCCCCTGTCTCTGGGTATTGAAACTCTAGGAGGTGTCTTTACCAAACTTATT 

AATAGGAATACCACTATTCCAACCAAGAAGAGCCAGGTATTCTCTACTGCCGCTGATGGTCAAACGCAAGTGGAA 

ATTAAAGTGTGTCAGGGTGAAAGAGAGATGGCTGGAGACAACAAACTCCTTGGACAGTTTACTTTGATTGGAATT 

CCACCAGCCCCTCGTGGAGTTCCTCAGATTGAAGTT^CATTTGACATTGATGCCAATGGGATAGTACATGTTTCT 

GCTAAAGATAAAGGCACAGGACGTGAGCAGCAGATTGTAATCCAGTCTTCTGGTGGATTAAGCAAAGATGATATT 

GAAAATATGGTTAAAAATGCAGAGAAATATGCTGAAGAAGACCGGCGAAAGAAGGAACGAGTTGAAGCAGTTAAT 

ATGGCTGAAGGAATCATTCACGACACAGAAACCAAGATGGAAGAATTCAAGGACCAATTACCTGCTGATGAGTGC 

AACAAGCTGAAAGAAGAGATTTCCAAAATGAGGGAGCTCCTGGCTAGAAAAGACAGCGAAACAGGAGAAAATATT 

AGACAGGCAGCATCCTCTCTTCAGCAGGCATCATTGAAGCTGTTCGAAATGGCATACAAAAAGATGGCATCTGAG 

CGAGAAGGCTCTGGAAGTTCTGGCACTGGGGAACAAAAGGAAGATCAAAAGGAGGAAAAACAGTAATAATAGCAG 

AAATTTTGAAGCCAGAAGGACAACATATGAAGCTTAGGAGTGAAGAGACTTCCTGAGCAGAAATGGGCGAACTTC 

AGTCTTTTTACTGTGTTTTTGCAGTATTCTATATATAATTTCCTTAATTTGTAAATTTAGTGACCATTAGCTAGT 

GATCATTTAATGGACAGTGATTCTAACAGTATAAAGTTCACAATATTCTATGTCCCTAGCCTGTCATTTTTCAGC 

TGCATGTAAAAGGAGGTAGGATGAATTGATCATTATAAAGATTTAACTATTTTATGCTGAAGTGACCATATTTTC 

AAGGGGTGAAACCATCTCGCACACAGCAATGAAGGTAGTCATCCATAGACTTGAAATGAGACCACATATGGGGAT 

GAGATCCTTCTAGTTAGCCTAGTACTGCTGTACTGGCCTGTATGTACATGGGGTCCTTCAACTGAGGCCTTGCAA 

GTCAAGCTGGCTGTGCCATGTTTGTAGATGGGGCAGAGGAATCTAGAACAATGGGAAACTTAGCTATTTATATTA 

GGTACAGCTATTAAAACAAGGTAGGAATGAGGCTAGACCTTTAACTTCCCTAAGGCATACTTTTCTAGCTACCTT 

CTGCCCTGTGTCTGGCACCTACATCCTTGATGATTGTTCTCTTACCCATTCTGGAATTTTTTTTTTTTTTAAATA 

AATACAGAAAGCATCTTGAAAAAAAAAAAAAAAAAA 
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FIGURE 78 

MISASRAAAARLVGAAASRGPTAARHQDSWNGLSHEAFRLVSRRDYASEAIKGAWGIDLGTTNSCVAVMEGKRA 
KVLENAEGARTTPSWAFTADGERLVGMPAKRQAVTNPNNTFYATKRLIGRRYDDPEVQKDIKNVPFKIVRASNG 
DAWVEAHGKLYSPSQIGAFVLMKMKETAENYLGRTAKNAVITVPAYFNDSQRQATKDAGQISGLNVLRVINEPTA 
AALAYGLDKSEDKVIAVYDLGGGTFDISILEIQKGVFEVKSTNGDTFLGGEDFDQALLRHIVKEFKRETGVDLTK 
DNMALQRVREAAEKAKCELSSSVQTDINLPYLTMDSSGPKHLNMKLTRAQFEGIVTDLIRRTIAPCQKAMQDAEV 
SKSDIGEVILVGGMTRMPKVQQTVQDLFGRAPSKAVNPDEAVAIGAAIQGGVLAGDVTDVLLLDVTPLSLGIETL 
GGVFTKLINRNTTIPTKKSQVFSTAADGQTQVEIKVCQGEREMAGDNKLLGQFTLIGIPPAPRGVPQIEVTFDID 
ANGIVHVSAKDKGTGREQQIVIQSSGGLSKDDIENl^NAEKYAEEDRRKKERVEAVNMAEGIIHDTETKMEEFK 
DQLPADECNKLKEEISKMRELLARKDSETGENIRQAASSLQQASLKLFEMAYKKMASEREGSGSSGTGEQKEDQK 
EEKQ 
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FIGURE 79 
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GTGGTGGGACTCGCGTCGCGGCCGCGGAGACGTGAAGCTCTCGAGGCTCCTCCCGCTGCGGGTCGGCGCTCGCCC 
TCGCTCTCCTCGCCCTCCGCCCCGGCCCCGGCCCCGCGCCCGCCATGGAGAAGACTGAGCTGATCCAGAAGGCCA 
AGCTGGCCGAGCAGGCCGAGCGCTACGACGACATGGCCACCTGCATGAAGGCAGTGACCGAGCAGGGCGCCGAGC 
TGTCCAACGAGGAGCGCAACCTGCTCTCCGTGGCCTACAAGAACGTGGTCGGGGGCCGCAGGTCCGCCTGGAGGG 
TCATCTCTAGCATCGAGCAGAAGACCGACACCTCCGACAAGAAGTTGCAGCTGATTAAGGACTATCGGGAGAAAG 
TGGAGTCCGAGCTGAGATCCATCTGCACCACGGTGCTGGAATTGTTGGATAAATATTTAATAGCCAATGCAACTA 
ATCCAGAGAGTAAGGTCTTCTATCTGAAAATGAAGGGTGATTACTTCCGGTACCTTGCTGAAGTTGCGTGTGGTG 
ATGATCGAAAACAAACGATAGATAATTCCCAAGGAGCTTACCAAGAGGCATTTGATATAAGCAAGAAAGAGATGC 
AACCCACACACCCAATCCGCCTGGGGCTTGCTCTTAACTTTTCTGTATTTTACTATGAGATTCTTAATAACCCAG 
AGCTTGCCTGCACGCTGGCTAAAACGGCTTTTGATGAGGCCATTGCTGAACTTGATACACTGAATGAAGACTCAT 
ACAAAGACAGCACCCTCATCATGCAGTTGCTTAGAGACAACCTAACACTTTGGACATCAGACAGTGCAGGAGAAG 
AATGTGATGCGGCAGAAGGGGCTGAAAACTAAATCCATACAGGGTGTCATCCTTCTTTCCTTCAAGAAACCTTTT 
TACACATCTCCATTCCTTATTCCACTTGGATTTCCTATAGCAAAGAAACCCATTCATGTGTATGGAATCAACTGT 
TTATAGTCTTTTCACACTGCAGCTTTGGGAAAACTTCATTCCTTGATTTGTGTTTGTCTTGGCCTTCCTGGTGTG 
CAGTACTGCTGTAGAAAAGTATTAATAGCTTCATTTCATATAAACATAAGTAACTCCCAAACACTTATGTAGAGG 
ACTAAAAATGTATCTGGTATTTAAGTAATCTGAACCAGTTCTGCAAGTGACTGTGTTTTGTATTACTGTGAAAAT 
AAGAAAATGTAGTTAATTACAATTTAAAGAGTATTCCACATAACTTCTTAATTTCTACATTCCCTCCCTTACTCT 
TCGGGGGTTTCCTTTCAGTAAGCAACTTTTCCATGCTCTTAATGTATTCCTTTTTAGTAGGAATCCGGAAGTATT 
AGATTGAATGGAAAAGCACTTGCCATCTCTGTCTAGGGGTCACAAATTGAAATGGCTCCTGTATCACATACGGAG 
GTCTTGTGTATCTGTGGCAACAGGGAGTTTCCTTATTCACTCTTTATTTGCTGCTGTTTAAGTTGCCAACCTCCC 
CTCCCAATAAAAATTCACTTACACCTCCTGCCTTTGTAGTTCTGGTATTCACTTTACTATGTGATAGAAGTAGCA 
TGTTGCTGCCAGAATACAAGCATTGCTTTTGGCAAATTAAAGTGCATGTCATTTCTTAATACACTAGAAAGGGGA 
AATAAATTAAAGTACACAAGTCCAAGTCTAAAACTTTAGTACTTTTCCATGCAGATTTGTGCACATGTGAGAGGG 
TGTCCAGTTTGTCTAGTGATTGTTATTTAGAGAGTTGGACCACTATTGTGTGTTGCTAATCATTGACTGTAGTCC 
CAAAAAAGCCTTGTGAAAATGTTATGCCCTATGTAACAGCAGAGTAACATAAAATAAAAGTACATTTTATAAACC 
ATTTACTATGGCTTTGTAACAATTGCATACCCATATTTTAAGGGACAGGTGAATTTACTACTTTCTAAAGTTTAT 
TGATACTTCCCTTTTATGTAAAATGTAGTAGTGATACCTATATTTCCACATTGTGCATTGTGACACACTTGTCTA 
GGGATGCCTGGAAGTGTATAAAATTGGACTGCATTTCTTAGAGTGTTTTACTATAGATCAGTCTCATGGGCCATC 
TCTTCCTCAGATGTAAATGATATCTGGTTAAGTGTTATATGGAATAAAGTGGACATTTTAAAACTA 
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FIGURE 80 

MEKTELIQKAKLAEQAERYDDMATCMKAVTEQGAELSNEERNLLSVAYKNWGGRRSAWRVISSIEQKTDTSDKK 
LQLIKDYREKVESELRSICTTVLELLDKYLIANATNPESKVFYLKMKGDYFRYLAEVACGDDRKQTIDNSQGAYQ 
EAFDISKKEMQPTHPIRLGLALNFSVFYYEILNNPELACTLAKTAFDEAIAELDTLNEDSYKDSTLIMQLLRDNL 
TLWTSDSAGEECDAAEGAEN 
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FIGURE 81 

AGCGCACGTCGGCAGTCGGCTCCCTCGTTGACCGAATCACCGACCTCTCTCCCCAGCTGTATTTCCAAAATGTCG 

CTTTCTAACAAGCTGACGCTGGACAAGCTGGACGTTAAAGGGAAGCGGGTCGTTATGAGAGTCGACTTCAATGTT 

CCTATGAAGAACAACCAGATAACAAACAACCAGAGGATTAAGGCTGCTGTCCCAAGCATCAAATTCTGCTTGGAC 

AATGGAGCCAAGTCGGTAGTCCTTATGAGCCACCTAGGCCGGCCTGATGGTGTGCCCATGCCTGACAAGTACTCC 

TTAGAGCCAGTTGCTGTAGAACTCAAATCTCTGCXGGGCAAGGATGTTCTGTTCTTGAAGGACTGTGTAGGCCCA 

GAAGTGGAGAAAGCCTGTGCCAACCCAGCTGCTGGGTCTGTCATCCTGCTGGAGAACCTCCGCTTTCATGTGGAG 

GAAGAAGGGAAGGGAAAAGATGCTTCTGGGAACAAGGTTAAAGCCGAGCCAGCCAAAATAGAAGCTTTCCGAGCT 

TCACTTTCCAAGCTAGGGGATGTCTATGTCAATGATGCTTTTGGCACTGCTCACAGAGCCCACAGCTCCATGGTA 

GGAGTCAATCTGCCACAGAAGGCTGGTGGGTTTTTGATGAAGAAGGAGCTGAACTACTTTGCAAAGGCCTTGGAG 

AGCCCAGAGCGACCCTTCCTGGCGATCCTGGGCGGAGCTAAAGTTGCAGACAAGATCCAGCTCATCAATAATATG 

CTGGACAAAGTCAATGAGATGATTATTGGTGGTGGAATGGCTTTTACCTTCCTTAAGGTGCTCAACAACATGGAG 

ATTGGCACTTCTCTGTTTGATGAAGAGGGAGCCAAGATTGTCAAAGACCTAATGTCCAAAGCTGAGAAGAATGGT 

GXGAAGATTACCTTGCCTGTTGACTTTGTCACTGCTGACAAGTTTGATGAGAATGCCAAGACTGGCCAAGCCACT 

GTGGCTTCTGGCATACCTGCTGGCTGGATGGGCTTGGACTGTGGTCCTGAAAGCAGCAAGAAGTATGCTGAGGCT 

GTCACTCGGGCTAAGCAGATTGTGTGGAATGGTCCTGTGGGGGTATTTGAATGGGAAGCTTTTGCCCGGGGAACC 

AAAGCTCTCATGGATGAGGTGGTGAAAGCCACTTCTAGGGGCTGCATCACCATCATAGGTGGTGGAGACACTGCC 

ACTTGCTGTGCCAAATGGAACACGGAGGATAAAGTCAGCCATGTGAGCACTGGGGGTGGTGCCAGTTTGGAGCTC 

CTGGAAGGTAAAGTCCTTCCTGGGGTGGATGCTCTCAGCAATATT TAGT ACTTTCCTGCCTTTTAGTTCCTGTGC 

ACAGCCCCTAAGTCAACTTAGCATTTTCTGCATCTCCACTTGGCATTAGCTAAAACCTTCCATGTCAAGATTCAG 

CTAGTGGCCAAGAGATGCAGTGCCAGGAACCCTTAAACAGTTGCACAGCATCTCAGCTCATCTTCACTGCACCCT 

GGATTTGCATACATTCTTCAAGATCCCATTTGAATTTTTTAGTGACTAAACCATTGTGCATTCTAGAGTGCATAT 

ATTTATATTXTGCCTGTTAAAAAGAAAGTGAGCAGTGTTAGCTTAGTTCTCTTTTGATGTAGGTTATTATGATTA 

GCTTTGTCACTGTTTCACTACTCAGCATGGAAACAAGATGAAATTCCATTTGTAGGTAGTGAGACAAAATTGATG 

ATCCATTAAGTAAACAATAAAAGTGTCCATTGAAACCGTGATTTTTTTTTTTTTCCTGTCATACTTTGTTAGGAA 

GGGTGAGAATAGAATCTTGAGGAACGGATCAGATGTCTATATTGCTGAATGCAAGAAGTGGGGCAGCAGCAGTGG 

AGAGATGGGACAATTAGATAAATGTCCATTCTTTATCAAGGGCCTACTTTATGGCAGACATTGTGCTAGTGCTTT 

TATTCTAACTTTTATTTTTATCAGTTACACATGATCATAATTTAAAAAGTCAAGGCTTATAACAAAAAAGCCCCA 

GCCCATTCCTCCCATTCAAGATTCCCACTCCCCAGAGGTGACCACTTTCAACTCTTGAGTTTTTCAGGTATATAC 

CTCCATGTTTCTAAGTAATATGCTTATATTGTTCACTTCCTTTTTTTTTATTTTTTAAAGAAATCTATTTCATAC 

CATGGAGGAAGGCTCTGTTCCACATATATTTCCACTTCTTCATTCTCTCGGTATAGTTTTGTCACAATTATAGAT 

TAGATCAAAAGTCTACATAACTAATACAGCTGAGCTATGTAGTATGCTATGATTAAATTTACT.TATGTAAAAAAA 

AAAAAAAAAAAAA 



REPLACEMENT SHEET 



87/2682 

FIGURE 82 

MSLSNKLTLDKLDVKGKRVVMRVDFNVPMKNNQITNNQRIKAAVPSIKFCLDNGAKSVVLMSHLG 

YSLEPVAVELKSLLGKDVLFLKDCVGPEVEKACANPAAGSVILLENLRFHVEEEGKGKDASGNKVKAEPAKIEAF 

RASLSKLGDVYVNDAFGTAHRAHSSMVGVNLPQKAGGFLMKKELNYFAKALESPERPFLAILGGAKVADKIQLIN 

NMLDKVNEMIIGGGMAFTFLKVLNNMEIGTSLFDEEGAKIVKDLMSKAEKNGVKITLPVDF^ 

ATVASGIPAGWMGLDCGPESSKKYAEAVTRAKQIVWNGPVGVFEWEAFARGTKAI^^ 

TATCCAKWNTEDKVSHVSTGGGASLELLEGKVLPGVDALSNI 
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FIGURE 83 
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CGCCCCTGCTCTCGCGCCGGCGTCGGCTGCGTCTCCGGCGTTTGAATTGCGCTTCCGCCATCTTTCCAGCCTCAG 
TCGGACGGGCGCGGAGGCGCTTCTGGAAGGAACGCCGCGATGGCTGCGCAGGGAGAGCCCCAGGTCCAGTTCAAA 
CTTGTATTGGTTGGTGATGGTGGTACTGGAAAAACGACCTTCGTGAAACGTCATTTGACTGGTGAATTTGAGAAG 
AAGTATGTAGCCACCTTGGGTGTTGAGGTTCATCCCCTAGTGTTCCACACCAACAGAGGACCTATTAAGTTCAAT 
GTATGGGACACAGCCGGCCAGGAGAAATTCGGTGGACTGAGAGATGGCTATTATATCCAAGCCCAGTGTGCCATC 
ATAATGTTTGATGTAACATCGAGAGTTACTTACAAGAATGTGCCTAACTGGCATAGAGATCTGGTACGAGTGTGT 
GAAAACATCCCCATTGTGTTGTGTGGCAACAAAGTGGATATTAAGGACAGGAAAGTGAAGGCGAAATCCATTGTC 
TTCCACCGAAAGAAGAATCTTCAGTACTACGACATTTCTGCCAAAAGTAACTACAACTTTGAAAAGCCCTTCCTC 
TGGCTTGCTAGGAAGCTCATTGGAGACCCTAACTTGGAATTTGTTGCCATGCCTGCTCTCGCCCCACCAGAAGTT 
GTCATGGACCCAGCTTTGGCAGCACAGTATGAGCACGACTTAGAGGTTGCTCAGACAACTGCTCTCCCGGATGAG 
GATGATGACCTGTGAGAATGAAGCTGGAGCCCAGCGTCAGAAGTCTAGTTTTATAGGCAGCTGTCCTGTGATGTC 
AGCGGTGCAGCGTGTGTGCCACCTCATTATTATCTAGCTAAGCGGAACATGTGCTTTATCTGTGGGATGCTGAAG 
GAGATGAGTGGGCTTCGGAGTGAATGTGGCAGTTTAAAAAATAACTTCATTGTTTGGACCTGCATATTTAGCTGT 
TTGGACGCAGTTGATTCCTTGAGTTTCATATATAAGACTGCTGCAGTCACATCACAATATTCAGTGGTGAAATCT 
TGTTTGTTACTGTCATTCCCATTCCTTTTCTTTAGAATCAGAATAAAGTTGTATTTCAAATATCTAAGCAAGTGA 
ACTCATCCCTTGTTTATAAATAGCATTTGGAAACCACTAAAGTAGGGAAGTTTTATGCCATGTTAATATTTGAAT 
TGCCTTGCTTTTATCACTTAATTTGAAATCTATTGGGTTAATTTCTCCCTATGTTTATTTTTGTACATTTGAGCC 
ATGTCACACAAACTGATGATGACAGGTCAGCAGTATTCTATTTGGTTAGAAGGGTTACATGGTGTAAATATTAGT 
GCAGTTAAGCTAAAGCAGTGTTTGCTCCACCTTCATATTGGCTAGGTAGGGTCACCTAGGGAAGCACTTGCTCAA 
AATCTGTGACCTGTCAGAATAAAAATGTGGTTTGTACATATCAAATAGATATTTTAAGGGTAATATTTTCTTTTA 
TGGCAAAAGTAATCATGTTTTAATGTAGAACCTCAAACAGGATGGAACATCAGTGGATGGCAGGAGGTTGGGAAT 
TCTTGCTGTTAAAAATAATTACAAATTTTGCACTTTTTGTTTGAATGTTAGATGCTTAGTGTGAAGTTGATACGC 
AAGCCG 
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FIGURE 84 

MAAQGEPQVQFKLVLVGDGGTGKTTFVKRHLTGEFEKKYVATLGVEVHPLVFHTNRGPIKFNVWDTAGQEKFGGL 
RDGYYIQAQCAIIMFDVTSRVTYKNVPNWHRDLVRVCENIPIVLCGNKVDIKDRKVKAKSIVFHRKKNLQYYDIS 
AKSNYNFEKPFLWLARKLIGDPNLEFVAMPALAPPEWMDPALAAQYEHDLEVAQTTALPDEDDDL 
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FIGURE 85 

CGCTAGCCT.GCGGAGCCCGTCCGTGCTGTTCTGCGGCAAGGCCTTTCCCAGTGTCCCCACGCGGAAGGCAACTGC 

CTGAAAGGCGCGGCGTCGCACCGCCCAGAGCTGAGGAAGCCGGCGCCAGTTCGCGGGGCTCCGGGCCGCCACTCA 

GAGCTATGAGCTACGGCCGCCCCCCTCCCGATGTGGAGGGTATGACCTCCCTCAAGGTGGACAACCTGACCTACC 

GCACCTCGCCCGACACGCTGAGGCGCGTCTTCGAGAAGTACAGGCGCGTCGGCGACGTGTACATCCCGCGGGATC 

GCTACACCAAGGAGTCCCGCGGCTTCGCCTTCGTTCGCTTTCACGACAAGCGCGACGCTGAGGACGCTATGGATG 

CCATGGACGGGGCCGTGCTGGACGGCCGCGAGCTGCGGGTGCAAATGGCGCGCTACGGCCGCCCCCCGGACTCAC 

ACCACAGCCGCCGGGGACCGCCACCCCGCAGGTACGGGGGCGGTGGCTACGGACGCCGGAGCCGCAGCCCTAGGC 

GGCGTCGCCGCAGCCGATCCCGGAGTCGGAGCCGTTCCAGGTCTCGCAGCCGATCTCGCTACAGCCGCTCGAAGT 

CTCGGTCCCGCACTCGTTCTCGATCTCGGTCGACCTCCAAGTCCAGATCCGCACGAAGGTCCAAGTCCAAGTCCT 

CGTCGGTCTCCAGATCTCGTTCGCGGTCCAGGTCCCGGTCTCGGTCCAGGAGTCCTCCCCCAGTGTCCAAGAGGG 

AATCCAAATCCAGGTCGCGATCGAAGAGTCCCCCCAAGTCTCCTGAAGAGGAAGGAGCGGTGTCCTCTTAAGAAA 

ATGATGTATCGGCAAGCAGTGTAAACGGAGGACTTGGGGAAAAAGGACCACATAGTCCATCGAAGAAGAGTCCTT 

GGAACAAGCAACTGGCTATTGAAAAGGTTATTTTGTAACATTTGTCTAACTTTTTACTTGTTTAAGCTTTGCCTC 

AGTTGGCAAACTTCATTTTATGTGCCATTTTGTTGCTGTTATTCAAATTTCTTGTAATTTAGTGAGGTGAACGAC 

TTCAGATTTCATTATTGGATTTGGATATTTGAGGTAAAATTTCATTTTGTTATATAGTGCTGACTTTTTTTTTTT 

GAAATTAAACAGATTGGTAACCXAATTTGTGGCCTCCTGACTTTTAAGGAAAACGTGTGCAGCCATTACACACAG 

CCTAAAGCTGTCAAGAGATTGACTCGGCATTCGTTCATTCCTTAAAATTAAAAACCTACAAAAGTTGGTGTAAAT 

TTGTATATGTTATTTACCTTCAGATCTAAATGGTAATCTGAACCCAAATTTGTATAAAGACTTTTCAGGTGAAAA 

GACTTGATTTTTTGAAAGGATTGTTTATCAAACACAATTCTAATCTCTTCTCTTATGTATTTTTGTGCACTAGGC 

GCAGTTGTGTAGCAGTTGAGTAATGCTGGTTAGCTGTTAAGGTGGCGTGTTGCAGTGCAGAGTGCTTGGCTGTTT 

CCTGTTTTCTCCCGATTGCTCCTGTGTAAAGATGCCTTGTCGTGCAGAAACAAATGGCTGTCCAGTTTATTAAAA 

TGCCTGACAACTGCACTTCCAGACACCCGGGCCTTGCATATAAATAACGGAGCATACAGTGAGCACATCTAGCTG 

ATGATAAATACACCTTTTTTTCCCTCTTCCCCCTAAAAATGGTAAATCTGATCATATCTACATGTATGAACTTAA 

CATGGAAAATGTTAAGGAAGCAAATGGTTGTAACTTTGTAAGTACTTATAACATGGTGTATCTXTTTGCTTATGA 

ATATCTGTATTATAACCATTGTTTCTGTAGTTTAATTAAAACATTTTCTTGGTGXTAGCTTTAAAAAAAAAAAAA 

AAAA 
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MSYGRPPPDVEGMTSLKVDNLTYRTSPDTLRRVFEKYRRVGDVYIPRDRYTKESRGFAFVRFHDKRDAEDAMDAM 
DGAVLDGRELRVQMARYGRPPDSHHSRRGPPPRRYGGGGYGRRSRSPRRRRRSRSRSRSRSRSRSRSRYSRSKSR 
SRTRSRSRSTSKSRSARRSKSKSSSVSRSRSRSRSRSRSRSPPPVSKRESKSRSRSKSPPKSPEEEGAVSS 
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GAGAGGAGACACCGCCGCAGTTGCCGGTACATCGGGGATTTCTGGCTCTTTCCTCTTCGCCTTAAATTCGGGTGT 
CTTTTATGAATAATCAAAAGCAGCAAAAGCCAACGCTATCAGGCCAGCGTTTTAAAACTAGAAAAAGAGATGAAA 
AAGAGAGGTTTGACCCTACTCAGTTTCAAGACTGTATTATTCAAGGCTTAACTGAAACCGGTACTGATTTGGAAG 
CAGTAGCTAAGTTTCTTGATGCTTCTGGAGCAAAACTTGATTACCGTCGATATGCAGAAACACTCTTTGACATTC 
TGGTGGCTGGTGGAATGCTGGCCCCAGGTGGTACACTGGCAGATGACATGATGCGTACAGATGTCTGCGTGTTTG 
CAGCCCAAGAAGATCTAGAGACCATGCAAGCATTTGCTCAGGTTTTTAACAAGTTAATCAGGCGCTACAAATACC 
TGGAGAAAGGTTTTGAAGATGAAGTAAAAAAGCTGCTGCTGTTCTTGAAGGGTTTTTCAGAGTCGGAGAGGAACA 
AGCTAGCTATGTTGACTGGTGTTCTTCTGGCTAATGGAACACTTAATGCATCCATTCTTAATAGCCTTTATAATG 
AAAATTTGGTTAAAGAAGGAGTTTCAGCAGCTTTTGCTGTGAAGCTCTTTAAATCATGGATAAATGAAAAAGATA 
TCAATGCAGTAGCTGCAAGTCTTCGGAAAGTCAGCATGGATAACAGACTGATGGAACTCTTTCCTGCCAATAAGC 
AAAGTGTTGAACACTTCACAAAATATTTTACTGAGGCAGGCTTGAAAGAGCXTTCAGAATATGTTCGGAATCAGC 
AAACCATCGGAGCTCGTAAGGAGCTCCAGAAAGAACTTCAAGAACAGATGTCCCGTGGTGATCCATTTAAGGATA 
TAATTTTATATGTCAAGGAGGAGATGAAAAAAAACAACATCCCAGAGCCAGTTGTCATCGGAATAGTCTGGTCAA 
GTGTAATGAGCACTGTGGAATGGAACAAAAAAGAGGAGCTTGTAGCAGAGCAAGCCATCAAGCACTTGAAGCAAT 
ACAGCCCTCTACTTGCTGCCTTTACTACTCAAGGTCAGTCTGAGCTGACTCTGTTACTGAAGATTCAGGAGTATT 
GCTATGACAACATTCATTTCATGAAAGCCTTCCAGAAAATAGTGGTGCTTTTTTATAAAGCTGAAGTCCTGAGCG 
AGGAGCCCATTTTGAAGTGGTATAAAGATGCACATGTTGCAAAGGGGAAGAGTGTTTTCCTTGAGCAAATGAAAA 
AGTTTGTAGAATGGCTCAAAAATGCTGAAGAAGAATCTGAATCTGAAGCTGAAGAAGGTGACTGAATTTTGAAAC 
TACACCCTCAGTAAAGCAAACAGGAGTTGTAGATAAAATGTCATGTCTCATGTGTCCTGGTTCTTACATCTTCCT 
ACCTCCCTGTATCAAGCATGATATAAGGGCTTTCATGGCAAATTTTATTTTAACTGTTTCTATGGTTGCTGGAAA 
TGTTGGGTTTAGTTTCTAAAACCATGTTTTAAGTAGCTACAGGAGCTATAGATTTGAATCTAATGTTGCATTAGT 
CTTTTCAGTTATCTTCTACCTCCTGTATTTTCTACTGTAATAATGTAATTTAAGGCCTTCCACAATGAACAGTTC 
ACTTTATTCCCTGGGTTTTCTATAAACAGTTTTAAGGATATGATTTGGTTAAAAAATAATTTGTTATAAAAATTC 
TGTTTGCAAATTAAACTGGAAAAGTATCCAGAGTCTCAAAAGGCAATGATTTGTGAGATAATATGGCATGCCCGG 
AGCCCTGdTCATCAATGAAAAACCCATATGTAATAATCGAATTCATTTAACATGAATCTTGAGTACGTGGACCAT 
TGCTTGCATGTTAACTTTTTGTTTTGTTTTGTTTTGTTTTGTTTTGCATTTTTAACTCCAGATATCCTAAAGCTC 
AATTGTTTGGTCTCTGGTTXTCATCCTTAGAGAAGCCATGGAGAACAGACTTGAAAAGTTTAGGAAATCATAATG 
TGGCAGAGGTGGTGGGAAGAAGAAAGTTGAGCTTTTTCCCCTTGAGAAACTTCTGCATTTAGTTTCTATCTTTCC 
AGGCAAAACAAATGGGTATTCTTTTCATACAACCATTTTCAAATGAACCTTAGAAAAGTCTTAACATTTAAGGTA 
TTTTATGCACAGAATACACTTAGATTGATAGGAAAGAACTCGTAATGGAGTTTGAGTAAAGAAAATGACTGATGT 
ACTAAACCCAGTAAAAATTGTTGAAAATGTTAAAGGTCAGCATGTTCTAATTGGGAATCTAGATATAGCTTAGAT 
TTCCTATTGGCTTAGAGTATTTGCTATAACAAATGAAGTGCAATGACAATTATATATTCCTACTCGGTCATACTG 
GACTGGCTTCGTTCTCTTAATATACTCAGTAATGACTCAAGCCTCTGGCTATTAACATACCCTAGTTGCCGTTTT 
TTAATTGCCATGAGCCAAATACTTCTTGGTATACAATTGATCCATTTATTTTAATGGCTGCCTTTTCATTTTCAT 
CTTTTCTTGCTGCTACCCATCTATGTATGTAGTCATTGGGGGGAAAATGTAGCCACATTTTTTATGGGAAGACTT 
TGTGTTAAAAGTGAACATTTTGAAGGTTTTTAACTGGTGAAACTAGCCTGGAATAATGCCACCAGAGACTGAGTG 
GAAATCGCCCCTTTTGAAGGTGCCATTCTTATGAGCCAAAAGTTTGTCATTTAAAAGTTCATTTTGAGGGAATAA 
CATGTAATATAATTTGAAATAAAGGTATAGTAACCTTAAAAAGAACATTATAACTGATTGTTGTGAATGGGGTGA 
ATTTGTTAAAATGAGTAACTTTGATAAAGTTTTTCATGCACAGGCAAAATGTATTCACTAGATTTCTACGTAGTG 
ATCTGCTTTTACTTTGTAATTTGTAGTTCTCAAAAGACTTTTTTTTAAAAAAATAAAGTCCATACTTACACTT 
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MNNQKQQKPTLSGQRFKTRKRDEKERFDPTQFQDCIIQGLTETGTDLEAVAKFLDASGAKLDYRRYAETLFDILV 
AGGMLAPGGTLADDMMRTDVCVFAAQEDLETMQAFAQVFNKLIRRYKYLEKGFEDEVKKLLLFLKGFSESERNKL 
AMLTGVLLANGTLNASILNSLYNENLVKEGVSAAFAVKLFKSWI 

VEHFTKYFTEAGLKELSEYVRNQQTIGARKELQKELQEQMSRGDPFKDIILYVKEEMKKNNIPEPVVIGIVWSSV 
MSTVEWNKKEELVAEQAIKHLKQYSPLLAAFTTQGQSELTLLLKIQEYCYDNIHFMKAFQKIWLFYKAEVLSEE 
PILKWYKDAHVAKGKSVFLEQMKKFVEWLKNAEEESESEAEEGD 
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GTCAGTCCCTCCTGTAGCCGCCGCCGCCGCCGCCCGCCGCCCCTCTGCCAGCAGCTCCGGCGCCACCTCGGGCCG 
GCGTCTCCGGCGGGCGGGAGCCAGGCGCTGACGGGCGCGGCGGGGGCGGCCGAGCGCTCCTGCGGCTGCGACTCA 
GGCTCCGGCGTCTGCGCTTCCCCATGGGGCTGGCCTGCGGCGCCTGGGCGCTCTGAGATTGTCACTGCTGTTCCA 
AGGGCACACGCAGAGGGATTTGGAATTCCTGGAGAGTTGCCTTTGTGAGAAGCTGGAAATATTTCTTTCAATTCC 
ATCTCTTAGTTTTCCATAGGAACATCAAGAAATCATGAACAACTTTGGTAATGAAGAGTTTGACTGCCACTTCCT 
CGATGAAGGTTTTACTGCCAAGGACATTCTGGACCAGAAAATTAATGAAGTTTCTTCTTCTGATGATAAGGATGC 
CTTCTATGTGGCAGACCTGGGAGACATTCTAAAGAAACATCTGAGGTGGTTAAAAGCTCTCCCTCGTGTCACCCC 
CTTTTATGCAGTCAAATGTAATGATAGCAAAGCCATCGTGAAGACCCTTGCTGCTACCGGGACAGGATTTGACTG 
TGCTAGCAAGACTGAAATACAGTTGGTGCAGAGTCTGGGGGTGCCTCCAGAGAGGATTATCTATGCAAATCCTTG 
TAAACAAGTATCTCAAATTAAGTATGCTGCTAATAATGGAGTCCAGATGATGACTTTTGATAGTGAAGTTGAGTT 
GATGAAAGTTGCCAGAGCACATCCCAAAGCAAAGTTGGTTTTGCGGATTGCCACTGATGATTCCAAAGCAGTCTG 
TCGTCTCAGTGTGAAATTCGGTGCCACGCTCAGAACCAGCAGGCTCCTTTTGGAACGGGCGAAAGAGCTAAATAT 
CGATGTTGTTGGTGTCAGCTTCCATGTAGGAAGCGGCTGTACCGATCCTGAGACCTTCGTGCAGGCAATCTCTGA 
TGCCCGCTGTGTTTTTGACATGGGGGCTGAGGTTGGTTTCAGCATGTATCTGCTTGATATTGGCGGTGGCTTTCC 
TGGATCTGAGGATGTGAAACTTAAATTTGAAGAGATCACCGGCGTAATCAACCCAGCGTTGGACAAATACTTTCC 
GTCAGACTCTGGAGTGAGAATCATAGCTGAGCCCGGCAGATACTATGTTGCATCAGCTTTCACGCTTGCAGTTAA 
TATCATTGCCAAGAAAATTGTATTAAAGGAACAGACGGGCTCTGATGACGAAGATGAGTCGAGTGAGCAGACCTT 
TATGTATTATGTGAATGATGGCGTCTATGGATCATTTAATTGCATACTCTATGACCACGCACATGTAAAGCCCCT 
TCTGCAAAAGAGACCTAAACCAGATGAGAAGTATTATTCATCCAGCATATGGGGACCAACATGTGATGGCCTCGA 
TCGGATTGTTGAGCGCTGTGACCTGCCTGAAATGCATGTGGGTGATTGGATGCTCTTTGAAAACATGGGCGCTTA 
CACTGTTGCTGCTGCCTCTACGTTCAATGGCTTCCAGAGGCCGACGATCTACTATGTGATGTCAGGGCCTGCGTG 
GCAACTCATGCAGCAATTCCAGAACCCCGACTTCCCACCCGAAGTAGAGGAACAGGATGCCAGCACCCTGCCTGT 
GTCTTGTGCCTGGGAGAGTGGGATGAAACGCCACAGAGCAGCCTGTGCTTCGGCTAGTATTAATGTG TAGA TAGC 
ACTCTGGTAGCTGTTAACTGCAAGTTTAGCTTGAATTAAGGGATTXGGGGGGACCATGTAACTTAATTACTGCTA 
GTTTTGAAATGTCTTTGTAAGAGTAGGGTCGGCATGATGCAGCCATATGGAAGACTAGGATATGGGTCACACTTA 
TCTGTGTTCCTATGGAAACTATTTGAATATTTGTTTTATATGGATTTTTATTCACTCTTCAGACACGCTACTCAA 
GAGTGCCCCTCAGCTGCTGAACAAGCATTTGTAGCTTGTACAATGGCAGAATGGGCCAAAAGCTTAGTGTTGTGA 
CCTGTTTTTAAAATAAAGTATCTTGAAATAATTAGGC 
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^NFGNEEFDCHFLDEGFTAKDILDQKINEVSSSDDKDAFYVADLGDILKKHLRWLKALPRVTPFYAVKCNDSKA 
IVKTLAATGTGFDCASKTEIQLVQSLGVPPERIIYANPCK^ 

LVLRIATDDSKAVCRLSVKFGATLRTSRLLLERAKELNIDWGVSFHVGSGCTDPETFVQAISDARCVFDMGAEV 
GFSMYLLDIGGGFPGSEDVKLKFEEITGVINPALDKYFPSDSGVRIIAEPGRYYVASAFTLAVNIIAKKIVLKEQ 
TGSDDEDESSEQTFMYYVNDGVYGSFNCILYDHAHVKPLLQKRPKPDEKYYSSSIWGPTCDGLDRIVERCDLPEM 
HVGDWMLFENMGAYWAAASTFNGFQRPTIYYVMSGPAWQLMQQFQNPDFPPEVEEQDASTLPVSCAWESGMKRH 
RAAC AS AS INV 
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CACGCTTGCCGCCGCCCCGCAGAAATOCTTCGGTTACCCACAGTCTTTCGCCAGATGAGACCGGTGTCCAGGGTA 
CTGGCTCCTCATCTCACTCGGGCTTATGCCAAAGATGTAAAATTTGGTGCAGATGCCCGAGCCTTAATGCTTCAA 
GGTGTAGACCTTTTAGCCGATGCTGTGGCCGTTACAATGGGGCCAAAGGGAAGAACAGTGATTATTGAGCAGGGT 
TGGGGAAGTCCCAAAGTAACAAAAGATGGTGTGACTGTTGCAAAGTCAATTGACTTAAAAGATAAATACAAGAAC 
ATTGGAGCTAAACTTGTTCAAGATGTTGCCAATAACACAAATGAAGAAGCTGGGGATGGCACTACCACTGCTACT 
GTACTGGCACGCTCTATAGCCAAGGAAGGCTTCGAGAAGATTAGCAAAGGTGCTAATCCAGTGGAAATCAGGAGA 
GGTGTGATGTTAGCTGTTGATGCTGTAATTGCTGAACTTAAAAAGCAGTCTAAACCTGTGACCACCCCTGAAGAA 
ATTGCACAGGTTGCTACGATTTCTGCAAACGGAGACAAAGAAATTGGCAATATCATCTCTGATGCAATGAAAAAA 
GTTGGAAGAAAGGGTGTCATCACAGTAAAGGATGGAAAAACACTGAATGATGAATTAGAAATTATTGAAGGCATG 
AAGTTTGATCGAGGCTATATTTCTCCATACTTTATTAATACATCAAAAGGTCAGAAATGTGAATTCCAGGATGCC 
TATGTTCTGTTGAGTGAAAAGAAAATTTCTAGTATCCAGTCCATTGTACCTGCTCTTGAAATTGCCAATGCTCAC 
CGTAAGCCTTTGGTCATAATCGCTGAAGATGTTGATGGAGAAGCTCTAAGTACACTCGTCTTGAATAGGCTAAAG 
GTTGGTCTTCAGGTTGTGGCAGTCAAGGCTCCAGGGTTTGGTGACAATAGAAAGAACCAGCTTAAAGATATGGCT 
ATTGCTACTGGTGGTGCAGTGTITGGAGAAGAGGGATTGACCCTGAATCTTGAAGACGTTCAGCCTCATGACTTA 
GGAAAAGTTGGAGAGGTCATTGTGACCAAAGACGATGCCATGCXCTTAAAAGGAAAAGGTGACAAGGCTCAAATT 
GAAAAACGTATTCAAGAAATCATTGAGCAGTTAGATGTCACAACTAGTGAATATGAAAAGGAAAAACTGAATGAA 
CGGCTTGCAAAACTTTCAGATGGAGTGGCTGTGCTGAAGGTTGGTGGGACAAGTGATGTTGAAGTGAATGAAAAG 
AAAGACAGAGTTACAGATGCCCTTAATGCTACAAGAGCTGCTGTTGAAGAAGGCATTGTTTTGGGAGGGGGTTGT 
GCCCTCCTTCGATGCATTCCAGCCTTGGACTCATTGACTCCAGCTAATGAAGATCAAAAAATTGGTATAGAAATT 
ATTAAAAGAACACTCAAAATTCCAGCAATGACCATTGCTAAGAATGCAGGTGTTGAAGGATCTTTGATAGTTGAG 
AAAATTATGCAAAGTTCCTCAGAAGTTGGTTATGATGCTATGGCTGGAGATTTTGTGAATATGGTGGAAAAAGGA 
ATCATTGACCCAACAAAGGTTGTGAGAACTGCTTTATTGGATGCTGCTGGTGTGGCCTCTCTGTTAACTACAGCA 
GAAGTTGTAGTCACAGAAATTCCTAAAGAAGAGAAGGACCCTGGAATGGGTGCAATGGGTGGAATGGGAGGTGGT 
ATGGGAGGTGGCATGTTCTAACTCCTAGACTAGTGCTTTACCTTTATTAATGAACTGTGACAGGAAGCCCAAGGC 
AGTGTTCCTCACCAATAACTTCAGAGAAGTCAGTTGGAGAAAATGAAGAAAAAGGCTGGCTGAAAATCACTATAA 
CCATCAGTTACTGGTTTCAGTTGACAAAATATATAATGGTTTACTGCTGTCATTGTCCATGCCTACAGATAATTX 
ATTTTGTATTTTTGAATAAAAAACATTTGTACATTCCTGATACTGGGTACAAGAGCCATGTACCAGTGTACTGCT 
TTCAACTTAAATCACTGAGGCATTTTTACTACTATTCTGTTAAAATCAGGATTTTAGTGCTTGCCACCACCAGAT 
GAGAAGTTAAGCAGCCTTTCTGTGGAGAGTGAGAATAATTGTGTACAAAGTAGAGAAGTATCCAATTATGTGACA 
ACCTTTGTGTAATAAAAATTTGTTTAA 
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MLRLPWFRQMRPVSRVLAPHLTRAYAKDVKFGADARALMLQGVDLLADAVAVTMGPKGRTVIIEQGWGSPKVT 
DGVT VAKS I DLKDK YKN I G AKLVQD VANNTNEE AGD GTTT ATVLARS I AKEGFEK I SKGANP VE I RRGVML AVD A 
VIAELKKQSKPVTTPEEIAQVATISANGDKEIGrNIISDAMKKVGRKGVITVKDGKTLNDELEI IEGMKFDRGYIS 
P YFINTSKGQKCEFQD AYVLLSEKKI S S IQS I VP ALE I ANAHRKPLVI I AEDVDGE ALSTLVLNRLKVGLQWAV 
KAPGFGDNRKNQLKDMAIATGGAVFGEEGLTLNLEDVQPHDLGKVGEVIVTKDDAMLLKGKGDKAQIEKRIQEII 
EQLDVTTSEYEKEKLNERLAKLSDGVAVLKVGGTSDVEVNEKKDRVTDALNATRAAVEEGIVLGGGCALLRCIPA 
LDSLTPANEDQKIGIEIIKRTLKIPAMTIAKNAGVEGSLIVEKIMQSSSEVGYDAMAGDFVNMVEKGIIDPTKW 
RTALLDAAGVASLLTTAEVWTEIPKEEKDPGMGAMGGMGGGMGGGMF ^ 
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GTTCCAAGGTTTGCGGCCCGGTCTCGGAGAAGAGGGGAGAGTGGAGGGCCGCTGAATAAGCTTCCAAAATGATGC 
CCACACCAGTTATCCTATTGAAAGAGGGGACTGATAGCTCCCAAGGCATCCCCCAGCTTGTGAGTAACATCAGTG 
CCTGCCAGGTGATTGCTGAGGCTGTAAGAACTACCCTGGGTCCCCGTGGCATGGACAAGCTTATTGTAGATGGCA 
GAGGCAAAGCAACAATTTCTAATGATGGGGCCACAATTCTGAAACTTCTTGATGTTGTCCATCCTGCAGCAAAGA 
CTTTGGTAGACATTGCCAAATCCCAAGATGCTGAGGTGGGTGATGGCACCACCTCAGTGACCTTGCTGGCTGCAG 
AGTTTCTGAAGCAGGTGAAACCCTATGTGGAGGAAGGTTTACACCCCCAGATCATCATTCGAGCTTTCCGCACAG 
CCACCCAGCTGGCAGTTAACAAGATCAAAGAGATTGCTGTGACCGTGAAGAAGGCAGATAAAGTGGAGCAGAGGA 
AGCTGCTGGAAAAGTGTGCCATGACCGCTCTGAGCTCCAAGCTGATCTCCCAGCAGAAAGCTTTCTTTGCTAAGA 
TGGTGGTGGATGCAGTGATGATGCTCGATGATTTGCTGCAGCTTAAAATGATTGGAATCAAGAAGGTACAGGGTG 
GAGCCCTCGAGGATTCTCAGCTGGTAGCTGGTGTTGCATTCAAGAAGACTTTCTCTTACGCTGGGTTTGAAATGC 
AACCCAAAAAGTACCACAATCCCAAGATTGCCCTTTTGAATGTCGAGCTCGAGTTGAAAGCTGAGAAAGACAATG 
CTGAGATAAGAGTCCACACAGTTGAGGATTATCAGGCAATTGTTGATGCTGAGTGGAACATTCTCTATGACAAGT 
TAGAGAAGATCCATCATTCTGGAGCCAAAGTTGTCTTGTCCAAACTCCCCATTGGGGATGTGGCCACCCAGTACT 
TTGCTGACAGGGACATGTTCTGTGCTGGCCGAGTACCTGAGGAGGATCTGAAGAGGACAATGATGGCCTGTGGAG 
GCTCAATCCAGACCAGTGTGAATGCTCTGTCAGCAGATGTGCTGGGTCGATGCCAGGTGTTTGAAGAGACCCAGA 
TTGGAGGCGAGAGGTACAATTTTTTTACTGGCTGCCCCAAGGCCAAGACATGCACCTTCATTCTCCGTGGCGGCG 
CCGAGCAGTTTATGGAGGAGACAGAGCGGTCCCTGCATGATGCCATCATGATCGTCAGGAGGGCCATCAAGAATG 
ATTCAGTGGTGGCTGGTGGCGGGGCCATTGAGATGGAACTCTCCAAGTACCTGCGGGATTACTCAAGGACTATTC 
CAGGAAAACAGCAGCTGTTGATTGGGGCTTATGCCAAGGCCTTGGAGATTATCCCACGCCAGCTGTGTGACAATG 
CTGGCTTTGATGCCACAAACATTCTCAACAAGCTGCGGGCTCGGCATGCCCAGGGGGGTACATGGTATGGAGTAG 
ACATCAACAACGAGGACATTGCTGACAACTTTGAAGCTTTCGTGTGGGAGCCAGCTATGGTGCGGATCAATGCGC 
TGACAGCAGCCTCTGAGGCTGCGTGCCTGATCGTGTCTGTAGATGAAACCATCAAGAACCCCCGCTCGACTGTGG 
ATGCTCCCACAGCAGCAGGCCGGGGCCGTGGTCGTGGCCGCCCCCACTGAGAGGCACCCCACCCATCACATGGCT 
GGCTGGCTGCTGGGTGCACTTACCCTCCTTGGCTTGGTTACTTCATTTTACAAGGAAGGGGTAGTAATTGGCCCA 
CTCTCTTCTTACTGGAGGCTATTTAAATAAAATGTAAGACTTCAAAAAAAAAAAAAAAAAAAA 



REPLACEMENT SHEET 



99/2682 

FIGURE 94 

MMPTPVILLKEGTDSSQGIPQLVSNISACQVIAEAVRTTLGPRGMDKLIVDGRGKATISNDGATILKLLDWHPA 
AKTLVDIAKSQDAEVGDGTTSVTLLAAEFLKQVKPYVEEGLHPQIIIRAFRTATQLAVNKIKEIAVTVKKADKVE 
QRKLLEKCAMTALSSKLISQQKAFFAKMVVDAVMMLDDLLQLKMIGIKKVQGGALEDSQLVAGVAFKKTFSYAGF 
EMQPKKYHNPKIALLNVELELKAEKDNAEIRVHTVEDYQAIVDAEWNILYDKLEKIHHSGAKWLSKLPIGDVAT 
QYFADRDl^CAGRVPEEDLKRTMMACGGSIQTSVNALSADVLGRCQVFEETQIGGERYNFFTGCPKAKTCTFILR 
GGAEQFMEETERSLHDAIMIVRRAIKNDSWAGGGAIEMELSKYLRDYSRTIPGKQQLLIGAYAKALEIIPRQLC 
DNAGFDATNILNKLRARHAQGGTWYGVDINNEDIADNFEAFVWEPAMVRINALTAASEAACLIVSVDETIKNPRS 
TVDAPTAAGRGRGRGRPH 
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CGGGGCGGCAGGCTTCTCGAGCTCCGGGCCCGCGGCAACCTCGGGCGCTGTTCTGCAGGCCGCGACCGGC ATGT A 
CGAGCAACTCAAGGGCGAGTGGAACCGTAAAAGCCCCAATCTTAGCAAGTGCGGGGAAGAGCTGGGTCGACTCAA 
GCTAGTTCTTCTGGAGCTCAACTXCTTGCCAACCACAGGGACCAAGCTGACCAAACAGCAGCTAATTCTGGCCCG 
TGACATACTGGAGATCGGGGCCCAATGGAGCATCCTACGCAAGGACATCCCCTCCTTCGAGCGCTACATGGCCCA 
GCTCAAATGCTACTACTTTGATTACAAGGAGCAGCTCCCCGAGTCAGCCTATATGCACCAGCTCTTGGGCCTCAA 
CCTCCTCTTCCTGCTGTCCCAGAACCGGGTGGCTGAGTTCCACACGGAGTTGGAGCGGCTGCCTGCCAAGGACAT 
ACAGACCAATGTCTACATCAAGCACCCAGTGTCCCTGGAGCAATACCTGATGGAGGGCAGCTACAACAAAGTGTT 
CCTGGCCAAGGGTAACATCCCCGCCGAGAGCTACACCTTCTTCATTGACATCCTGCTCGACACTATCAGGGATGA 
GATCGCTGGGTGCATCGAGAAGGCCTACGAGAAAATCCTTTTCACTGAGGCCACCCGGATCCTCTTCTTCAACAC 
ACCCAAAAAGATGACAGACTACGCCAAGAAGCGAGGGTGGGTCCTGGGCCCCAACAACTACTACAGTTTTGCCAG 
CCAGCAGCAGAAGCCGGAAGACACCACCATTCCCTCCACAGAACTGGCCAAACAGGTCATCGAGTATGCCCGGCA 
GCTGGAGATGATCGTC TGAG CCCCCCGGGCACTGGGTGGGGCAGGGCACGAGTTATTTAAAACAGTTACACTGCA 
GGGTTTCGCCCAATAAAGGTGGACTGAC 
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MYEQLKGEWNRKSPNLSKCGEELGRLKLVLLELNFLPTTGTKLTKQQLILARDILEIGAQWSILRKDIPSFERYM 
AQLKCYYFDYKEQLPESAYMHQLLGLNLLFLLSQNRVAEFHTELERLPAKDIQTNVYIKHPVSLEQYLMEGSYNK 
VFLAKGNIPAESYTFFIDILLDTIRDEIAGCIEKAYEKILFTEATRILFFNTPKKMTDYAKKRGWVLGPNNYYSF 
ASQQQKPEDTTIPSTELAKQVIEYARQLEMIV 
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FIGURE 97 

GGCACGAGGATGGAGGAGGGAGGCCGGGACAAGGCGCCGGTGCAGCCCCAGCAGTCTCCAGCGGCGGCCCCCGGC 
GGCACGGACGAGAAGCCGAGCGGCAAGGAGCGGCGGGATGCCGGGGACAAGGACAAAGAACAGGAGCTGTCTGAA 
GAGGATAAACAGCTTCAAGATGAACTGGAGATGCTCGTGGAACGACTAGGGGAGAAGGATACATCCCTGTATCGA 
CCAGCGCTGGAGGAATTGCGAAGGCAGATTCGTTCTTCTACAACTTCCATGACTTCAGTGCCCAAGCCTCTCAAA 
TTTCTGCGTCCACACTATGGCAAACTGAAGGAAATCTATGAGAACATGGCCCCTGGGGAGAATAAGCGTTTTGCT 
GCTGACATCATCTCCGTTTTGGCCATGACCATGAGTGGGGAGCGTGAGTGCCTCAAGTATCGGCTAGTGGGCTCC 
CAGGAGGAATTGGCATCATGGGGTCATGAGTATGTCAGGCATCTGGCAGGAGAAGTGGCTAAGGAGTGGCAGGAG 
CTGGATGACGCAGAGAAGGTCCAGCGGGAGCCTCTGCTCACTCTGGTGAAGGAAATCGTCCCCTATAACATGGCC 
CACAATGCAGAGCATGAGGCTTGCGACCTGCTTATGGAAATTGAGCAGGTGGACATGCTGGAGAAGGACATTGAT 
GAAAATGCATATGCAAAGGTCTGCCTTTATCTCACCAGTTGTGTGAATTACGTGCCTGAGCCTGAGAACTCAGCC 
CTACTGCGTTGTGCCCTGGGTGTGTTCCGAAAGTTTAGCCGCTTCCCTGAAGCTCTGAGATTGGCATTGATGCTC 
AATGACATGGAGTTGGTAGAAGACATCTTCACCTCCTGCAAGGATGTGGTAGTACAGAAACAGATGGCATTCATG 
CTAGGCCGGCATGGGGTGTTCCTGGAGCTGAGTGAAGATGTCGAGGAGTATGAGGACCTGACAGAGATCATGTCC 
AATGTACAGCTCAACAGCAACTTCTTGGCCTTAGCTCGGGAGCTGGACATCATGGAGCCCAAGGTGCCTGATGAC 
ATCTACAAAACCCACCTAGAGAACAACAGGXTTGGGGGCAGTGGCTCTCAGGTGGACTCTGCCCGCATGAACCTG 
GCCTCCTCTTTTGTGAATGGCTTTGTGAATGCAGCTTTTGGCCAAGACAAGCTGCTAACAGATGATGGCAACAAA 
TGGCTTTACAAGAACAAGGACCACGGAATGTTGAGTGCAGCTGCATCTCTTGGGATGATTCTGCTGTGGGATGTG 
GATGGTGGCCTCACCCAGATTGACAAGTACCTGTACTCCTCTGAGGACTACATTAAGTCAGGAGCTCTTCTTGCC 
TGTGGCATAGTGAACTCTGGGGTCCGGAATGAGTGTGACCCTGCTCTGGCACTGCTCTCAGACTATGTTCTCCAC 
AACAGfCAACACCATGAGACTTGGTTCCATCTTTGGGCTAGGCTTGGCTTATGCTGGCTCAAATCGTGAAGATGTC 
CTAACACTGCTGCTGCCTGTGATGGGAGATTCAAAGTCCAGCATGGAGGTGGCAGGTGTCACAGCTTTAGCCTGT 
GGAATGATAGCAGTAGGGTCCTGCAATGGAGATGTAACTTCCACTATCCTTCAGACCATCATGGAGAAGTCAGAG 
ACTGAGCTCAAGGATACTTATGCTCGTTGGCTTCCTCTTGGACTGGGTCTCAACCACCTGGGGAAGGGTGAGGCC 
ATCGAGGCAATCCTGGCTGCACTGGAGGTTGTGTCAGAGCCATTCCGCAGXTTTGCCAACACACTGGTGGATGTG 
TGTGCATATGCAGGCTCTGGGAATGTGCTG^GGTGCAGCAGCTGCTCCACATTTGTAGCGAACACTTTGACTCC 
AAAGAGAAGGAGGAAGACAAAGACAAGAAGGAAAAGAAAGACAAGGACAAGAAGGAAGCCCCTGCTGACATGGGA 
GCACATCAGGGAGTGGCTGTTCTGGGGATTGCCCTTATTGCTATGGGGGAGGAGATTGGTGCAGAGATGGCATTA 
CGAACCTTTGGCCACTTGCTGAGATATGGGGAGCCTACACTCCGGAGGGCTGTACCTTTAGCACTGGCCCTCATC 
TCTGTTTCAAATCCACGACTCAACATCCTGGATACCCTAAGCAAATTCTCTCATGATGCTGATCCAGAAGTTTCC 
TATTACTCCATTTTTGCCATGGGCATGGTGGGCAGTGGTACCAATAATGCCCGTCTGGCTGCAATGCTGCGCCAG 
TTAGCTCAATATCATGCCAAGGACCCAAACAACCTCTTCATGGTGCGCTTGGCACAGGGCCTGACACATTTAGGG 
AAGGGCACCCTTACCCTCTGCCCCTACCACAGCGACCGGCAGCTTATGAGCCAGGTGGCCGTGGCTGGACTGCTC 
ACTGTGCTTGTCTCTTTCCTGGATGTTCGAAACATTATTCTAGGCAAATCACACTATGTATTGTATGGGCTGGTG 
GCTGCCATGCAGCCCCGAATGCTGGTTACGTTTGATGAGGAGCTGCGGCCATTGCCAGTGTCTGTCCGTGTGGGC 
CAGGCAGTGGATGTGGTGGGCCAGGCTGGCAAGCCGAAGACTATCACAGGGTTCCAGACGCATACAACCCCAGTG 
TTGTTGGCCCACGGGGAACGGGCAGAATTGGCCACTGAGGAGTTTCTTCCTGTTACCCCCATTCTGGAAGGTTTT 
GTTATCCTTCGGAAGAACCCCAATTATGATCTCTAAGTGACCACCAGGGGCTCTGAACTGCAGCTGATGTTATCA 
GCAGGCCATGCATCCTGCTGCCAAGGGTGGACACGGCTGCAGACTTCTGGGGGAATTGTCGCCTCCTGCTCTTTT 
GTTACTGAGTGAGATAAGGTTGTTCAATAAAGACTTTTATCCCCAAGGTCAAi^AAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 98 
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MEEGGRDKAPVQPQQSPAAAPGGTDEKPSGKERRDAGDKDKEQELSEEDKQLQDELEMLVERLGEKDTSLYRPAL 
EELRRQIRSSTTSMTSVPKPLKFLRPHYGKLKEIYENMAPGENKRFAADIISVLAMTMSGERECLKYRLVGSQEE 
LASWGHEYVRHLAGEVAKEWQELDDAEKVQREPLLTLVKEIVPYNMAHNAEHEACDLLMEIEQVDMLEKDIDENA 
YAKVCLYLTSCVNYVPEPENSALLRCALGVFRKFSRFPEALRLALMLNDMELVEDIFTSCKDVVVQKQMAFMLGR 
HGWLELSEDVEEYEDLTEIMSWQLNSNFLAI^ELDIMEPKVPDDIYKTHLENNRFGGSGSQVDSARMNLASS 
FVNGFVNAAFGQDKLLTDDGNKWLYKNKDHGMLSAAASLGMILLWDVDGGLTQIDKYLYSSEDYIKSGALLACGI 
VNSGVRNECDPALALLSDYVLHNSNTMRLGSIFGLGLAYAGSNREDVLTLLLPVMGDSKSSMEVAGVTALACGMI 
AVGSCNGDVTSTILQTIMEKSETELKDTYARWLPLGLGLNHLGKGEAIEAILAALEWSEPFRSFANTLVDVCAY 
AGSGOTLKVQQLLHICSEHFDSKEKEEDKDKKEKKDKDKKEAPADMGAHQGVAVLGIALIAMGEEIGAEMALRTF 
GHLLRYGEPTLRRAVPLALALISVSNPRLNILDTLSKFSHDADPEVSYYSIFAMGMVGSGTNNARLAAMLRQLAQ 
YHAKDPNNLFMVRLAQGLTHLGKGTLTLCPYHSDRQLMSQVAVAGLLTVLVSFLDVRNIILGKSHYVLYGLVAAM 
QPRMLVTFDEELRPLPVSVRVGQAVDWGQAGKPKTITGFQTHTTPVLLAHGERAELATEEFLPVTPILEGFVIL 
RKNPNYDL 
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FIGURE 99A 

TATACTTCGCTACXTGGCTAGAGTTGCAACTACAGCTGGGTTATATGGCTCTAATCTGATGGAACATACTGAGAT 
TGATCACTGGTTGGAGTTCAGTGCTACAAAATTATCTTCATGTGATTCCTTTACTTCTACAATTAATGAACTCAA 
TCATTGCCTGTCTCTGAGAACATACTTAGTTGGAAACTCGTTGAGTTTAGCAGATTTATGTGTTTGGGCCACCCT 
AAAAGGAAATGCTGCCTGGCAAGAACAGTTGAAACAGAAGAAAGCTCCAGTTCATGTAAAACGTTGGTTTGGCTT 
TCTTGAAGCCCAGCAGGCCTTCCAGTCAGTAGGTACCAAGTGGGATGTTTCAACAACCAAAGCTCGAGTGGCACC 
TGAGAAAAAGCAAGATGTTGGGAAATTTGTTGAGCTTCCAGGTGCGGAGATGGGAAAGGTTACCGTCAGATTTCC 
TCCAGAGGCCAGTGGTTACTTACACATTGGGCATGCAAAAGCTGCTCTTCTGAACCAGCACTACCAGGTTAACTT 
TAAAGGGAAACTGATCATGAGATTTGATGACACAAATCCTGAAAAAGAAAAGGAAGATTTTGAGAAGGTTATCTT 
GGAAGATGTTGCAATGTTGCATATCAAACCAGATCAATTTACTTATACTTCGGATCATTTTGAAACTATAATGAA 
GTATGCAGAGAAGCTAATTCAAGAAGGGAAGGCTTATGTGGATGATACTCCTGCTGAACAGATGAAAGCAGAACG 
TGAGCAGAGGATAGAATCTAAACATAGAAAAAACCCTATTGAGAAGAATCTACAAATGTGGGAAGAAATGAAAAA 
AGGGAGCCAGTTTGGTCACTCCTGTTGTTTGCGAGCAAAAATTGACATGAGTAGTAACAATGGATGCATGAGAGA 
TCCAACCCTTTATCGCTGCAAAATTCAACCACATCCAAGAACTGGAAATAAATACAATGTTTATCCAACATATGA 
TTTTGCCTGCCCCATAGTTGACAGCATCGAAGGTGTTACACATGCCCTGAGAACAACAGAATACCATGACAGAGA 
TGAGCAGTTTTACTGGATTATTGAAGCTTTAGGCATAAGAAAACCATATATTTGGGAATATAGTCGGCTAAATCT 
CAACAACACAGTGCTATCCAAAAGAAAACTCACATGGTTTGTCAATGAAGGACTAGTAGATGGATGGGATGACCC 
AAGATTTCCTACGGTTCGTGGTGTACTGAGAAGAGGGATGACAGTXGAAGGACTGAAACAGTTTATTGCTGCTCA 
GGGCTCCTCACGTTCAGTCGTGAACATGGAGTGGGACAAAATCTGGGCGTTTAACAAAAAGGTTATTGACCCAGT 
GGCTCCACGATATGTTGCATTACTGAAGAAAGAAGTGATCCCAGTGAATGTACCTGAAGCTCAGGAGGAGATGAA 
AGAAGTAGCCAAACACCCAAAGAATCCTGAGGTTGGCTTGAAGCCTGTGTGGTATAGTCCCAAAGTTTTCATTGA 
AGGTGCTGATGCAGAGACTTTTTCGGAGGGTGAGATGGTTACATTTATAAATTGGGQCAACCTCAACATTACAAA 
AATACACAAAAATGCAGATGGAAAAATCATATCTCTTGATGCAAAGTTTAATTTGGAAAACAAAGACTACAAGAA 
AACCACTAAGGTCACTTGGCTTGCAGAGACTACACATGCTCTTCCTATTCCAGTAATCTGTGTCACTTATGAGCA 
CTTGATCACAAAGCCAGTGCTAGGAAAAGACGAGGACTTTAAGCAGTATGTCAACAAGAACAGTAAGCATGAAGA 
GCTAATGCTAGGGGATCCCTGCCTTAAGGATTTGAAAAAAGGAGATATTATACAACTCCAGAGAAGAGGATTCTT 
CATATGTGATCAACCTTATGAACCTGTTAGCCCATATAGTTGCAAGGAAGCCCCGTGTGTTTTGATATACATTCC 
TGATGGGCACACAAAGGAAATGCCAACATCAGGGTCAAAGGAAAAGACCAi\AGTAGAAGCCACAAAAAATGAGAC 
CTCTGCTCCTTTTAAGGAAAGACCAACACCTTCTCTGAATAATAATTGTACTACATCTGAGGATTCCTTGGTCCT 
TTACAATAGAGTGGCTGTTCAAGGAGATGTGGTTCGTGAATTAAAAGCCAAGAAAGCACCAAAGGAAGATGTAGA 
TGCAGCTGTAAAACAGCTTTTGTCTTTGAAAGCTGAATATAAGGAGAAAACTGGCCAGGAATATAAACCTGGAAA 
CCCTCCTGCTGAAATAGGACAGAATATTTCTTCTAATTCCTCAGCAAGTATTCTGGAAAGTAAATCTCTGTATGA 
TGAAGTTGCTGCACAAGGGGAGGTGGTTCGTAAGCTAAAAGCTGAAAAATCCCCTAAGGCTAAAATAAATGAAGC 
TGTAGAATGCTTACTGTCCCTGAAGGCTCAGTATAAAGAAAAAACTGGGAAGGAGTACATACCTGGTCAGCCCCC 
ATTATCTCAAAGTTCGGATTCAAGCCCAACCAGAAATTCTGAACCTGCTGGTTTAGAAACACCAGAAGCGAAAGT 
ACTTTTTGACAAAGTAGCTTCTCAAGGGGAAGTAGTTCGGAAACTTAAAACTGAAAAAGCCCCTAAGGATCAAGT 
AGATATAGCTGTTCAAGAACTCCTTCAGCTAAAGGCACAGTACAAGTCTTTGATAGGAGTAGAGTATAAGCCTGT 
GTCGGCCACTGGAGCTGAGGACAAAGATAAGAAGAAGAAAGAAAAAGAAAATAAATCTGAAAAGCAGAATAAGCC 
TCAGAAACAAAATGATGGCCAAAGGAAAGACCCTTCTAAAAACCAAGGAGGTGGGCTCTCATCAAGTGGAGCAGG 
AGAAGGGCAGGGGCCTAAGAAACAGACCAGGTTGGGTCTTGAGGCAAAAAAAGAAGAAAATCTTGCTGATTGGTA 
TTCTCAGGTCATCACAAAGTCAGAAATGATTGAATACCATGACATAAGTGGCTGTTATATTCTTCGTCCCTGGGC 
CTATGCCATTTGGGAAGCCATCAAGGACTTTTTTGATGCTGAGATCAAGAAACTTGGTGTTGAAAACTGCTACTT 
CCCCATGTTTGTGTCTCAAAGTGCATTAGAGAAAGAGAAGACTCATGTXGCTGACTTTGCCCCAGAGGTTGCTTG 
GGTTACAAGATCTGGCAAAACCGAGCTGGCAGAACCAATTGCCATTCGTCCTACTAGTGAAACAGTAATGTATCC 
TGCATATGCAAAATGGGTACAATCACACAGAGACCTGCCCATCAAGCTCAATCAGTGGTGCAATGTGGTGCGTTG 
GGAATTCAAGCATCCTCAGCCTTTCCTACGTACTCGTGAATTTCTTTGGCAGGAAGGGCACAGTGCTTTTGCTAC 
CATGGAAGAGGCAGCGGAAGAGGTCTTGCAGATACTTGACTTATATGCTCAGGTATATGAAGAACTCCTGGCAAT 
TCCTGTTGTTAAAGGAAGAAAGACGGAAAAGGAAAAATTTGCAGGAGGAGACTATACAACTACAATAGAAGCATT 
TATATCTGCTAGTGGAAGAGCTATCCAGGGAGGAACATCACATCATTTAGGGCAGAATTTTTCCAAAATGTTTGA 



REPLACEMENT SHEET 

105/2682 

FIGURE 99B 

AATCGTTTTTGAAGATCCAAAGATACCAGGAGAGAAGCAATTTGCCTATCAAAACTCCTGGGGCCTGACAACTCG 
AACTATTGGTGTTATGACCATGGTTCATGGGGACAACATGGGTTTAGTATTACCACCCCGTGTAGCATGTGTTCA 
GGTGGTGATTATTCCTTGTGGCATTACCAATGCACTTTCTGAAGAAGACAAAGAAGCGCTGATTGCAAAATGCAA 
TGATTATCGAAGGCGATTACTCAGTGTTAACATCCGCGTTAGAGCTGATTTACGAGATAATTATTCTCCAGGTTG 
GAAATTCAATCACTGGGAGCTCAAGGGAGTTCCCATTAGACTTGAAGTTGGGCCACGTGATATGAAGAGCTGTCA 
GTTTGTAGCCGTCAGACGAGATACTGGAGAAAAGCTGACAGTTGCTGAAAATGAGGCAGAGACTAAACTTCAAGC 
TATTTTGGAAGACATCCAGGTCACCCTTTTCACAAGGGCTTCTGAAGACCXTAAGACTCATATGGTTGTGGCTAA 
TACAATGGAAGACTTTCAGAAGATACTAGATTCTGGAAAGATTGTTCAGATTCCATTCTGTGGGGAAATTGACTG 
TGAGGACTGGATCAAAAAGACCACTGCCAGGGATCAAGATCTTGAACCTGGTGCTCCATCCATGGGAGCTAAAAG 
CCTTTGCATCCCCTTCAAACCACTCTGTGAACTGCAGCCTGGAGCCAAATGTGTCTGTGGCAAGAACCCTGCCAA 
GTACTACACCTTATTTGGTCGCAGCTACTGAGGGATGAACGAAAGCCCCCTCTTCAACTCCTCTCACTTTTTAAA 
GCATTGATATTAGTATCTTCTCAGATACAGACCGTTTTATGATTTTTTAAAAAGTAAAAGTTCTAAAATGAAGTC 
ACACAGGACAATTATTCTTATGCCTAAGTTAACAGTGGATAAAAGACTTTTCTGTAAACAACTCCAGTAATAAAT 
ATCATGAACTA 
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FIGURE 100 

MEHTEIDHWLEFSATKLSSCDSFTSTINELNHCLSLRTYLVGNSLSLADLCVWATLKGNAAWQEQLKQKKAPVHV 
KRV^GFLEAQQAFQSVGTKWDVSTTKARVAPEKKQDVGKFVELPGAEMGKVTVRFPPEASGYLHIGHAKAALLNQ 
HYQVNFKGKLIMRFDDTNPEKEKEDFEKVILEDVAMLHIKPDQFTYTSDHFETIMKYAEKLIQEGKAYVDDTPAE 
QMKAEREQRIESKHRKNPIEKNLQMWEEMKKGSQFGHSCCLRAKIDMSSNNGCMRDPTLYRCKIQPHPRTGNKYN 
VYPTYDFACPIVDSIEGVTHALRTTEYHDRDEQFYWIIEALGIRKPYIWEYSRLNLNNTVLSKRKLTWFVNEGLV 
DGWDDPRFPWRGVLRRGMTVEGLKQFIAAQGSSRSVVNMEWDKIWAFNKKVIDPVAPRYVALLKKEVIPVNVPE 
AQEEMKEVAKHPKNPEVGLKPVWYSPKVFIEGADAETFSEGEMVTFINWGNLNITKIHKNADGKIISLDAKFNLE 
NKDYKKTTKVTWLAETTHALPIPVICVTYEHLITKPVLGKDEDFKQYVNKNSKHEELMLGDPCLKDLKKGDIIQL 
QRRGFFICDQPYEPVSPYSCKEAPCVLIYIPDGHTKEMPTSGSKEKTKVEATKNETSAPFKERPTPSLNNNCTTS 
ED SLVL YNRVAVQGD WRELKAKKAP KED VD AAVKQLL S LKAE YKEKTGQE YKPGNPP AE I GQN I S SNS S AS I LE 
SKSLYDEVAAQGEWRKLKAEKSPKAKINEAVECLLSLKAQYKEKTGKEYIPGQPPLSQSSDSSPTRNSEPAGLE 
TPEAKVLFDKVASQGEWRKLKTEKAPKDQVDIAVQELLQLKAQYKSLIGVEYKPVSATGAEDKDKKKKEKENKS 
EKQNKPQKQNDGQRKDP SKNQGGGLS S S GAGEGQGPKKQTRLGLEAKKEENLADW YSQVI TKSEMI EYHD I SGCY 
ILRPWAYAIWEAIKDFFDAEIKKLGVENCYFPMFVSQSALEKEKTHVADFAPEVAWVTRSGKTELAEPIAIRPTS 
ETVMYPAYAKWVQSHRDLPIKLNQWCNVVRWEFKHPQPFLRTREFLWQEGHSAFATMEEAAEEVLQILDLYAQVY 
EELLAIPWKGRKTEKEKFAGGDYTTTIEAFISASGRAIQGGTSHHLGQNFSKMFEIVFEDPKIPGEKQFAYQNS 
WGLTTRTIGVMTMVHGDNMGLVLPPRVACVQVVIIPCGITNALSEEDKEALIAKCNDYRRRLLSVNIRVRADLRD 
NYSPGWKFNHWELKGVPIRLEVGPRDMKSCQFVAVRRDTGEKLTVAENEAETKLQAILEDIQVTLFTRASEDLKT 
HMWANTMEDFQKILDSGKIVQIPFCGEIDCEDWIKKTTARDQDLEPGAPSMGAKSLCIPFKPLCELQPGAKCVC 
GKNPAKYYTLFGRSY 
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FIGURE 101 



AGAATACACTCACAAGCCACTCCGCTGCTCGCCTCTCCGCCCCGCGTCCAGCTCGCCCAGCTCGCCCAGCGTCCG 
CCGCGCCTCGCCAAGGCTTCAACGGACCACACCAAAATGCCATCTCAAATGGAACACGCCATGGAAACCATGATG 
TTTACATTTCACAAATTCGCTGGGGATAAAGGCTACTTAACAAAGGAGGACCTGAGAGTACTCATGGAAAAGGAG 
TTCCCTGGATTTTTGGAAAATCAAAAAGACCCTCTGGCTGTGGACAAAATAATGAAGGACCTGGACCAGTGTAGA 
GATGGCAAAGTGGGCTTCCAGAGCTTCTTTTCCCTAATTGCGGGCCTCACCATTGCATGCAATGACTATTTTGTA 
GTACACATGAAGCAGAAGGGAAAGAAGTAGGCAGAAATGAGCAGTTCGCTCCTCCCTGATAAGAGTTGTCCAAAG 
GGTCGCTTAAGGAATCTGCCCCACAGCTTCCCCCATAGAAGGATTTCATGAGCAGATCAGGACACTTAGCAAATG 
TAAAAATAAAATCTAACTCTCATTTGACAAGCAGAGAAAGAAAAGTTAAATACCAGATAAGCTTTTGATTTTTGT 
ATTGTTTGCATCCCCTTGCCCTCAATAAATAAAGTTCTTTTTTAGTTCC 
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FIGURE 102 

MPSQMEHAMETMMFTFHKFAGDKGYLTKEDLRVLMEKEFPGFLENQKDPLAVDKIMKDLDQCRDGKVGFQSFFSL 
I AGLT I ACND YFWHMKQKGKK 
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FIGURE 103 

CGCGTGAACTGCTTCCTGCAGGCTGGCC ATGG CGCTTCACGTTCCCAAGGCTCCGGGCTTTGCCCAGATGCTCAA 
GGAGGGAGCGAAACACTTTTCAGGATTAGAAGAGGCTGTGTATAGAAACATACAAGCTTGCAAGGAGCTTGCCCA 
AACCACTCGTACAGCATATGGACCAAAAGGAATGAACAAAATGGTTATCAACCACTTGGAGAAGTTGTTTGTGAC 
AAACGATGCAGCAACTATTTTAAGAGAACTAGAAGTACAGCATCCTGCTGCAAAAATGATTGTAATGGCTTCTCA 
TATGCAAGAGCAAGAAGTTGGAGATGGCACAAACTTTGTTCTGGTATTTGCTGGAGCTCTCCTGGAATTAGCTGA 
AGAACTTCTGAGGATTGGCCTGTCAGTTTCAGAGGTCATAGAAGGTTATGAAATAGCCTGCAGAAAAGCTCATGA 
GATTCTTCCTAATTTGGTATGTTGTTCTGCAAAAAACCTTCGAGATATTGATGAAGTCTCATCTCTACTTCGTAC 
CTCCATAATGAGTAAACAATATGGTAATGAAGTATTTCTGGCCAAGCTTATTGCTCAGGCATGCGTATCTATTTT 
TCCTGATTCCGGCCATTTCAATGTTGATAACATCAGAGTTTGTAAAATTCTGGGCTCTGGTATCAGTTCCTCTTC 
AGTATTGCATGGCATGGTTTTTAAGAAGGAAACCGAAGGTGATGTAACATCTGTCAAAGATGCAAAAATAGCAGT 
GTACTCTTGTCCTTTTGATGGCATGATAACAGAAACTAAGGGAACAGTGTTGATAAAGACTGCTGAAGAATTGAT 
GAATTTTAGTAAGGGAGAAGAAAACCTCATGGATGCACAAGTCAAAGCTATTGCTGATACTGGTGCAAATGTCGT 
AGTAACAGGTGGCAAAGTGGCAGACATGGCTCTTCATTATGCAAATAAATATAATATCATGTTAGTGAGGCTAAA 
CTCAAAATGGGATCTCCGAAGACTTTGTAAAACTGTTGGTGCTACAGCTCTTCCTAGATTGACACCTCCTGTCCT 
TGAAGAAATGGGACACTGTGACAGTGTTTACCTCTCAGAAGTTGGAGATACTCAGGTGGTGGTTTTTAAGCATGA 
AAAGGAAGATGGCGCCATTTCTACCATAGTACTTCGAGGCTCTACAGACAATCTGATGGATGACATAGAAAGGGT 
AGTAGACGATGGTGTTAATACTTTCAAAGTTCTTACAAGGGATAAACGTCTTGTACCCGGAGGTGGAGCAACAGA 
AATTGAATTAGCCAAACAGATCACATCATATGGAGAGACATGTCCTGGACTTGAACAGTATGCTATTAAGAAGTT 
TGCTGAGGCATTTGAAGCTATTCCCCGCGCACTGGCAGAAAACTCTGGAGTTAAGGCCAATGAAGTAATCTCTAA 
ACTTTATGCAGTACATCAAGAAGGAAATAAAAACGTTGGATTAGATATTGAGGCTGAAGTCCCTGCTGTAAAGGA 
CATGCTGGAAGCTGGTATTCTAGATACTTACCTGGGAAAATATTGGGCTATCAAACTCGCTACTAATGCTGCAGT 
CACTGTACTTAGAGTGGATCAGATCATCATGGCAAAACCAGCTGGTGGGCCCAAGCCTCCAAGTGGGAAGAAAGA 
CTGGGATGATGACCAAAATGATTGAAATTGGCTTAATTTTTACTGTAGGTGAAGGCTGTATTTGTAGTAGTACTC 
AAGAATCACCTGATGTTTTCTTATTCTCCTTAAATTAAGAGTTATTTTGTGTTTGTATTCTTGGCTGGATGTTAT 
AATAAACATATTGTTACTGTC 
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MALHVPB(APGFAQMLKEGAKHFSGLEEAVYRNIQACKELAQTTRTAYGPKGMNKMVINHLEKLFVTNDAATILRE 
LEVQHPAAKMIVMASHMQEQEVGDGTNFVLVFAGALLELAEELLRIGLSVSEVIEGYEIACRKAHEILPNLVCCS 
AKNLRDIDEVSSLLRTSIMSKQYGNEVFLAKLIAQACVSIFPDSGHFNVDNIRVCKILGSGISSSSVLHGMVFKK 
ETEGDVTSVKDAKIAVYSCPFDGMITETKGTVLIKTAEELMNFSKGEENLMDAQVKAIADTGANVVVTGGKVADM 
ALHYANKTOIMLVRLNSKWDLRRLCKTVGATALPRLTPPVLEEMGHCDSVYLSEVGDTQ\AA^FKHEKEDGAISTI 
VLRGSTDNLMDDIERWDDGVNTFKVLTRDKRLVPGGGATEIELAKQITSYGETCPGLEQYAIKKFAEAFEAIPR 
ALAENSGVKANEVISKLYAVHQEGNKNVGLDIEAEVPAVKDMLEAGILDTYLGKYWAIKLATNAAVTVLRVDQII 
MAKPAGGPKPPSGKKDWDDDQND 
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FIGURE 105 

GGATCCGGCAACGAAGGTACCATGGCGGGACGTGGCGCCATGGTGCTGTTGCACGTGCTGTTTGAGCACGCGGTC 
GGCTACGCGCTCGTGGCGCTGAAGGAAGTGGAGGAGATCAGTCTGCTGCAGCCGCAGGTGGAGGAGTCCGTGCTC 
AACCTGGGCAAATTCCACAGCATCGTTCGTCTGGTGGCCTTTTGTCCCTTTGCCTCATCCCAGGTTGCCTTGGAA 
AATGCCAACGCCGTGTCTGAAGGGGTTGTTCATGAGGACCTCCGCCTGCTCTTGGAGACCCACCTGCCGTCCAAA 
AAGAAGAAAGTACTCTTGGGAGTTGGGGATCCCAAGATTGGTGCCGCAATACAGGAGGAGTTAGGGTACAACTGC 
CAGACTGGAGGAGTCATAGCTGAGATCCTGCGAGGAGTTCGTCTGCACTTCCACAATCTGGTGAAGGGTCTGACC 
GATCTGTCAGCTTGTAAAGCACAGCTGGGGCXGGGACACAGCTATTCCCGTGCCAAAGTTAAGTTTAATGTGAAC 
CGGGTGGACAATATGATCATCCAGTCCATTAGCCTCCTGGACCAGCTGGATAAGGACATCAATACCTTCTCTATG 
CGTGTCAGGGAGTGGTACGGGTATCACTTTCCGGAGCTGGTGAAGATCATCAACGACAATGCCACATACTGCCGT 
CTTGCCCAGTTTATTGGAAACCGAAGGGAACTGAATGAGGACAAGCTGGAGAAGCTGGAGGAGCTGACAATGGAT 
GGGGCCAAGGCTAAGGCTAXTCTGGATGCCTCACGGTCCTCCATGGGCATGGACATATCTGCCATTGACTTGATA 
AACATCGAGAGCTTCTCCAGTCGTGTGGTGTCTTTATCTGAATACCGCCAGAGCCTACACACTTACCTGCGCTCC 
AAGATGAGCCAAGTAGCCCCCAGCCTGTCAGCCCTAATTGGGGAAGCGGTAGGTGCACGTCTCATCGCACATGCT 
GGCAGCCTCACCAACCTGGCCAAGTATCCAGCATCCACAGTGCAGATCCTTGGGGCTGAAAAGGCCCTGTTCAGA 
GCCCTGAAGACAAGGGGTAACACTCCAAAATATGGACTCATTTTCCACTCCACCTTCATTGGCCGAGCAGCTGCC 
AAGAACAAAGGCCGCATCTCCCGATACCTGGCAAACAAATGCAGTATTGCCTCACGAATCGATTGCTTCTCTGAG 
GTGCCCACGAGTGTATTCGGGGAGAAGCTTCGAGAACAAGTTGAAGAGCGACTGTCCTTCTATGAGACTGGAGAG 
ATACCACGAAAGAATCTGGATGTCATGAAGGAAGCAATGGTTCAGGCAGAGGCAGAGGAAGCGGCTGCTGAGATT 
ACTAGGAAGCTGGAGAAACAGGAGAAGAAACGCTTAAAGAAGGAAAAGAAACGGCTGGCTGCACTTGCCCTCGCG 
TCTTCAGAAAACAGCAGTAGTACTCCAGAGGAGTGTGAGGAGACGAGTGAAAAACCCAAAAAGAAGAAAAAGCAA 
AAGCCCCAGGAGGTTCCTCAGGAGAATGGAATGGAAGACCCATCTATCTCTTTCTCCAAACCCAAGAAAAAGAAA 
TCTTTTTCCAAGGAGGAGTTGATGAGTAGCGATCTTG7VAGAGACCGCTGGCAGCACCAGTATTCCCAAGAGGAAG 
AAGTCTACACCC7^AGGAGGAAACAGTTAATGACCCTGAGGAGGCAGGCCACAGAAGTCGGTCCAAGAAAAAGAGG 
AAATTCTCCAAAGAGGAGCCGGTCAGCAGTGGGCCTGAAGAGGCGGTTGGCAAGAGCAGCTCCAAGAAGAAGAAA 
AAGTTCCATAAAGCATCCCAGGAAGATTAS^ATGCAAATGGACATTCTCTGGGAGGTGGGGCATACCATAGCCCA 
AGGTGACATTTCCCACCCTGTGCCCGTGTTCCCAATAAAAACAAATTCACAAGAAAAAAAAAAAAAAAAAAAAAA 
TTCCTGAGGCCGCAAGGGAATTC 
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FIGURE 106 

blAGRGAMVLLHVLFEHAVGYALVALKEVEEISLLQPQVEESVLNLGKFHSIVRLVAFCPFASSQVALENANAVSE 
GWHEDLRLLLETHLPSKKKKVLLGVGDPKIGAAIQEELGYNCQTGGVIAEILRGVRLHFHNLVKGLTDLSACKA 
QLGLGHSYSRAKVKFNVNRVDNMI IQS I SLLDQLDKDINTFSMRVREWYGYHFPELVKI INDNATYCRLAQFIGN 
RRELNEDKLEKLEELTMDGAKAKAILDASRSSMGMDISAIDLINIESFSSRVVSLSEYRQSLHTYLRSPCMSQVAP 
SLSALIGEAVGARLIAHAGSLTNLAKYPASTVQILGAEKALFRALKTRGNTPKYGLIFHSTFIGRAAAKNKGRIS 
RYLANKCSIASRIDCFSEVPTSVFGEKLREQVEERLSFYETGEIPRKNLDVMKEAMVQAEAEEAAAEITRKLEKQ 
EKKRLKKEKKRLAALALASSENSSSTPEECEETSEKPKKKKKQKPQEVPQENGMEDPSISFSKPKKKKSFSKEEL 
MSSDLEETAGSTSIPKRKKSTPKEETVNDPEEAGHRSRSKKKRKFSKEEPVSSGPEEAVGKSSSKKKKKFHKASQ 
ED 
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CGCAGCCGTGCGATGTTGTCCTCTACAGCCATGTATTCGGCTCCTGGCAGAGACTTGGGGATGGAACCGCACAGA 
GCCGCGGGCCCTTTGCAGCTGCGATTTTCGCCCTACGTTTTCAACGGAGGTACTATACTGGCAATTGCTGGAGAA 
GATTTTGCAATTGTTGCTTCTGATACTCGATTGAGTGAAGGGTTTTCAATTCATACGCGGGATAGCCCCAAATGT 
TACAAATTAACAGACAAAACAGTCATTGGATGCAGCGGTTTTCATGGAGACTGTCTTACGCTGACAAAGATTATT 
GAAGCAAGACTAAAGATGTATAAGCATTCCAATAATAAGGCCATGACTACGGGGGCAATTGCTGCAATGCTGTCT 
ACAATCCTGTATTCAAGGCGCTTCTTTCCATACTATGTTTACAACATCATCGGTGGACTTGATGAAGAAGGAAAG 
GGGGCTGTATACAGCTTTGATCCAGTAGGGTCTTACCAGAGAGACTCCTTCAAGGCTGGAGGCTCAGCAAGTGCC 
ATGCTACAGCCCCTGCTTGACAACCAGGTTGGTTTTAAGAACATGCAGAATGTGGAGCATGTTCCGCTGTCCTTG 
GACAGAGCCATGCGGCTGGTGAAAGATGTCTTCATTTCTGCGGCTGAGAGAGATGTGTACACTGGGGACGCACTC 
CGGATCTGCATAGTGACCAAAGAGGGCATCAGGGAGGAAACTGTTTCCTTAAGGAAGGACTGATCTGTGTGCTCT 
TATCACCAATCAGTTCAGACCTGGTTGATTTTGTACTTTGGAACTGTACCTTGGATGGTTTTGTTTATTAAAA 
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FIGURE 108 

MLSSTAmSAPGRDLGMEPHRAAGPLQLRFSPYVFNGGTIIAIAGEDFAIVASDTRLSEGFSIHTRDSPKCYKLT 
DKTVIGCSGFHGDCLTLTKIIEARLKMYKHSNNKAMTTGAIAAMLSTILYSRRFFPYYVYNIIGGLDEEGKGAVY 
SFDPVGSYQRDSFKAGGSASAMLQPLLDNQVGFKNMQNVEHVPLSLDRAMRLVKDVFISAAERDVYTGDALRICI 
VTKEGIREETVSLRKD 
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FIGURE 109 

MGCCCGAGAATGTGGCACCCCGGAGCGGGGCGACTGCCGGGGCTGCCGGCGGCCGCGGGAAAGGCGCCTATCAG 

GACCGCGACAAGCCAGCCCAGATCCGCTTCAGCAACATTTCCGCCGCCAAAGCGGTTGCTGATGCTATTAGAACA 

AGCCTTGGACCAAAAGGAATGGATAAAATGATTCAAGATGGAAAAGGTGATGTAACCATTACAAATGATGGTGCT 

ACCATTCTGAAACAAATGCAAGTATTACATCCAGCAGCCAGAATGCTGGTGGAGCTGTCTAAGGCTCAAGATATA 

GAAGCAGGAGATGGCACCACATCAGTAGTCATCATTGCTGGCTCCCTCTTAGATTCTTGTACCAAGCTTCTTCAG 

AAAGGGATTCATCCAACCATCATTTCTGAGTCATTCCAGAAGGCCCTGGAAAAGGGCATTGAAATCTTGACTGAC 

ATGTCTCGACCTGTGGAACTGAGTGACAGAGAAACTTTGTTAAATAGTGCAACCACTTCACTGAACTCAAAGGTG 

GTTTCTCAGTATTCAAGTCTGCTTTCTCCAATGAGTGTAAATGCAGTGATGAAAGTGATTGACCCAGCCACAGCC 

ACCAGTGTAGATCTTAGAGATATTAAAATAGTTAAGAAGCTTGGTGGGACAATTGATGACTGTGAGTTGGTGGAA 

GGGCTGGTTCTCACCCAAAAAGTGTCAAATTCTGGCATAACCAGAGTTGAAAAGGCCAAGATTGGGCTTATTCAG 

TTTTGCTTATCTGCTCCCAAAACAGACATGGATAATCAAATAGTGGTTTCTGACTATGCCCAGATGGACCGAGTG* 

CTGCGAGAAGAGAGAGCCTATATTTTAAATTTAGTGAAGCAAATTAAAAAAACAGGATGTAATGTCCTTCTCATA 

CAGAAATCTATTCTAAGAGATGCTCTTAGTGATCTTGCATTACACTTTCTGAATAAAATGAAGATCATGGTGATT 

AAGGATATTGAAAGAGAAGACATTGAATTCATTTGTAAGACAATTGGAACCAAGCCAGTTGCTCATATTGACCAA 

TTTACTGCTGACATGCTGGGTTCTGCTGAGTTAGCTGAGGAGGTCAATTTAAATGGTTCTGGCAAACTGCTCAAG 

ATTACAGGCTGTGCCAGCCCTGGAAAAACAGTTACAATTGTTGTTCGTGGTTCTAACAAACTGGTGATTGAAGAA 

GCTGAGCGCTCCATTCATGATGCCCTATGTGTTATTCGTTGTTTAGTGAAGAAGAGGGCTCTTATTGCAGGAGGT 

GGTGCTCCAGAAATAGAGTTGGCCCTAGCATTAACTGAATATTCACGAACACTGAGTGGTATGGAATCCTACTGC 

GTTCGTGCTTTTGCAGATGCTATGGAGGTCATTCCATCTACACTAGCTGAAAATGCCGGCCTGAATCCCATTTCT 

ACAGTAACAGAACTAAGAAACCGGCATGCCCAGGGAGAAAAAACTGCAGGCATTAATGTCCGAAAGGGTGGTATT 

TCCAACATTTTGGAGGAACTGGTTGTCCAGCCTCTGTTGGTATCAGTCAGTGCTCTGACTCTTGCAACTGAAACT 

GTTCGGAGCATTCTGAAAATAGATGATGTGGTAAACACTCGATAATCTGGATAACTGACTAGCACCATTATGATC 

ACCAGTATTGTGGCTGGAATGGAAGAAGATCACCTTGGTGTTCCTTGTTTGGAAGATTATTTCCTCTGAATTTCT 

GGGCTTGGTCTTCCAGTTGGCATTTGCCTGAAGTTGTATTGAAACAATTTAATGAAAATATTAAATATTTGGTTT 

CAAAAGGCAGATTTATCTTCTCCCAACATTCTGTTATTTCTGATACTTTTGAAAAACTAATAAAAACTAATAAAA 

GAAGCGTA 
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FIGURE 110 

MPENVAPRSGATAGAAGGRGKGAYQDRDKPAQIRFSNISAAKAVADAIRTSLGPKGMDKMIQDGKGDVTITNDGA 
TILKQMQVLHPAARMLVELSKAQDIEAGDGTTSWIIAGSLLDSCTKLLQKGIHPTIISESFQKALEKGIEILTD 
MSRPVELSDRETLLNSATTSLNSKWSQYSSLLSPMSVNAVMKVIDPATATSVDLRDIKIVKKLGGTIDDCELVE 
GLVLTQKVSNSGITRVEKAKIGLIQFCLSAPKTDMDNQIWSDYAQMDRVLREERAYILNLVKQIKKTGCNVLLI 
QKSILRDALSDLALHFLNKMKIMVIKDIEREDIEFICKTIGTKPVAHIDQFTADMLGSAELAEEVNLNGSGKLLK 
ITGCASPGKTVTIWRGSNKLVIEEAERSIHDALCVIRCLVKKRALIAGGGAPEIELALALTEYSRTLSGMESYC 
VRAFADAMEVIPSTLAENAGLNPISTVTELRNRHAQGEKTAGINVRKGGISNILEELWQPLLVSVSALTLATET 
VRSILKIDDWNTR 
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FIGURE 111 

i 

CTGCGGCGCGCCGGGCGGAACTTTCTAGAACGCTCGGTGAGAGGCGGAGGAGCGGTAACTACCCCGGCTGCGCAC 

AGCTCGGCGCTCCTTCCCGCTCCCTCACACACCGGCCTCAGCCCGCACCGGCAGTAGAAGATGGTGAAAGAAACA 

ACTTACTACGATGTTTTGGGGGTCAAACCCAATGCTACTCAGGAAGAATTGAAAAAGGCTTATAGGAAACTGGCT 

TTGAAGTACCATCCTGATAAGAACCCAAATGAAGGAGAGAAGTTTAAACAGATTTCTCAAGCTTACGAAGTTCTC 

TCTGATGCAAAGAAAAGGGAATTATATGACAAAGGAGGAGAACAGGCAATTAAAGAGGGTGGAGCAGGTGGCGGT 

TTTGGCTCCCCCATGGACATCTTTGATATGTTTTTTGGAGGAGGAGGAAGGATGCAGAGAGAAAGGAGAGGTAAA 

AATGTTGTACATCAGCTCTCAGTAACCCTAGAAGACTTATATAATGGTGCAACAAGAAAACTGGCTCTGCAAAAG 

AATGTGATTTGTGACAAATGTGAAGGTAGAGGAGGTAAGAAAGGAGCAGTAGAGTGCTGTCCCAATTGCCGAGGT 

ACTGGAATGCAAATAAGAATTCATCAGATAGGACCTGGAATGGTTCAGCAAATTCAGTCTGTGTGCATGGAGTGC 

CAGGGCCATGGGGAGCGGATCAGTCCTAAAGATAGATGTAAAAGCTGCAACGGAAGGAAGATAGTTCGAGAGAAG 

AAAATTTTAGAAGTTCATATTGACAAAGGCATGAAAGATGGCCAGAAGATAACATTCCATGGTGAAGGAGACCAA 

GAACCAGGACTGGAGCCAGGCGATATTATCATTGTGTTAGATCAGAAGGACCATGCTGTTTTTACTCGACGAGGA 

GAAGACCTTTTCATGTGTATGGACATACAGCTCGTTGAAGCACTGTGTGGCTTCCAGAAGCCAATATCTACTCTT 

GACAACCGAACCATCGTCATCACCTCTCATCCAGGTCAGATTGTCAAGCATGGAGATATCAAGTGTGTACTAAAT 

GAAGGCATGCCAATTTATCGTAGACCATATGAAAAGGGTCGCCTAATCATCGAATTTAAGGTAAACTTTCCTGAG 

AATGGCTTTCTCTCTCCTGATAAACTGTCTTTGCTGGAAAAACTCCTACCCGAGAGGAAGGAAGTGGAAGAGACT 

GATGAGATGGACCAAGTAGAACTGGTGGACTTTGATCCAAATCAGGAAAGACGGCGCCACTACAATGGAGAAGCA 

TATGAGGATGATGAACATCATCCCAGAGGTGGTGTTCAGTGTCAGACCTCTTAATGGGCCAGTGAATAACACTCA 

CTGCTGGCATTTAATGTGCAGTAGTGAATGAGTGAAGGACTGTAATCATAATATGCTCACTACTTGCTCTTGTTT 

TTGTTTTAATAAACTATAGTAGTGTTTTAAAAAGTTAAATGAAGAATAAACGCAAATATAAAAGCTCTGATTTTG 

CCCTGTATGTATGATGACTTCAGTGTGCAAGATGAAGTTTAATACCTGTAAAAACTACAAAGAAGTTCCCCTAGC 

ATTTCTAGGCCAAACCTTGTAATTGACTTCAGCTATGTACGTGGACAAGCTTAGACTGAAATGCTAGGTATATGT 

ATTGGCTTCAGTGTATGACCCTTCATTGTTAAGCTATGAAAGTAAAACTCTGTATTTAACTGGCAATGAGGAAAA 

AAAAATTTTGTAGAGAAGTGTTGGTCTGTATAGTTCTTTATATTAAGTGGGATTCATTGTAATGCCTCTGCATTT 

ATTCTGTTGCCTCAGCTGTTACTTGAAGATGGCGTAATATATAATTTATCCTGTGGTATCAGTGATAAAAATGAT 

ACCTTTCTGTAGGAGGGGTTTATCATAATATGCTGCTTCTTGAAGGCTTGCACTTCCAGAATTGTGTTTCCTTCT 

GCTGTGCCATTCATATATATATACATATATATATATAATCTTGACCAGTCCTGGTCATTTGCTCCCCTCCTTGTC 

TGTGGACCATGATAAGCCCAAGTAGTGACTTCAGAGCTGGGTAACAGAAATTAAAGTGAAAAGACCTTTACGTGG 

AGAATTTGCATGCGTAATATAGGAAGGTGTTCTTTAGGTATGTTACAGGATTACTTTAAACCATTTGACTTTCGC 

TCCAAAGTTATGTTGGTAGTATAGCAAATTATGATGAATAGCTTTAATTGTATGTXTAAAAGTCTCATATGTTCA 

CATGCTTAAATCTGGGTATCAGAATTTAAGCAATTCTTGAAATGTATTGTCTCCTTAATATACTAATTACAAAGC 

ATCTCCAATGTGTGTCACTACAGGCTTTTTTTTCCCAGATCATCAAATTTTGGCTTTTAACTAAGATACATAGCT 

TTATTTTAGCTAGTCTGAATGAGTGATACAAAAATACTATTGAACTATAGTTAAATAATATTAAATAGGATGGAG 

AGTAAAAGTGGAGGACTGGGTAATGAGCCAAGAAGAAGGGGTG 
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FIGURE 112 

MVKETTYYDVLGVKPNATQEELKKAYRKLALKYHPDKNPNEGEKFKQISQAYEVLSDAKKRELYDKGGEQAIKEG 
GAGGGFGSPMDIFDMFFGGGGRMQRERRGKNWHQLSVTLEDLYNGATRKLALQKNVICDKCEGRGGKKGAVECC 
PNCRGTGMQIRIHQIGPGMVQQIQSVCMECQGHGERISPKDRCKSCNGRKIVREKKILEVHIDKGMKDGQKITFH 
GEGDQEPGLEPGDIIIVLDQKDHAVFTRRGEDLFMCMDIQLVEALCGFQKPISTLDNRTIVITSHPGQIVKHGDI 
KCVLNEGMPIYRRPYEKGRLIIEFKVNFPENGFLSPDKLSLLEKLLPERKEVEETDEMDQVELVDFDPNQERRRH 

YNGEAYEDDEHHPRGGVQCQTS 
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FIGURE 113 

CGGTAACTACCCCGGCTGCGCACAGCTCGGCGCTCCTTCCCGCTCCCTCACACACCGCCTCAGCCCGCACCGGCA 
GTAGAAGATGGTGAAAGAAACAACTTACTACGATGTTTTGGGGGTCAAACCCAATGCTACTCAGGAAGAATTGAA 
AAAGGCTTATAGGAAACTGGCCTTGAAGTACCATCCTGATAAGAACCCAAATGAAGGAGAGAAGTTTAAACAGAT 
TTCTCAAGCTTACGAAGTTCTCTCTGATGCAAAGAAAAGGGAATTATATGACAAAGGAGGAGAACAGGCAATTAA 
AGAGGGTGGAGCAGGTGGCGGTTTTGGCTCCCCCATGGACATCTTTGATATGTTTTTTGGAGGAGGAGGAAGGAT 
GCAGAGAGAAAGGAGAGGTAAAAATGTTGTACATCAGCTCTCAGTAACCCTAGAAGACTTATATAATGGTGCAAC 
AAGAAAACTGGCTCTGCAAAAGAATGTGATTTGTGACAAATGTGAAGGTAGAGGAGGTAAGAAAGGAGCAGTAGA 
GTGCTGTCCCAATTGCCGAGGTACTGGAATGCAAATAAGAATTCATCAGATAGGACCTGGAATGGTTCAGCAAAT 
TCAGTCTGTGTGCATGGAGTGCCAGGGCCATGGGGAGCGGATCAGTCCTAAAGATAGATGTAAAAGCTGCAACGG 
AAGGAAGATAGTTCGAGAGAAGAAAATTTTAGAAGTTCATATTGACAAAGGCATGAAAGATGGCCAGAAGATAAC 
ATTCCATGGTGAAGGAGACCAAGAACCAGGACTGGAGCCAGGCGATATTATCATTGTGTTAGATCAGAAGGACCA 
TGCTGTTTTTACTCGACGAGGAGAAGACCTTTTCATGTGTATGGACATACAGCTCGTTGAAGCACTGTGTGGCTT 
CCAGAAGCCAATATCTACTCTTGACAACCGAACCATCGTCATCAGCTCTCATCCAGGTCAGATTGTCAAGCATGG 
AGATATCAAGTGTGTACTAAATGAAGGCATGCCAATTTATCGTAGACCATATGAAAAGGGTCGCCTAATCATCGA 
ATTTAAGGTAAACTTTCCTGAGAATGGCTTTCTCTCTCCTGATAAACTGTCTTTGCTGGAAAAACTCCTACCCGA 
GAGGAAGGAAGTGGAAGAGACTGATGAGATGGACCAAGTAGAACTGGTGGACTTTGATCCAAATCAGGAAAGACG 
GCGCCACTACAATGGAGAAGCATATGAGGATGATGAACATCATCCCAGAGGTGGTGTTCAGTGTCAGACCTCTTA 
ATGGCCAGTGAATAACACTCACTGCTGGCATTTAAXGTGCAGTAGTGAATGAGTGAAGGACTGTAATCATAATAT 
GCTCACTACTTGCTCTTGTTTTTGTTTTAATAAACTATAGTAGTGTTATAAAAAGTTAAATGAAGAATAAACGCA 
AATATAAAAGCTC 



REPLACEMENT SHEET 

120/2682 

FIGURE 114 

MVKETTYYDVLGVKPNATQEELKKAYRKLALKYHPDKNPNEGEKFKQISQAYEVLSDAKKRELYDKGGEQAIKEG 
GAGGGFGSPMDIFDMFFGGGGRMQRERRGKNWHQLSVTLEDLYNGATRKLALQKOTICDKCEGRGGKKGAVECC 
PNCRGTGMQIRIHQIGPGMVQQIQSVCMECQGHGERISPKDRCKSCNGRKIVREKKILEVHIDKGMKDGQKITFH 
GEGDQEPGLEPGDIIIVLDQKDHAVFTRRGEDLFMCMDIQLVEALCGFQKPISTLDNRTIVITSHPGQIVKHGDI 
KCVLNEGMPIYRRPYEKGRLIIEFKVNFPENGFLSPDKLSLLEKLLPERKEVEETDEMDQVELVDFDPNQERRRH 
YNGEAYEDDEHHPRGGVQCQTS 
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FIGURE 115 

GGGCGGGGTGCCGCATCCCCAGCCCGCCGCCATGGCCGCCTACAAACTGGTGCTGATCCGGCACGGCGAGAGCGC 

ATGGAACCTGGAGAACCGCTTCAGCGGCTGGTACGACGCCGACCTGAGCCCGGCGGGCCACGAGGAGGCGAAGCG 

CGGCGGGCAGGCGCTACGAGATGCTGGCTATGAGTTTGACATCTGCTTCACCTCAGTGCAGAAGAGAGCGATCCG 

GACCCTCTGGACAGTGCTAGATGCCATTGATCAGATGTGGCTGCCAGTGGTGAGGACTTGGCGCCTCAATGAGCG 

GCACTATGGGGGTCTAACCGGTCTCAATAAAGCAGAAACTGCTGCAAAGCATGGTGAGGCCCAGGTGAAGATCTG 

GAGGCGCTCCTATGATGTCCCACCACCTCCGATGGAGCCCGACCATCCTTTCTACAGCAACATCAGTAAGGATCG 

CAGGTATGCAGACCTCACAGAAGATCAGCTACCCTCCTGTGAGAGTCTGAAGGATACTATTGCCAGAGCTCTGCC 

CTTCTGGAATGAAGAAATAGTTCCCCAGATCAAGGAGGGGAAACGTGTACTGATTGCAGCCCATGGCAACAGCCT 

CCGGGGCATTGTCAAGCATCTGGAGGGTCTCTCTGAAGAGGCTATCATGGAGCTGAACCTGCCGACTGGTATTCC 

CATTGTCTATGAATTGGACAAGAACTTGAAGCCTATCAAGCCCATGCAGTTTCTGGGGGATGAAGAGACGGTGCG 

CAAAGCCATGGAAGCTGTGGCTGCCCAGGGCAAGGCCAAGAAGTGAAGGCCGGCGGGGAGGATACTGTCCCCAGG 

AGCACCCTCCCTGCCCGTCTTGTCCCTCTGCCCCTCCCACCTGCACATGTCACACTGACCACATCTGTAGACATC 

TTGAGTTGTAGCTGCAGACGGGGACCAGTGGCTCCCATTTTCATTTTAGCCATTTTGTCGCCTGCACCCACTCCC 

TTCATACAATCTAGTCAGAATAGCAGTTCTAGAGCACAGGTTCTCAGTCTAAGCTATGGAAAAGCTCCCCTTATC 

CAACAGAGTTTAAAAGTAGTGACTTGGGTTTTTGCGAGTGCTTTGTTTACTAAGGACTTTGGGGAGGAACCATGC 

TAAGCCATGACCAGTGAGGAGAAGCAACAGAGCCTGTCTGTCCCCATGAGCGGAGTCTGTCCTCTGCTCTTCTGC 

AGTCAGGTCACTGCCTACTGCCTGGGGGCTCTAGTCATTCCAGTGGAAGACGAATGTAACCTGCGTGGTGATGTG 

ACAACTGTTTCCTCCCTGACCCCAGAGGATCTGGCTCTAGGTTGGGATCAATCCTGAATTTCGTTATGTGTTAAT 

TTACTTTTATTAAAAAAGTATAGTATATATAATACAAAACAATAACCCTTCTGGGGTTTCTTGTGGCGGTTGAAA 

TAGTCCCACATGTGGTCATCAGAAATAGCATTCCTCATACCAATATAGGATCAGCTCCTTGACCTCTGAGGGGTC 

AGGAGTGCTTCCTGGTGTGTGTATTAGAATCCCTTCCTGCCTTGTTTCATGGCAGTGAAATGCCTCTTGGTCCTG 

TCCAGTGTATCTTTCACTGATTTCTGAATCATGTTCTAGTTGCTTGACCCTGCCACATGGGTCCAGTGTTCATCT 

GAGCATAACTGTACTAAATCCTTTTTCCATATCAGTATAATAAAGGAGTGATGTGCAAT 
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FIGURE 116 

MAAYKLVLIRHGESAWNLENRFSGWYDADLSPAGHEEAKRGGQALRDAGYEFDICFTSVQKRAIRTLWTVLDAID 
QMWLPWRTWRLNERHYGGLTGLNKAETAAKHGEAQVKIWRRSYDVPPPPMEPDHPFYSNISKDRRYADLTEDQL 
PSCESLKDTIARALPFWNEEIVPQIKEGKRVLIAAHGNSLRGIVKHLEGLSEEAIMELNLPTGIPIVYELDKNLK 
P IKPMQFLGDEETVRKAMEAVAAQGKAKK 
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FIGURE 117 

GAATTCGGCACGAGGGCGACCGGCGCGTCGTGCGGGGCTGCGGCGGAGCCTCCTTAAGGAAGGTGCAAGAGGTTG 

GCAGCTTCGATTGAAGCACATCGACCGGCGACAGCAGCCAGGAGTCATGAGCGACAGCGGCGAGCAGAACTACGG 

CGAGCGGGAATCCCGTTCTGCTTCCAGAAGTGGAAGTGCTCACGGATCGGGGAAATCTGCAAGGCATACCCCTGC 

AAGGTCTCGCTCCAAGGAAGATTCCAGGCGTTCCAGATCAAAGTCCAGGTCCCGATCTGAATCTAGGTCTAGATC 

CAGAAGAAGCTCCCGAAGGCATTATACCCGGTCACGGTCTCGCTCCCGCTCCCATAGACGATCACGTAGCAGGTC 

TTACAGTCGAGATTATCGTAGACGGCACAGCCACAGCCATTCTCCCATGTCTACTCGCAGGCGTCATGTTGGGAA 

TCGGGCAAATCCTGATCCTAACXGTTGTCTTGGAGTATTTGGGCTGAGCTTGTACACCACAGAAAGAGATCTAAG 

AGAAGTGTTCTCTAAATATGGTCCCATTGCCGATGTGTCTATTGTATATGACCAGCAGTCTAGGCGTTCAAGAGG 

ATTTGCCTTTGTATATTTTGAAAATGTAGATGATGCCAAGGAAGCTAAAGAACGTGCCAATGGAATGGAGCTTGA 

TGGGCGTAGGATCAGAGTTGATTTCTCTATAACAAAAAGACCACATACGCCAACACCAGGAATTTACATGGGGAG 

ACCTACCTATGGCAGCTCTCGCCGTCGGGATTACTATGACAGAGGATATGATCGGGGCTATGATGATCGGGACTA 

CTATAGCAGATCATACAGAGGAGGAGGTGGAGGAGGAGGAGGATGGAGAGCTGCCCAAGACAGGGATCAGATTTA 

TAGAAGGCGGTCACCTTCTCCTTACTATAGTCGTGGAGGATACAGATCACGTTCCAGATCTCGATCATACTCACC 

TCGTCGCTATTAAAGCATGAAGACTTTCTGAAACCTGCCCTAGAGCTGGGATATTGTTTGTGGGCAATATTTTTT 

ATTGTCTCTTGTTTAAAAAGTGAACAGTGCCTAGTGAAGTTAGGTGACTTTTACACCTTTTACGATGACTACTTT 

TGGTGGAGTTGAAATGCTGTTTTCATTCTGCATTTGTGTAGTTTGGTGCTTTGTTCCAAGTTAAGTGTTTTCAGA 

AAAGTATGTTTTGCATGTATTTTTTTACAGTCTT^AATTTTGACTGCTGAGAAGTTTCTATTGTACAAAACTTCAT 

TTAAAAGGTTTTTCTACTGAATCCAGGGTATTCTGAAGATCGAAGCCTGTGTAAAATGCTACCAAATGGCAAAAA 

GCAACAATAAACAGTTTGATTTTTACTTTTCTTTCTAACATATCAATGCTTAGCAGAACTATTCAGATTGTCAGT 

AGTAAATTTAAAGACAAATGCCCGTTTTCCTCCAGTCCATGAAACATACCATACTTATATACCTGCAACTAAGTG 

TTTAAAATTATGCTCTGTAACTCTGTACTGCTAGTATTAGAACTAAAAATCTTAAAATACAGCCAGTGCTTAATG 

CTTATATCAATGTGGATTTGTCGGCTTTTATGTAATCTGTAATATGTATAGCAGGAAATACGAAGAGTTACACAG 

TGTATGCCTTAAAAGGCTGTTTCTTAAAGGTGTTACAAGGGGATAATGGTATTTCAACTAGTTATCAGCAAGTGA 

CAATACATTCCACCACAAATACACTCTTGTTCTTCTAGCTTTTAGACTATATGAAAAAACCGGGTGCTTCAAAGT 

ACATGATAAGGGAACACTATACCTGTCATGGATGAACTGAAGACTTTGCCTGTTCATTTTTTAAATATTATTTTC 

AGGTCCTTTGCTTACCAAAGGAGGCCCAATTTCACTCAAATGTTTTGAGAACTGTGTTTAAATAAACGCAAATGA 

AAAGAAAAAAAAAAAAAAAAAA 
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FIGURE 118 

MSDSGEQNYGERESRSASRSGSAHGSGKSARHTPARSRSKEDSRRSRSKSRSRSESRSRSRRSSRRHYTRSRSRS 
RSHRRSRSRSYSRDYRRRHSHSHSPMSTRRRHVGNRANPDPNCCLGVFGLSLYTTERDLREVFSKYGPIADVSIV 
YDQQSRRSRGFAFVYFENVDDAKEAKERANGMELDGRRIRVDFSITKRPHTPTPGIYMGRPTYGSSRRRDYYDRG 
YDRGYDDRDYYSRSYRGGGGGGGGWRAAQDRDQIYRRRSPSPYYSRGGYRSRSRSRSYSPRRY 
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FIGURE 119 

ATACACGTGCCATGTGCAGCATGAGGGGCTACCCGAGCCCGTCACCCTGAGATGGAAGCCGGCTTCCCAGCCCAC 
CATCCCCATCGTGGGCATCATTGCTGGCCTGGTTCTCCTTGGATCTGTGGTCTCTGGAGCTGTGGTTGCTGCTGT 
GATATGGAGGAAGAAGAGCTCAGGTGGAAAAGGAGGGAGCTACTCTAAGGCTGAGTGGAGCGACAGTGCCCAGGG 
GTCTGAGTCTCACAGCTTGTAAAGCCTGAGACAGCTGCCTTGTGTGCGACTGAGATGCACAGCTGCCTTGTGTGC 
GACTGAGATGCAGGATTTCCTCACGCCTCCCCTATGTGTCTTAGGGGACTCTGGCTTCTCTTTTTGCAAGGGCCT 
CTGAATCTGTCTGTGTCCCTGTTAGCACAATGTGAGGAGGTAGAGAAACAGTCCACCTCTGTGTCTACCATGACC 
CCCTTCCTCACACTGACCTGTGTTCCTTCCCTGTTCTCTTTTCTATTAAAAATAAGAACCTGGGCAGAGTGCGGC 
AGCTCATGCCTGTAATCCCAGCACTTAGGGAGGCCGAGGAGGGCAGATCACGAGGTCAGGAGATCGAAACCATCC 
TGGCTAACACGGTGAAACCCCGTCTCTACTAAAAAATACAAAAAATTAGCTGGGCGCAGAGGCACGGGCCTGTAG 
TCCCAGCTACTCAGGAGGCGGAGGCAGGAGAATGGCGTCAACCCGGGAGGCGGAGGTTGCAGTGAGCCAGGATTG 
TGCGACTGCACTCCAGCCTGGGTGACAGGGTGAAACGCCATCTCAAAAAATAAAAATTAAAAAATAAAAAAAGAA 
CCTGGATCTCAATTTAATTTTTCATATTCTTGCAATGAAATGGACTTGAGGAAGCTAAGATCATAGCTAGAAATA 
CAGATAATTCCACAGCACATCTCTAGCAAATTTAGCCTATTCCTATTCTCTAGCCTATTCCTTACCACCTGTAAT 
CTTGACCATATACCTTGGAGTTGAATATTGTTTTCATACTGCTGTGGTTTGAATGTTCCCTCCAACACTCATGTT 
GAGACTTAATCCCTAATGTGGCAATACTGAAAGGTGGGGCCTTTGAGATGTGATTGGATCGTAAGGCTGTGCCTT 
CATTCATGGGTTAATGGATTAATGGGTTATCACAGGAATGGGACTGGTGGCTTTATAAGAAGAGGAAAAGAGAAC 
TGAGCTAGCATGCCCAACCCACAGAGAGCCTCCACTAGAGTGATGCTAAGTGGAAATGTGAGGTGCAGCTGCCAC 
AGAGGGCCCCCACCAGGGAAATGTCTAGTGTCTAGTGGATCCAGGCCACAGGAGAGAGTGCCTTGTGGAGCGCTG 
GGAGCAGGACCTGACCACCACCAGGACCCCAGAACTGTGGAGTCAGTGGCAGCATGCAGCGCCCCCTTGGGAAAG 
CTTTAGGCACCAGCCTGCAACCCATTCGAGCAGCCACGTAGGCTCGACCCAGCAAAGCCACAGGCACGGGGCTAC 
CTGAGGCCTTGGGGGCCAATCCCTGCTCCAGTGTGTCCGTGAGGCAGCACACGAAGTCAAAAGAGATTATCTCTT 
CCCACAGATACCTTTTCTCTCCCATGACCCTTTAACAGCATCTGCTTCATTCCCCTCACCTTCCCAGGCTGATCT 
GAGGTAAACTTTGAAGTAAAATAAAAGCTGTGTTTGAGCATC 
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FIGURE 120 

ATGGGGCATCGGCCGGTGCTCGTC5CTCAGCCAGAACACAAAGCGTGAATCCGGAAGAAAAGTTCAATCTGGAAAC 

ATCAATGCTGCCAAGACTATTGCAGATATCATCCGAACATGTTTGGGACCCAAGTCCATGATGAAGATGCTTTTG 

GACCCAATGGGAGGCATTGTGATGACCAATGATGGCAATGCCATTCTTCGAGAGATTCAAGTCCAGCATCCAGCG 

GCCAAGTCCATGATCGAAATTAGCCGGACCCAGGATGAAGAAGTTGGAGATGGGACCACATCAGTAATTATTCTT 

GCAGGGGAAATGCTGTCTGTAGCTGAGCACTTCCTGGAGCAGCAGATGCACCCAACAGTGGTGATCAGTGCTTAC 

CGCAAGGCATTGGATGATATGATCAGCACCCTAAAGAAAATAAGTATCCCAGTCGACATCAGTGACAGTGATATG 

ATGCTGAACATCATCAACAGCTCTATTACTACCAAAGCCATCAGCCGGTGGTCATCTTTGGCTTGCAACATTGCC 

CTGGATGCTGTCAAGATGGTACAGTTTGAGGAGAATGGTCGGAAAGAGATTGACATAAAAAAATATGCAAGAGTG 

GAAAAGATACCTGGAGGCATCATTGAAGACTCCTGTGTCTTGCGTGGAGTCATGATTAACAAGGATGTGACCCAT 

CCACGTATGCGGCGCTATATCAAGAACCCTCGCATTGTGCTGCTGGATTCTTCTCTGGAATACAAGAAAGGAGGA 

AGCCAGACTGACATTGAGATTACACGAGAGGAGGACTTCACCCGAAXTCTCCAGATGGAGGAAGAGTACATCCAG 

CAGCTCTGTGAGGACATTATCCAACTGAAGCCCGATGTGGTCATCACTGAAAAGGGCATCTCAGATTTAGCTCAG 

CACTACCTTATGCGGGCCAATATCACAGCCATCCGCAGAGTCCGGAAGACAGACAATAATCGCATTGCXAGAGCC 

TGTGGGGCCCGGATAGTCAGCCGACCAGAGGAACTGAGAGAAGATGATGTTGGAACAGGAGCAGGCCTGTTGGAA 

ATCAAGAAAATTGGAGATGAATACTTTACTTTCATCACTGACTGCAAAGACCCCAAGGCCTGCACCATTCTCCTC 

CGGGGGGCTAGCAAAGAGATTCTCTCGGAAGTAGAACGCAACCTCCAGGATGCCATGCAAGTGTGTCGCAATGTT 

CTCCTGGACCCTCAGCTGGTGCCAGGGGGTGGGGCCTCCGAGATGGCTGTCGCCCATGCCTTGACAGAAAAATCC 

AAGGCCATGACTGGTGTGGAACAATGGCCATACAGGGCTGTTGCCCAGGCCCTAGAGGTCATTCCTCGTACCCTG 

ATCCAGAACTGTGGGGCCAGCACCATCCGTCTACTTACCTCCCTTCGGGCCAAGCACACCCAGGAGAACTGTGAG 

ACCTGGGGTGTAAATGGTGAGACGGGTACTTTGGTGGACATGAAGGAACTGGGCATATGGGAGCCATTGGCTGTG 

AAGCTGCAGACTTATAAGACAGCAGTGGAGACGGCAGTTCTGCTACTGCGAATTGATGACATCGTTTCAGGCCAC 

AAAAAGAAAGGCGATGACCAGAGCCGGCAAGGCGGGGCTCCTGATGCTGGCCAGGAGTGA3TGCTAGGCAAGGCT 

ACTTCAATGCACAGAACCAGCAGAGTCTCCCCTTTTCCTGAGCCAGAGTGCCAGGAACACTGTGGACGTCTTTGT 

TCAGAAGGGATCAGGTTGGGGGGCAGCCCCCAGTCCCTTTCTGTCCCAGCTCAGTTTTCCAAAAGACACTGACAT 

GTAATTCTTCTCTATTGTAAGGTTTCCATTTAGTTTGCTTCCGATGATTAAATCTAAGTCATTTGAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 121 

MGHRPVLVLSQNTKRESGRKVQSGNINAAKTIADIIRTCLGPKSMMKMLLDPMGGIVMTNDGNAILREIQVQHPA 
AKSMIE I SRTQDEEVGDGTTSVI I LAGEMLSVAEHFLEQQMHPTWI SAYRKALDDMI STLKKI S I P VD I SDSDM 
MLNIINSSITTKAISRWSSLACNIALDAVKMVQFEENGRKEIDIKKYARVEKIPGGIIEDSCVLRGVMINKDVTH 
PRMRRYIKNPRIVLLDSSLEYKKGGSQTDIEITREEDFTRILQMEEEYIQQLCEDI IQLKPDWITEKGISDLAQ 
HYLMRANITAIRRVRKTDNNRIARACGARIVSRPEELREDDVGTGAGLLEIKKIGDEYFTFITDCKDPKACTILL 
RGASKEILSEVERNLQDAMQVCRNVLLDPQLVPGGGASEMAVAHALTEKSKAMTGVEQWPYRAVAQALEVIPRTL 
IQNCGASTIRLLTSLRAKHTQENCETWGVNGETGTLVDMKELGIWEPLAVKLQTYKTAVETAVLLLRIDDIVSGH 
KKKGDDQSRQGGAPDAGQE 
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FIGURE 122 

GGCACGAGGACCGACCGCATTGCGGCTTGGTTTTCTCACCCAGTGCATGTGGCAGGAGCGGTGAGATCACTGCCT 

CACGGCGATCCTGGACTGACGGTCACGACTGCCTACCCTCTAACCCTGTTCTGAGCTGCCCCTTGCCCACACACC 

CCAAACCTGTGTGCAGGATCCGCCTCCATGGAGCTACAGCCTCCTGAAGCCTCGATCGCCGTCGTGTCGATTCCG 

CGCCAGTTGCCTGGCTCACATTCGGAGGCTGGTGTCCAGGGTCTCAGCGCGGGGGACGACTCAGAGTTGGGGTCT 

CACTGTGTTGCCCAGACTGGTCTCGAACTCTTGGCCTCAGGTGATCCTCTTCCCTCAGCTTCCCAGAATGCCGAG 

ATGATAGAGACGGGGTCTGACTGTGTTACCCAGGCTGGTCTTCAACTCTTGGCCTCAAGTGATCCTCCTGCCTTA 

GCTTCCAAGAATGCTGAGGTTACAGGCACCATGAGCCAGGACACCGAGGTGGATATGAAGGAGGTGGAGCTGAAT 

GAGTTAGAGCCCGAGAAGCAGCCGATGAACGCGGCGTCTGGGGCGGCCATGTCCCTGGCGGGAGCCGAGAAGAAT 

GGTCTGGTGAAGATCAAGGTGGCGGAAGACGAGGCGGAGGCGGCAGCCGCGGCTAAGTTCACGGGCCTGTCCAAG 

GAGGAGCTGCTGAAGGTGGCAGGCAGCCCCGGCTGGGTACGCACCCGCTGGGCACTGCTGCTGCTCTTCTGGCTC 

GGCTGGCTCGGCATGCTTGCTGGTGCCGTGGTCATAATCGTGCGAGCGCCGCGTTGTCGCGAGCTACCGGCGCAG 

AAGTGGTGGCACACGGGCGCCCTCTACCGCATCGGCGACCTTCAGGCCTTCCAGGGCCACGGCGCGGGCAACCTG 

GCGGGTCTGAAGGGGCGTCTCGATTACCTGAGCTCTCTGAAGGTGAAGGGCCTTGTGCTGGGTCCAATTCACAAG 

AACCAGAAGGATGATGTCGCTCAGACTGACTTGCTGCAGATCGACCCCAATTTTGGCTCCAAGGAAGATTTTGAC 

AGTCTCTTGCAATCGGCTAAAAAAAAGAGCATCCGTGTCATTCTGGACCTTACTCCCAACTACCGGGGTGAGAAC 

TCGTGGTTCTCCACTCAGGTTGACACTGTGGCCACCAAGGTGAAGGATGCTCTGGAGTTTTGGCTGCAAGCTGGC 

GTGGATGGGTTCCAGGTTCGGGACATAGAGAATCTGAAGGATGCATCCTCATTCTTGGCTGAGIGGCAAAATATC 

ACCAAGGGCTTCAGTGAAGACAGGCTCTTGATTGCGGGGACTAACTCCTCCGACCTTCAGCAGATCCTGAGCCTA 

CTCGAATCCAACAAAGACTTGCTGTTGACTAGCTCATACCTGTCTGATTCTGGTTCTACTGGGGAGCATACAAAA 

TCCCTAGTCACACAGTATTTGAATGCCACTGGCAATCGCTGGTG.CAGCTGGAGTTTGTCTCAGGCAAGGCTCCTG 

ACTTCCTTCTTGCCGGCTCAACTTCTCCGACTCTACCAGCTGATGCTCTTCACCCTGCCAGGGACCCCTGTTTTC 

AGCTACGGGGATGAGATTGGCCTGGATGCAGCTGCCCTTCCTGGACAGCCTATGGAGGCTCCAGTCATGCTGTGG 

GATGAGTCCAGCTTCCCTGACATCCCAGGGGCTGTAAGTGCCAACATGACTGTGAAGGGCCAGAGTGAAGACCCT 

GGCTCCCTCCTTTCCTTGTTCCGGCGGCTGAGTGACCAGCGGAGTAAGGAGCGCTCCCTACTGCATGGGGACTTC 

CACGCGTTCTCCGCTGGGCCTGGACTCTTCTCCTATATCCGCCACTGGGACCAGAATGAGCGTTTTCTGGTAGTG 

CTTAACTTTGGGGATGTGGGCCTCTCGGCTGGACTGCAGGCCTCCGACCTGCCTGCCAGCGCCAGCCTGCCAGCC 

AAGGCTGACCTCCTGCTCAGCACCCAGCCAGGCCGTGAGGAGGGCTCCCCTCTTGAGCTGGAACGCCTGAAACTG 

GAGCCTCACGAAGGGCTGCTGCTCCGCTTCCCCTACGCGGCCTGft^TTCAGCCTGACATGGACCCACTACCCTTC 

TCCTTTCCTTCCCAGGCCCTTTGGCTTCTGATTTTTCTCTTTTTTAAAAACAAACAAACAAACTGTTGCAAAAAA 

AAAAAAAAAAAAA 
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MSQDTEVDMKEVELNELEPEKQPMNAASGAAMSLAGAEKNGLWIKVAEDEAEAAAAAKFTGLSKEELLKVAGSP 
GWVRTRWALLLLFWLGWLGMLAGAWIIVRAPRCRELPAQKWWHTGALYRIGDLQAFQGHGAGNLAGLKGRLDYL 
SSLKVKGLVLGPIHKNQKDDVAQTDLLQIDPNFGSKEDFDSLLQSAKKKSIRVILDLTPNYRGENSWFSTQVDTV 
ATKVKDALEFWLQAGVDGFQVRDIENLKDASSFLAEWQNITKGFSEDRLLIAGTNSSDLQQILSLLESNKDLLLT 
SSYLSDSGSTGEHTKSLVTQYLNATGNRWCSWSLSQARLLTSFLPAQLLRLYQLMLFTLPGTPVFSYGDEIGLDA 
AALPGQPMEAPVMLWDESSFPDIPGAVSANMTVKGQSEDPGSLLSLFRRLSDQRSKERSLLHGDFHAFSAGPGLF 
SYIRHWDQNERFLWLNFGDVGLSAGLQASDLPASASLPAKADLLLSTQPGREEGSPLELERLKLEPHEGLLLRF 
PYAA 
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GGCACGAGGCCCCGGTTCCGGCGCGGTTGAGGCCTTCGGTGGTGAACGAGTCTCCAGCACCATGTCTGGTTTGTC 

TGGCCCACCAGCCCGGCGCGGCCCTTTTCCGTTAGCGTTGCTGCTTTTGTTCCTGCTCGGCCCCAGATTGGTCCT 

TGCCATCTCCTTCCATCTGCCCATTAACTCTCGCAAGTGCCTCCGTGAGGAGATTCACAAGGACCTGCTAGTGAC 

TGGCGCGTACGAGATCTCCGACCAGTCTGGGGGCGCTGGCGGCCTGCGCAGCCACCTCAAGATCACAGATTCTGC 

TGGCCATATTCTCTACTCCAAAGAGGATGCAACCAAGGGGAAATTTGCCTTTACCACTGAAGATTATGACATGTT 

TGAAGTGTGTTTTGAGAGCAAGGGAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCATGGAGT 

GGAGGCGAAAAATTACGAAGAGATTGCAAAAGTTGAGAAGCTCAAACCATTAGAGGTAGAGCTGCGACGCCTAGA 

AGACCTTTCAGAATCTATTGTTAATGATTTTGCCTACATGAAGAAGAGAGAAGAGGAGATGCGTGATACCAACGA 

GTCAACAAACACTCGGGTCCTATACTTCAGCATCTTTTCAATGTTCTGTCTCATTGGACTAGCTACCTGGCAGGT 

CTTCTACCTGCGACGCTTCTTCAAGGCCAAGAAATTGATTGAGTAATGAATGAGGCATATTCTCCTCCCACCTTG 

TACCTCAGCCAGCAGAACATCGCTGGGACGTGCCTGGCCTAAGGCATCCTACCAACAGCACCATCAAGGCACGTT 

GGAGCTTTCTTGCCAGAACTGATCTCTTTTGGTGTGGGAGGACATGGGGTACCACCTACACCCAACAAGTCAATG 

AGGGACTTCTTTTTAATTTGGTAGGATTTTGACTGGTTTTGCAACAATAGGTCTATTATTAGAGTCACCTATGAC 

AAAAAATAGGGGTTACCTAGATAATGCCAAAGTCAGCATTTGTCCTGGGTTCCCTTGTGTGATCTGTTTGGACTA 

TGTTTTCTTTTCTTCTCCCACTTGCTCAGCAGCTTGGGCTTCCATTCTAGTTCTTTTACCAAGATTTTTGTGTGA 

CCATGTTGACTTCATTTGGATTGCCCTCTTTCAATTTCCTTGTGAAAACACCCTTAACTTTCTCTTTACCCTTAG 

CTGAAATGTTTACATAGCTTCTGGTGATATCTTTTCATGATTTTATATCTCTTAAAATGGTGATGGATGTGACAC 

CTCATAAAAGTGAGCTTTGAACTGTAGATAACTCTTAAAGAAAATGTCATTTTAGACAATTAAAATATTTGTGCT 

CAACTGCTTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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MSGLSGPP ARRGP FPLALLLLFLLGPRLVLAI SFHLP INSRKCLREE I HKDLLVTGAYE I SDQSGGAGGLRS HLK 
ITDSAGHILYSKEDATKGKFAFTTEDYDMFEVCFESKGTGRIPDQLVILDMKHGVEAKNYEEIAKVEKLKPLEVE 
LRRLEDLSESIVNDFAYMKKREEEMRDTNESTNTRVLYFSIFSMFCLIGLATWQVFYLRRFFKAKKLIE 
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AGAGCGAGCAGGGGAGAGCGAGACCAGTTTTAAGGGGAGGACCGGTGCGAGTGAGGCAGCCCCGAGGCTCTGCTC 

GCCCACCACCCAATCCTCGCCTCCCTTCTGCTCCACCTTCTCTCTCTGCCCTCACCTCTCCCCGGAAAACCCCCT 

ATTTAGCCAAAGGAAGGAGGTCAGGGGAACGCTCTCCCCTCCCCTTCCAAAAAACAAAAACAGAAAAACCCTTTT 

CCAGGCCGGGGAAAGCAGGAGGGAGAGGGGCCGCCGGGCTGGCCATGGAGCTGCTGTGCCACGAGGTGGACCCGG 

TCCGCAGGGCCGTGCGGGACCGCAACCTGCTCCGAGACGACCGCGTCCTGCAGAACCTGCTCACCATCGAGGAGC 

GCTACCTTCCGCAGTGCTCCTACTTCAAGTGCGTGCAGAAGGACATCCAACCCTACATGCGCAGAATGGTGGCCA 

CCTGGATGCTGGAGGTCTGTGAGGAACAGAAGTGCGAAGAAGAGGTCTTCCCTCTGGCCATGAATTACCTGGACC 

GTTTCTTGGCTGGGGTCCCGACTCCGAAGTCCCATCTGCAACTCCTGGGTGCTGTCTGCATGTTCCTGGCCXCCA 

AACTCAAAGAGACCAGCCCGCTGACCGCGGAGAAGCTGTGCATTTACACCGACAACTCCATCAAGCCTCAGGAGC 

TGCTGGAGTGGGAACTGGTGGTGCTGGGGAAGTTGAAGTGGAACCTGGCAGCTGTCACTCCTCATGACTTCATTG 

AGCACATCTTGCGCAAGCTGCCCCAGCAGCGGGAGAAGCTGTCTCTGATCCGCAAGCATGCTCAGACCTTCATTG 

CTCTGTGTGCCACCGACTTTAAGTTTGCCATGTACCCACCGTCGATGATCGCAACTGGAAGTGTGGGAGCAGCCA 

TCTGTGGGCTCCAGCAGGATGAGGAAGTGAGCTCGCTCACTTGTGATGCCCTGACXGAGCTGCTGGCTAAGATCA 

CCAACACAGACGTGGATTGTCTCAAAGCTTGCCAGGAGCAGATTGAGGCGGTGCTCCTCAATAGCCTGCAGCAGT 

ACCGTCAGGACCAACGTGACGGATCCAAGTCGGAGGATGAACTGGACCAAGCCAGCACCCCTACAGACGTGCGGG 

ATATCGACCTGTGAGGATGCCAGTTGGGCCGAAAGAGAGAGACGCGTCCATAATCTGGTCTCTTCTTCTTTCTGG 

TTGTTTTTGTTCTTTGTGTTTTAGGGTGAAACTTAAAAAAAAAATTCTGCCCCCACCTAGATCATATTTAAAGAT 

CTTTTAGAAGTGAGAGAAAAAGGTCCTACGAAAACGGAATAATAAAAAGCATTTGGTGCCTATTTGAAGTACAGC 

ATAAGGGAATCCCTTGTATATGCGAACAGTTATTGTTTGATTATGTAAAAGTAATAGTAAAATGCTTACAGGAAA 

ACCTGCAGAGTAGTTAGAGAATATGTATGCCTGCAATATGGGAACAAATTAGAGGAGACTTTTTTTTTTCATGTT 

ATGAGCTAGCACATACACCCCCTTGTAGTATAATTTCAAGGAACTGTGTACGCCATTTATGGCATGATTAGATTG 

CAAAGCAATGAACTCAAGAAGGAATTGAAATAAGGAGGGACATGATGGGGAAGGAGTACAAAACAATCTCTCAAC 

ATGATTGAACCATTTGGGATGGAGAAGCACCTTTGCTCTCAGCCACCTGTTACTAAGTCAGGAGTGTAGTTGGAT 

CTCTACATTAATGTCCTCTTGCTGTCTACAGTAGCTGCTACCTAAAAAAAGATGTTTTATTTTGCCAGTTGGACA 

CAGGTGATTGGCTCCTGGGTTTCATGTTCTGTGACATCCTGCTTCTTCTTCCAAATGCAGTTCATTGCAGACACC 

ACCATATTGCTATCTAATGGGGAAATGTAGCTAXGGGCCATAACCAAAACTCACATGAAACGGAGGCAGATGGAG 

ACCAAGGGTGGGATCCAGAATGGAGTCTTTTCTGTTATTGTATTTAAAAGGGTAATGTGGCCTTGGCATTTCTTC 

TTAGAAAAAAACTAATTTTTGGTGCTGATTGGCATGTCTGGTTCACAGTTTAGCATTGTTATAAACCATTCCATT 

CGAAAAGCACTTTGAAAAATTGTTCCCGAGCGATAGATGGGATGGTTTATGCAAGTCATGCTGAATACTCCTCCC 

CTCTTCTCTTTTGCCCCCTCCCTTCCTGCCCCCAGTCTGGGTTACTCTTCGCTTCTGGTATCTGGCGTTCTTTGG 

TACACAGTTCTGGTGTTCCTACCAGGACTCAAGAGACACCCCTTCCTGCTGACATTCCCATCACAACATTCCTCA 

GACAAGCCTGTAAACTAAAATCTGTTACCATTCTGATGGCACAGAAGGATCTTAATTCCCATCTCTATACTXCTC 

CXXXGGACAXGGAAAGAAAAGXXAXXGCXGGXGCAAAGAXAGAXGGCXGAACAXCAGGGXGXGGCAXXXXGXXCC 

CXXXXCCGXXXXXXXXXXXXXXAXXGXXGXXGTXAATXXTAXXGCAAAGXXGXAXXCAGCGTACXXGAAXXXXXC 

XXCCXCXCCACXXCXXAGAGGCAXXCAGXXAGCAAAGAGGXXGGAGCAACAACXXXXTXXXXTTXXXXXGCACAA 

XXGXAATXGACAGGXAAXGAAGCXAXXXGXXAAAAXAXXXGCCXXXXXAAGXAAAAAAGAAAAAXCAGAACAGGG 

CXAXXXGAAGAAXXAXXXXAXACACAGAXXCXGCCXXGXXXCAXAGXAXGAGGGXXGAAGACGGAAAACAAXCXA 

AGGGXCXCXCAXXXXXXXAAXXXXGXXXXGXXCAGXXXGGXXXXXXXXXXXXXXXGCGCXGCXAAGAAGCXAAAG 

XCAXCCAXCCXXAXXCACGXXGACAGXACCXAGCXGXAAXGXXXCACAGAGXGXGCXGCXAXXXXAXAAACAXXX 

TXAXAAXAXAXXATXXXACXGCXXAAAXXCCAAGXCCXGAAGXAGAXGGXXGAGAXAXGAGTXCXXCGXACXGGA 

AAAGCCCXXCCGXAGXXXGXXXTCXXCXGGXAGCATAXXCAXGGXXGXXXXXXXXXXTCXXXXXXGGXXXXXTGG 

XXXXXXXXXXXXCCXCXGAXCACAXXCTXCAAAGACGGAGXAXXCXXXACCXCAGGXXXACXGGACAAAAXCAAX 

AACXACAAAAGGCAATGAXXCACGCXXXXGXXXXCAXAAXACCXCACAACCGXACAGXXXCXGCXTGGGAGCCCA 

XXCGCAXGAGGAAXACAGAAGCAGXGXGAGCAGGGCXGACXCCCXCXCAGGXGGAAGGCAGGGCGGXCXCACXCC 

CAGGGACCXXTXXGGXCAXGGAGGCCATCGGGCXCCCAGXXAGACCCXGGXAXCCXCAXCAXGAXGGAAAAAATA 

CAXTGAACCAAGGGAXCCXCCCXCCCCXXCAAGGCAGACGXXCAGXACAAACAXXXAXGCGGXAGGCXCAGAXGX 

CGXAAXXXGCACXTAGGTACCAGGXGXCAGGAAACAGACXAAAAAGAATXCCACCAGGCXGXXXGGAGAXCCXCA 

TCXXGGAGCXXXITCAAAAGCGGGGCXXCAXCXGCAAAGGGCCCXXXCAXCXTGAAGXXXXXCCCCXCCGTCXXX 
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CCCCTCCCCTGGCATGGACACCTTGTGTTTAGGATCATCTCTGCAGGTTTCCTAGGTCTGAATCTGCGAGTAGAT 

GAACCTGCAGCAAGCAGCGTTTATGGTGCTTCCTTCTCCCTCCTCTGTCTCAAACTGCGCAGGCAAGCACTATGC 

AAGCCCAGGCCCTCTGCTGAGCGGTACTAAACGGTCGGGTTTTCAATCACACTGAATTGGCAGGATAAGAAAAAT 

AGGTCAGATAAGTATGGGATGATAGTTGAAGGGAGGTGAAGAGGCTGCTTCTCTACAGAGGTGAAATTCCAGATG 

AGTCAGTCTCTTGGGAAGTGTGTTTAGAAGGGTTCAGGACTTTGTGAGTTAGCATGACCCTAAAATTCTAGGGGA 

TTTCTGGTGGGACAATGGGTGGTGAATTTTGAAGTTTTGGAGAGGGAAGTGGAGCAGCCAGCAAGTAAGCTAGCC 

AGAGTTTTCTCAAGAGCCAGCTTTGCTCAGCACACTCTCCTGGGCCCCAAGGAGTCCCACGGAATGGGGAAAGTG 

GGAACCCTGGAGTTCTTGGGAATCTTGGAGCCTAAAGAGAAACCGAGGTGCAAATTCATTTCATGGTGACTGACC 

CTTGAGCTTAAACAGAAGCAGCAAATGAAAGAACCGGACAAATAAGGAAGGGCACAAGCCTACCCGACTCTATTT 

ACAGTCTGTAACTTTCCACTCTTCCTGTAGTCCCGAGGCCCCTGGGTCCTTCTAGCTTTTCTCTTTCCCATCCTT 

GGGGCCTTGTGTGATGATGGGTGTGGGGCTGCCGATGGGAAAGTCGGGGGTTGTTAGGCTTTTCTGCCTGCTCCT 

GCTTAAACACAAGAAGGAATCCTGGATTTTGCCCTCTCCTTAGCTCTTAGTCTCTTTGGTAGGAGTTTTGTTCCA 

GAGGAGCTCTCCCCCTTGGATTTGAACTTGCTCTTTTTGTTGTTGTTGTTCTTTCTCTTCTTTTTCTTACCTCCC 

ACTAAAGGGGTTCCAAATTATCCTGGTCTTTTTCTACCTTGTTGTGTTTCTATCTCGTCTTTACTTCCATCTGTT 

TGTTTTTTTCTCCATCAGTGGGGGCCGAGTTGTTCCCCCAGCCTGCCAAATTTTGATCCTTCCCCTCTTTTGGCC 

AAATCCTAGGGGGAAGAAATCCTAGTATGCCAAAAATAXATGCTAAGCATAATTAAACTCCATGCGGGTCCATAA 

CAGCCAAGAAGCCTGCAGGAGAAAGCCAAGGGCAGTTCCCTCCGCAGAACACCCCATGCGTGCTGAGAGGCGAGC 

TCCTTG7\AGAAGGGGCTGTTCTTCCAGGAGGCCTTATTTTGAACTGCCTCAGGACCCCACTGGAGAGCACAGCAT 

GCCTTACTACTGGGTCATCCTTGGTCTATGTGCTCTGTACTGGAGGCTCTGTTCTGCCTCTTATCAGCCAGGTCA 

GGGGCACACATGGCTTAAGTGACAAAGCCAGAGGAGAAGACAACCCTGACAGCATCACGCTGCATCCCATTGCTA 

GCAGGATTGGCAACTCTTCAGACGGAGCTGCGCTTCCCTGCAGTCTAGCACCTCTAGGGCCTCTCGAGACTGTGC 

CCTGGGAGCTCTGGGACTGAAAGGTTAAGAACATAAGGCAGGATCAGATGACTCTCTCCAAGAGGGCAGGGGAAT 

TTTCTCTCCATGGGCCACAGGGGACAGGGCTGGGAGAAGAAATAGACTTGCACCTTATGTCATGTAAATAATTGA 

TTTTCTAGTTCAAGAAGATAATATTGGTAGTGTGGGAATTGGAGGTAGGAAGGGGAGGAAGTCTGAGTAAGCCAG 

TTGGCTTCTAAGCCAAAAGGATTCCTCTTTGTTTATCTCTGAGACAGTCCAACCTTGAGAATAGCTTTAAAAGGG 

AAATTAATGCTGAGATGATAAAGTCCCCTTAAGCCAACAAACCCTCTGTAGCTATAGAATGAGTGCAGGTTTCTA 

TTGGTGTGGACTCAGAGCAATTTACAAGAGCTGTTCATGCAGCCATCCATTTGTGCAAAATAGGGTAAGAAGATT 

CAAGAGGATATTTATTACTTCCTCATACCACATGGCTTTTGATGATTCTGGATTCTAAACAACCCAGAATGGTCA 

TTTCAGGCACAACGATACTACATTCGTGTGTGTCTGCTTTTAAACTTGGCTGGGCTATCAGACCCTATTCTCGGC ' 

TCAGGTTTTGAGAAGCCATCAGCAAATGTGTACGTGCATGCTGTAGCTGCAGCCTGCATCCCTTCGCCTGCAGCC 

TACTTTGGGGAAATAAAGTGCCTTACTGACTGTAGCCATTACAGTATCCAATGTCTTTTGACAGGTGCCTGTCCT 

TGAAAAACAAAGTTTCTATTTTTATTTTTAATTGGTTTAGTTCTTAACTGCTGGCCAACTCTTACATCCCCAGCA 

AATCATCGGGCCATTGGATTTTTTCCATTATGTTCATCACCCTTATATCATGTACCTCAGATCTCTCTCTCTCTC 

CTCTCTCTCAGTTATATAGTTTCTTGTCTTGGACTTTTTTTTTCTTTTCTTTTTCTTTTTTTTTTTGCTTTAAAA 

CAAGTGTGATGCCATATCAAGTCCATGTTATTCTCTCACAGTGTACTCTATAAGAGGTGTGGGTGTCTGTTTGGT 

CAGGATGTTAGAAAGTGCTGATAAGTAGCATGATCAGTGTATGCGAAAAGGTTTTTAGGAAGTATGGCAAAAATG 

TTGTATTGGCTATGATGGTGACATGATATAGTCAGCTGCCTTTTAAGAGGTCTTATCTGTTCAGTGTTAAGTGAT 

TTAAAAAAATAATAACCTGTTTTCTGACTAGTTTAAAGATGGATTTGAAAATGGTTTTGAATGCAATTAGGTTAT 

GCTATTTGGACAATAAACTCACCTTGACCT 
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MELLCHEVDPVRRAVRDRNLLRDDRVLQNLLTIEERYLPQCSYFKCVQKDIQPYMRRMVATWMLEVCEEQKCEEE 
VFPLAMNYLDRFLAGVPTPKSHLQLLGAVCMFLASKLKETSPLTAEKLCIYTDNSIKPQELLEWELWLGKLKWN 
LAAVTPHDFIEHILRKLPQQREKLSLIRKHAQTFIALCATDFKFAMYPPSMIATGSVGAAICGLQQDEEVSSLTC 
DALTELLAKITNTDVDCLKACQEQIEAVLLNSLQQYRQDQRDGSKSEDELDQASTPTDVRDIDL 
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XGXGGCXGXGACCXGGCACAAGGGGGCXXCXXCAXAAAGAACGGAGAGXAXCXCXGCACCCXGGACXACCAGCGG 

ATG TACGGGACACGCTGCCATGGCTGTGGGGAGTTCGTGGAGGGCGAAGTGGTGACTGCTCTGGGCAAGACCTAC 

CATCCCAATTGCTTTGCTTGTACTATCTGCAAGCGCCCGTTTCCACCCGGAGACCGAGTCACATTCAATGGGAGA 

GACTGCCTTTGTCAACTCTGTGCACAGCCGATGTCGTCCAGTCCGAAAGAAACCACCTTCTCCAGCAATTGTGCC 

GGCTGCGGAAGAGATATCAAGAACGGGCAGGCGCTGCTGGCGCTGGATAAGCAGTGGCACTTGGGGTGCTTTAAA 

TGCAAGTCCTGCGGGAAGGTCCTCACCGGGGAGTACATCAGCAAGGATGGTGCTCCGTACTGTGAAAAGGACTAC 

CAGGGACTCTTTGGGGTGAAATGTGAGGCGTGTCACCAGTTTATCACAGGGAAAGTCCTGGAGGCAGGTGACAAA 

CATTACCACCCCAGCTGTGCACGATGCAGCAGATGCAACCAGATGTTCACAGAAGGAGAGGAAATGTATCTTCAA 

GGCTCCACCGTTTGGCATCCCGACTGTAAGCAATCTACGAAGACCGAGGAAAAGCTGCGGCCTACCAGGACATeC 

TCGGAAAGTATTTATTCTAGGCCAGGCTCCAGTATTCCTGGCTCACCAGGTCATACTATCTATGCAAAAGTAGAC 

AATGAGATCCTGGATTACAAGGATTTAGCAGCCATTCCGAAGGTCAAGGCAATTTATGACATTGAACGTCCAGAT 

CTTATTACCTATGAGCCTTTCTACACTTCGGGCTATGATGACAAACAGGAGAGACAGAGCCTTGGAGAGTCTCCG 

AGGACTTTGTCTCCTACTCCATCAGCAGAAGGGTACCAGGATGTTCGGGATCGGATGATCCATCGGTCCACGAGC 

CAGGGCTCCATCAACTCCCCTGTGTACAGCCGCCACAGCTACACTCCAACCACGTCCCGCTCTCCCCAGCATTTC 

CACAGACCTGGCAATGAGCCGTCCAGCGGCCGGAACTCCCCTCTCCCTTACCGGCCAGACAGCCGCCCTCTAACT 

CCAACTTACGCTCAGGCCCCTAAACATTTCCATGTTCCAGATCAAGGAATCAACATTTACCGAAAGCCACCCATC 

TACAAACAGCATGCTGCCTTGGCAGCCCAGAGCAAGTCCTCAGAAGATATCATCAAGTTTTCCAAGTTCCCAGCA 

GCCCAGGCACCAGACCCCAGCGAGACACCAGAGATTGAGACGGACCACTGGCCTGGTCCCCCCTCATTTGCTGTC 

ATAGGACCTGACATGAAACGCAGATCTAGTGGCAGAGAGGAAGATGATGAGGAACTTCTGAGACGTCGGCAGCTT 

CAAGAAGAGCAATTAATGAAGCTTAACTCAGGCCTGGGACAGTTGATCTTGAAAGAAGAGATGGAGAAAGAGAGC 

CGGGAAAGGTCATCTCTGTTAGCCAGTCGCTACGATTCTCCCATCAACTCAGCTTCACATATTCCATCATCTAAA 

ACTGCATCTCTCCCTGGCTATGGAAGAAATGGGCTTCACCGGCCTGTTTCTACCGACTTCGCTCAGTATAACAGC 

TATGGGGATGTCAGCGGGGGAGTGCGAGAXTACCAGACACTCCCAGATGGCCACATGCCTGCAATGAGAATGGAC 

CGAGGAGTGTCTATGCCCAACATGTTGGAACCAAAGATATTTCCATATGAAATGCTCATGGTGACCAACAGAGGG 

CGAAACAAAATCCTCAGAGAGGTGGACAGAACCAGGCTGGAGCGCCACTTAGCCCCTGAAGTGTTTCGGGAAATC 

TTTGGAATGTCCATACAGGAGTTTGACAGGTTACCTCTTTGGAGACGCAACGACATGAAGAAAAAAGCAAAACTC 

TTCTAAGTCCCACTCGTGAATGGCAATTAGAGAAAGGACTGACAGTGGCGGTGCCCCATAGGATGTCATATTGAG 

GCCCAAACTTGATTGGAGAATTTGCAAACTACCGTCGCTCAGCAACACCAAAAAGAGAAAGTCTGGTTAAAACAC 

CATGAGTCAAATGTCGGGCCAGCCAACAGTAACACTTGCCAAGAAGCATGGCGTAGAAATTTCTATGTTCCGAAA 

CACAGAGTAGTGTCCACATGTGACCTTTTCACATTACCTTATGTATACAACAGGAGCTGCGTTGTTTTCTTCTTT 

TTCTTTTCCTTTATCTGTTGTCCAACAACAGTGCTGACTGTCCGGATAAGAGCTGGCAAGTGCCCTTAGGATGCC 

GCATGGGAAAAATCGGTTATCATAATTTCAAAGTATAAATATATTTATTATGTAGCGCTGCGGCTAAGAAGGAAG 

AGTGAGGGGTCTGTCCATGGGGTGGCAGTGATTTCACACCCGCCTTTCTTGAATGGCTTCGTGTTACTCAGCCGT 

GCCCTGGCAGGAATGGAACTCCATCAGGGAACAGGGCAGCTCTGTTTGAATGGGGTGAAAAACAGCAAAATTAAT 

TCTTAGCAAGCTCCTTGTTCTCTACTGTTCACCGGGACCTGGCTGGCAAATGACTTAGCTATTAGTATATXTAAA 

AACTGTTCAAAAGCAAAAGAGAAGGAACAGGAATGAAAGGAAACCTTCCCTTAACTCTTTCTGCTTCCCATAGCA 

GGTCTGGTTCCTGCTCCCCGCCTAGGACAGGAGCTGTCTGGAGCTCCACCTTTGCAAAGAAAGGAAAAACACAAA 

TTGCCCCCAGATTGGCCCAGTGGCATGCCATTAGGTGATTTTGCGTAGGGGCCATATCATTCATGGCCAAAAAAA 

ACCAAAAAGCAAAAAACAAAAACAAGTCCCATGTCCTACTGACTCTAGTTCTTCCAGTCGTTATCCTCTGCTGTC 

TCTCTGGCATCCTATGAATCAGATCAAGCCCATGCTGTTGTTGGTTTTTAAGGTTTCTTTCAATAATAGGCTAAG 

GAAAGACATGTTTTTCTCTTTTAAATCTCTGCAACTCCAAAGTAGACTCCTTCGAACGTATTTAATTTGGCCTTT 

TCAGCTTTCTTCTTGCCCAGCTCTGTCGAATTCATGGGTGTGTGTGCACATGTTGGTTTCACTCACCCAGAGTAA 

TTTTGTGAGCATGCATGTGCTTTTTAATTTCTGCTTGAATGTXTGTCCTGCTGTGTTGCAGCTTCTAAAGACATT 

GXCACCGAGXGXGXGXGACXCAAAGAXCAAGAGXGAGGCXAAACXGCGACCCCAACAXCACXXCCXXCAXGGAAA 

GGXGXXGGCGCXGAXGXAGCXCAXGGAAGGAXCAGACXGGGAACCACAGAGGAAGGAXGAGGXGGGAXGXGGAGG 

XCAGAGCAXCXCACGAGAGXCCCXCAGGCXCXGCAACACXAGAXXCGAAXAXGAGCCXAGGGXXXCCCCAACACG 

XGCGXGCAXAXGAAACCACAXCAXGATXCCCGACGXGAGXXAGAXGAGGGAGAGXXXGXGXAACXCCACACCCAG 

GAGGGXAAGCCACXTXAXXAXCAXGCXXXGGGGCXGXGCXXAAGAAXXXAAGCXCXGXXXXAAAGCCGAAGAAGA 
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AAACATTTGAATTTACCTTCATATGCCACTAAGAACAAAAGCTCTGT^AGTTCTTCCTGCTGGCACCAAATATTAG 

GATTACAAGCTGTCTCTCTGACACCAGTGGTAAAAAAGCAAGTAGAATAGTTTCTGAGTCTGTGTTGCAGCCTCT 

GACACGTGGCTCACTGCTGTCATTTGGGGGGTGGAATGAACAGTCACTGTTCTATAGCATCCTCCTGTGCTCTTA 

CCTAAGGAATCTAAATTGTCCTAGCCXTCCATTGCTATGCACTGAATGAGGACTACTCTCGTGTGTGTGTGTGTG 

TGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTTGGATCTACTAACATGTTTAGCAAATGGCTCTGACAGGGTGG 

CCATGAGCAGATGAGACCAGCTCTTGCTTGGTTGGAAGCCACACTGCAGTTTGCAGTTTAGCCTTTGGTGTCTCA 

GTGGCCTCTTGCTTATTCCATGCTTTTTCTATCCCATCCTCTCTCTGTGCCCTCCTGCAATGGCAGCCTTGGCAC 

AATGCCTGGGTGTCCTCATCCTTGCTTTACTCTGGAAAGTGTGGGGATGGAGAGGATGGTGCATTTCCAGTGCTT 

CCTTACCTGTCAATAACAATGGTGGCCACCTGGGTCCCAGCACTTGGCTGGTGGAGAGATTTTTTTCATTATGGA 

GCTAATAAAGGGTCCCTACGTTTTACATTGATTAATGAATTATCACCCAGACATGTGCAGATGAAATGTCAATAT 

AAGAAAAATCAAGGTATTTGGGAAACATGGGCATAATCAGGTAGTTTTGCTAAAATTCCTCTTCCTTGGTCTACA 

TAAAGAAGACATGGGTCTGTCATAGAATGGGGACATTAGACTGAAAACTGGGACAACCCCCTTCCTTATTTTATA 

GAGACTAGGAGTTAAGGGGCCTGCCTAAGATTGCAGTGATAAAGAACTGAACCCTAAATCAGCTCCCACTAATGA 

AACCCTGCTTTCCTTGTATCTTTTAAACTCAGTTCTGCATCCAACTTGAGAAGAAAAAAAGCTTCTTTCCATATC 

AAGTACCATATGAGTTCATTTAAACTGCACCTTGCAGAAATGCATTGCCAGAAAGCACCAGTAGCCTCCTATCTG 

CAAGCAGAGTAGTGCTCTGCTCTGGGGAGGGGTCATTGGAAACCATAATGCAGAGTGGGCCCCCTACTCCATTTC 

CCAGCAAAAGGCTCCAGCTGGAGGGATGGGTTGTGGGGCAACCTGGTTCCTGCTAACTGCCAGATTGAATGTGTG 

GGCTAGAATGCCTGCGCATTTAGTTAAACTGGGCTCAGCATGCTTGTCCTCAAAATGTCCATCCTGGTCACAGCA 

CACAAGATGGCTATTGGTCTGCTTTTACCCTACCCTGTACTATACATGAAAATTCCAGTTATTAACACACTCAAA 

CTGGTGGAGCTTGTTCACCCTAGGAAGGGGATTGTATATATGGCAGGCTTCCCTGGTGCCGATGTAAAGGGCTAC 

ATTTGGGAACATTTGACTTCCTTGGGACTCTTAAGTGCATACTGATGGCATGAAGTAAAAGGGGCCTCAATGATG 

ATAGGAAAATCAGTTCTTTTAAAATTTCTTCAAGAAAATCCAGGCTATCACATAGTCTTTCTGTGTGACTTATTA 

GGAGATAGGAAGAGCATTGGGAAACTTGCACAGCTAGCTATGCATCTACATTTTGGTTTGGGGTTAGTTATGAAA 

TGTTCTTAATATGACGTGTTCAATAACTTCACATAAACTTCCTGTTCTCCAAAACCTCAAAGAGATAGAGTTAAT 

GAGTTGTTGTTTTTTTTTAAATGGGGGTAGTTTTCTATCTGTCATGGGCTCTAGCATCTACTCCGCTACCCAATT 

CTGTCATCTCCAAGCTGAGTTTCCTCTTCTGAGGCAGAGGCTGGAGCAGTTCTTTTTCAGTTCTCATCCTCTCCA 

TCCCAATCCAGTATATCAATCAACTCTAACTCGGAGACGTCTAGCTGGCAATGTTTCTAAAACTTTCACTGGATT 

TCTTTAGACATTGAAGCAAACATTTTTTTCTAAGAATTGCTTCTCAGATGATGATATCAAATGTATATGCTTTTG 

CAAGTTTGAAAAGTTCAAATTAACCACTTTTGACTAGGTAAGTCTTTCTAAAAACCATTTAAAGCTAACTGGGTC 

TTAGCATCCTCCTGTGTATGGAAGAGACAGGTGACCGCTCCAGGTTGGGTGCTCACAGAACCCTTTTCCTGACTC 

TCATGGAAGATGGTGGAAGGAAAATAGACTGTCTCATCAACCCTCCTGTGTCCTCTGAAGCAATCTCAGXTTTTA 

TTAACCACCTCTTCTGTGTTTCTGGTAGCTATTTAACCTGXATTTAATCTGTACTTCCTATGCCAGCCTCAATTT 

TATTTGATTTTTAAAATTATTCTCTTCTAACCAATGAAGTGTTTGTCAGTATGCCCCAAAGCTTGCTCTTTTGTG 

CTCCCTTTTGAATAACTTTCTATCCAGAAAAAGAGATTATTTGGGACTTGAGAXTTGCAGTGATACCAACTTATA 

GCAAXGATGXACXXXAAGGGAACXACCCAACXAXGXTGXGAXAGAAGAAAGAGAAACCTXCACTXTGGCAXXXXX 

XXTAAXCACXGXXXATXTXTCTGXTTGCGGCCCAGGAAGCAGXGGGAGGXGGTGGCAGAXAXGCXXXGCAXATGG 

AXXGXXAXGXXXXXATXXGGGCAAGTXTAATCAXGGAAAACXCAAAAAGAAGGGGGGAAATGGXCAGXTTAAGCC 

AAAAGAAACTTTCXAAACAAXGXATAGGXACACAGCAAAATXAAACAAAXCCAACAAXXXCXGAAGCXXAGTGTA 

AXTGAGTGGXGGXXGXIAXXCAAXAAAAXXAXXCCCAAAAGXGXTTCXCCXAAGAGXGCAGTXCCCAXGAGXCAC 

XXCCXGAACCCATXGACCAAAGGXGGACAGAGACAAXCCXGXAGACCTXGACAXXCAGAAAGATGTGAGCXGCXX 

ACXGAXCAXAXATGCATACGXXXCXXXACAGCAGAGGAAACCAXXGXCCACAAAACTGAXGTXCTTXTGGGGXTX 

XAXGXACAGACXXGTCCAAXCAXGTGTGXGGXTCCXGCGAGXXGCXGAXGACXCCGCATXGAAGCXCXCTGAGXX 

CTXTGAXTTTAAGXXGGGXXTAXGGAATXXXXXCAAAXGXXGGAAGGCGTGXGGXXCTTCCXGCCCXCCCTCCCC 

XXXXGGAAAXAXGAAAGCAAAXGXXXAGAAGAAXXCCXXXXGAAAAGCIGXGXCGXGXTCCCXGXGAAACXGAGC 

AGGXGXGTGXXGGCGCGCXAAGXGCCACATGCTTGXGXGTAGAGGAGGAGGTGGCCCXGCCGGCXCCGCGCXGCX 

GXGCCXGXGATCCCXACCXGCXCCCCGCXCCXGXXGCCAGCAGCACXCACXGCACXCCXXTGXCAXAXACXCXGC 

ATCACXGTCAXACXCACAACXXCGTGAAXAAAGXXGTGXGCXTXATXCGTC 
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FIGURE 129 

MYGTRCHGCGEFVEGEWTALGKTYHPNCFACTICKRPFPPGDRVTFNGRDCLCQLCAQPMSSSPKETTFSSNCA 
GCGRD I KNGQALLALDKQWHLGCFKCKSCGKVLTGE Y I SKDGAP YCEKD YQGLFGVKCEACHQF I TGKVLEAGDK 
HYHPSCARCSRCNQMFTEGEEMYLQGSTVWHPDCKQSTKTEEKLRPTRTSSESIYSRPGSSIPGSPGHTIYAKVD 
NEILDYKDLAAIPKVKAIYDIERPDLITYEPFYTSGYDDKQERQSLGESPRTLSPTPSAEGYQDVRDRMIHRSTS 
QGSINSPVYSRHSYTPTTSRSPQHFHRPGNEPSSGRNSPLPYRPDSLPLTPTYAQAPKHFHVPDQGINIYRKPPI 
YKQHRALAAQSKSSEDIIKFSKFPAAQAPDPSETPKIETDHWPGPPSFAWGPDMKRRSSGREEDDEELLRRRQL 
QEEQLMKLNSGLGQLILKEEMEKESRERSSLLASRYDSPINSASHIPSSKTASLPGYGRNGLHRPVSTDFAQYNS 
YGDVSGGVRDYQTLPDGHMPAMRMDRGVSMPNMLEPKIFPYEMLMVTNRGRNKILREVDRTRLERHLAPEVFREI 
FGMS I QEFDRLP LWRRNDMKKKAKLF 
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FIGURE 130A 

CACGAGGCAGCACTCTCTTCGTCGCTTCGGCCAGTGTGTCGGGCTGGGCCCTGACAAGCCACCTGAGGAGAGGCT 
CGGAGCCGGGCCCGGACCCCGGCGATTGCCGCCCGCTTCTCTCTAGTCTCACGAGGGGTTTCCCGCCTCGCACCC 
CCACCTCTGGACTTGCCTTTCCTTCTCTTCTCCGCGTGTGGAGGGAGCCAGCGCTTAGGCCGGAGCGAGCCTGGG 
GGCCGCCCGCCGTGAAGACATCGCGGGGACCGATTCACCATGGAGGGCGCCGGCGGCGCGAACGACAAGAAAAAG 

ataagttctgaacgtcgaaaagaaaagtctcgagatgcagccagatctcggcgaagtaaagaatctgaagttttt 

tatgagcttgctcatcagttgccacttccacataatgtgagttcgcatcttgataaggcctctgtgatgaggctt 

accatcagctatttgcgtgtgaggaaacttctggatgctggtgatttggatattgaagatgacatgaaagcacag 

atgaattgcttttatttgaaagccttggatggttttgttatggttctcacagatgatggtgacatgatttacatt 

tctgataatgtgaacaaatacatgggattaactcagtttgaactaactggacacagtgtgtttgattttactcat 

ccatgtgaccatgaggaaatgagagaaatgcttacacacagaaatggccttgtgaaaaagggtaaagaacaaaac 

acacagcgaagcttttttctcagaatgaagtgtaccctaactagccgaggaagaactatgaacataaagtctgca 

acatggaaggtattgcactgcacaggccacattcacgtatatgataccaacagtaaccaacctcagtgtgggtat 

aagaaaccacctatgacctgcttggtgctgatttgtgaacccattcctcacccatcaaatattgaaattccttta 

gatagcaagactttcctcagtcgacacagcctggata'tgaaattttcttattgtgatgaaagaattaccgaattg 

atgggaxatgagccagaagaactxttaggccgctcaatttatgaaxaxxatcaxgctttggacxctgaxcatctg 

accaaaactcatcatgatatgtttactaaaggacaagtcaccacaggacagtacaggatgcttgccaaaagaggt 

ggatatgtctgggttgaaactcaagcaactgtcatatataacaccaagaattctcaaccacagtgcattgtatgt 

gtgaattacgttgtgagtggtattattcagcacgacttgattttctcccttcaacaaacagaatgtgtccttaaa 

ccggttgaatcttcagatatgaaaatgactcagctaxtcaccaaagttgaatcagaagatacaagtagcctcttt 

gacaaacttaagaaggaacctgatgctttaactttgctggccccagccgctggagacacaatcatatctttagat 

tttggcagcaacgacacagaaactgatgaccagcaacttgaggaagtaccattatataatgatgtaatgctcccc 

tcacccaacgaaaaattacagaatataaatttggcaatgtctccattacccaccgctgaaacgccaaagccactt 

cgaagtagtgctgaccctgcactcaatcaagaagttgcattaaaattagaaccaaatccagagtcactggaactt 

tcttttaccatgccccagattcaggatcagacacctagtccttccgatggaagcactagacaaagttcacctgag 

cctaatagtcccagtgaatattgtttttatgxggatagtgatatggtcaatgaattcaagttggaattggtagaa 

aaactttttgctgaagacacagaagcaaagaacccattttctactcaggacacagatttagacttggagatgtta 

gctccctatatcccaatggatgatgacttccagttacgttccttcgatcagttgtcaccattagat^agcagttcc 

gcaagccctgaaagcgcaagtcctcaaagcacagttacagtattccagcagactcaaatacaagaacctactgct 

aatgccaccactaccactgccaccactgatgaattaaaaacagtgacaaaagaccgtatggaagacattaaaata 

ttgattgcatctccatctcctacccacatacataaagaaactactagtgccacatcatcaccatatagagatact 

caaagtcggacagcctcaccaaacagagcaggaaaaggagtcatagaacagacagaaaaatctcatccaagaagc 

cctaacgtgttatctgtcgctttgagtcaaagaactacagttcctgaggaagaactaaatccaaagatactagct 

ttgcagaatgctcagagaaagcgaaaaatggaacatgatggttciictttttcaagcagtaggaattggaacatta 

ttacagcagccagacgatcatgcagctactacatcactttcttggaaacgtgtaaaaggatgcaaatctagtgaa 

cagaatggaatggagcaaaagacaattattttaataccctctgatttagcatgtagactgctggggcaatcaatg 

gatgaaagtggattaccacagctgaccagttatgattgtgaagttaatgctcctatacaaggcagcagaaaccta 

ctgcagggtgaagaattactcagagctttggatcaagttaactg^sctttttcttaatttcattcctttttttgg 

acactggtggctcactacctaaagcagtctatttatattttctacatctaattttagaagcctggctacaatact 

gcacaaacxtggttagttcaatttttgatcccctttctacttaatttacattaatgctcttttttagtatgttct 

ttaatgctggatcacagacagctcattttctcagtxttttggtatttaaaccattgcattgcagtagcatcattt 

XAAAAAATGCACCXXTTTAXTTAXTTATTTTTGGCTAGGGAGTTXATCCCXXTTTCGAATTATTTXTAAGAAGAX 
GCCAAXAXAATXXTTGTAAGAAGGCAGXAACCXTTCAXCATGATCAXAGGCAGXTGAAAAATTTTTACACCXXXT 
XTXXCACATTTXACATAAAXAATAATGCTTTGCCAGCAGTACGTGGTAGCCACAATTGCACAATATATXTTCTXA 
AAAAATACCAGCAGTTACTCAXGGAATATAXXCXGCGXXXATAAAACTAGXTTTTAAGAAGAAATTTTTTTXGGC 
CTATGAAAXXGXXAAACCTGGAACATGACATTGXXAATCATATAATAATGATTCTXAAAXGCIGTATGGTTTAXT 
ATXTAAAXGGGTAAAGCCATTTACAXAAXAXAGAAAGATAXGCAXATATCTAGAAGGXAXGXGGCAXXXATTTGG 
ATAAAATXCTCAAXTCAGAGAAATCATCTGATGTTTCXATAGTCACTTTGCCAGCXCAAAAGAAAACAATACCCX 
ATGXAGTTGXGGAAGXTXATGCXAATATTGTGTAACTGAXATXAAACCTAAATGTXCXGCCXACCCXGXTGGTAX 
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FIGURE 130B 

AAAGATATTTTGAGCAGACTGTAAACAAGAAAAAAAAAATCATGCATTCTTAGCAAAATTGCCTAGTATGTXAAT 
TTGCTCAAAATACAATGTTTGATTTTATGCACTTTGTCGCTATTAACATCCTTTTTTTCATGTAGATTTCAATAA 
TTGAGTAATTTTAGAAGCATTATTTTAGGAATATATAGTTGTCACAGTAAATATCTTGTTTTTTCTATGTACATT 
GTACAAATTTTTCATTCCTTTTGCTCTTTGTGGTTGGATCTAACACTAACTGTATTGTTTTGTTACATCAAATAA 

ACATCTTCTGTGGAAAAAAAAAAAAAAAAAAAA 
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FIGURE 131 

MEGAGGANDKKKISSERRKEKSRDAARSRRSKESEVFYELAHQLPLPHNVSSHLDKASVMRLTISYLRVRKLLDA 
GDLDIEDDMKAQMNCFYLKALDGFVMVLTDDGDMIYISDNVNKYMGLTQFELTGHSVFDFTHPCDHEEMREMLTH 
RNGLVKKGKEQNTQRSFFLRMKCTLTSRGRTMNIKSATWKVLHCTGHIHVYDTNSNQPQCGYKKPPMTCLVLICE 
PIPHPSNIEIPLDSKTFLSRHSLDMKFSYCDERITELMGYEPEELLGRSIYEYYHALDSDHLTKTHHDMFTKGQV 
TTGQYRMLAKRGGYVWVETQATVIYNTKNSQPQCIVCVNYWSGIIQHDLIFSLQQTECVLKPVESSDMKMTQLF 
TKVESEDTSSLFDKLKKEPDALTLLAPAAGDTIISLDFGSNDTETDDQQLEEVPLYNDVMLPSPNEKLQNINLAM 
SPLPTAETPKPLRSSADPALNQEVALKLEPNPESLELSFTMPQIQDQTPSPSDGSTRQSSPEPNSPSEYCFYVDS 
DMVNEFKLELVEKLFAEDTEAKNPFSTQDTDLDLEMLAPYIPMDDDFQLRSFDQLSPLESSSASPESASPQSTVT 
VFQQTQIQEPTANATTTTATTDELKTVTKDRMEDIKILIASPSPTHIHKETTSATSSPYRDTQSRTASPNRAGKG 
VIEQTEKSHPRSPNVLSVALSQRTTVPEEELNPKILALQNAQRKRKMEHDGSLFQAVGIGTLLQQPDDHAATTSL 
SWKRVKGCKSSEQNGMEQKTIILIPSDLACRLLGQSMDESGLPQLTSYDCEVNAPIQGSRNLLQGEELLRALDQV 
N 
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FIGURE 132 

GCXTAGTGXAACCAGCGGCGXAXAXTTXXXAGGCGCCTTXTCGAAAACCTAGTAGXXAAXAXXCATTXGTTXAAA 

TCTTATTTTATTTTTAAGCTCAAACTGCTTAAGAATACCTTAATTCCTTAAAGTGAAATAATTTTTTGCAAAGGG 

GTTTCCTCGATTTGGAGCTTTTTTTTTCTTCCACCGTCATTTCTAACTCTTAAAACCAACTCAGTTCCATCAT03 

TGATGTTCAAGAAGATCAAGTCTTTTGAGGTGGTCTTTAACGACCCTGAAAAGGTGTACGGCAGT.GGCGAGAGGG 

TGGCTGGCCGGGTGATAGTGGAGGTGTGTGAAGTTACTCGTGTCAAAGCCGTTAGGATCCTGGCTTGCGGAGTGG 

CTAAAGTGCTTTGGATGCAGGGATCCCAGCAGTGCAAACAGACTTCGGAGTACCTGCGCTATGAAGACACGCXTC 

XXCTGGAAGACCAGCCAACAGGTGAGAATGAGATGGTGATCAXGAGACCTGGAAACAAATATGAGTACAAGXXCG 

GCTTTGAGCTTCCTCAGGGGCCTCTGGGAACATCCTTCAAAGGAAAATATGGGTGTGTAGACTACTGGGTGAAGG 

CTTTTCTTGACCGCCCGAGCCAGCCAACTCAAGAGACAAAGAAAAACTTTGAAGTAGTGGATCTGGTGGATGTCA 

ATACCCCTGATTTAATGGCACCTGTGTCTGCTAAAAAAGAAAAGAAAGTTTCCTGCATGTTCATTCCTGATGGGC 

GGGTGTCTGTCTCTGCTCGAATTGACAGAAAAGGATTCTGTGAAGGTGATGAGATTTCCATCCATGCTGACTTTG 

AGAATACATGTTCCCGAATTGTGGTCCCCAAAGCTGCCATTGTGGCCCGCCACACTTACCTTGCCAATGGCCAGA 

CCAAGGTGCTGACTCAGAAGTTGTCATCAGTCAGAGGCAATCATATTATCTCAGGGACATGCGCATCATGGCGTG 

GCAAGAGCCTTCGGGTTCAGAAGATCAGGCCTTCTATCCTGGGCTGCAACATCCTTCGAGTTGAATATTCCTTAC 

TGATCTATGTTAGCGTTCCTGGATCCAAGAAGGTCATCCTTGACCTGCCCCTGGTAATTGGCAGCAGATCAGGTC 

TAAGCAGCAGAACATCCAGCATGGCCAGCCGAACCAGCTCTGAGATGAGTTGGGTAGATCTGAACATCCCTGATA 

CCCCAGAAGCTCCTCCCTGCTATATGGATGTCATTCCTGAAGATCACCGATTGGAGA.GCCCAACAACTCCTCTGC 

TAGATGACAXGGATGGCTCTCAAGACAGCCCTATCTTTATGTATGCCCCTGAGTTCAAGTTCATGCCACCACCGA 

CTTATACTGAGGTGGATCCCTGCATCCTCAACAACAATGTGCAGTGMCATGTGGAAGAAAAGAAGCAGCTTTAC 

CTACTTGTTTCTTTTTGTCTCTCXTCCTGGACACTCACTTTTTCAGAGACTCAACAGTCTCGTCAATGGAGTGTG 

GGTCCACCTTAGCCTCTGACTTCCTAATGTAGGAGGTGGTCAGCAGGCAATCTCCTGGGCCTTAAAGGATGCGGA 

CTCATCCTCAGCCAGCGCCCATGTTGTGATACAGGGGTGTTTGTTGGATGGGTTTAAAAATAACXAGAAAAACTC 

AGGCCCATCCATTTTCTCAGATCTCCTTGAAAATTGAGGCCTTTTCGATAGTTTCGGGTCAGGTAAAAAXGGCCT 

CCTGGCGTAAGCXXXXCAAGGXXXXTTGGAGGCTTXXTGXAAAXTGXGAXAGGAACXXTGGACCTTGAACTXACG 

XAXCAXGXGGAGAAGAGCCAAXXTAACAAACXAGGAAGAXGAAAAGGGAAATTGXGGCCAAAACXXTGGGAAAAG 

GAGGXXCXTAAAATCAGTGTXXCCCCXXXGXGCACXXGXAGAAAAAAAAGAAAAACCXTCXAGAGCXGATTXGAX 

GGACAAXGGAGAGAGCXXTCCCXGXGATXATAAAAAAGGAAGCXAGCXGCXCXACGGXCATCTXXGCTTAGAGXA 

TACTXXAACCTGGCTTTTAAAGCAGXAGTAACXGCCCCACCAAAGGXCXTAAAAGCCATXTXXGGAGCCXAXXGC 

ACXGXGTXCTCCTACXGCAAATAXXTXCATATGGGAGGATGGTTTTCXCXXCAXGXAAGTCCXXGGAAXTGAXTC 

XAAGGXGAXGTTCXXAGCACTXTAATXCCTGTCAAAXXXXXXGXXCXCCCCTXCXGCCATCTTAAAXGXAAGCXG 

AAACXGGXCXACXGTGXCXCXAGGGTXAAGCCAAAAGACAAAAAAAAXXXXACXACXXTTGAGAXTGCCCCAAXG 

TACAGAAXXAXAXAAXXCXAACGCXTAAAXCAXGXGAAAGGGXXGCXGCXGXCAGCCTTGCCCACXGXGACXXCA 

AACCCAAGGAGGAACTCTXGAXCAAGAXGCCCAACCCXGTGAXCAGAACCXCCAAAXACXGCCATGAGAAACXAG 

AGGGCAGGXGXXCATAAAAGCCCXXTGAACCCCCXXCCXGCCCXGXGXXAGGAGATAGGGAXAXXGGCCCCTCAC 

XGCAGCXGCCAGCACXTGGTCAGXCACXCTCAGCCAXAGCACXXIGTXCACTGXCCXGTGXCAGAGCACXGAGCT 

CCACCCXXXXCTGAGAGTXATXACAGCCAGAAAGXGTGGGCXGAAGATGGXTGGTTTCAXGXGGGGGXAXXAXGT 

ACCC 
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FIGURE 133 

MVMFKKIKSFEWFNDPEKVYGSGERVAGRVIVEVCEVTRVKAVRILACGVAKVLWMQGSQQCKQTSEYLRYEDT 
LLLEDQPTGENEMVIMRPGNKYEYKFGFELPQGPLGTSFKGKYGCVDYWVKAFLDRPSQPTQETKKNFEWDLVD 
WTPDLMAPVSAKKEKKVSCMFIPDGRVSVSARIDRKGFCEGDEISIHADFENTCSRIWPKAAIVARHTYLANG 
QTKVLTQKLSSVRGNHIISGTCASWRGKSLRVQKIRPSILGCNILRVEYSLLIYVSVPGSKKVILDLPLVIGSRS 
GLSSRTSSMASRTSSEMSWVDLNIPDTPEAPPCYMDVIPEDHRLESPTTPLLDDMDGSQDSPIFMYAPEFKFMPP 

PTYTEVDPCILNNNVQ . 1 
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FIGURE 134 

AGTGTGAAATCTTCAGAGAAGAATTTCTCTTTAGTTCTTTGCAAGAAGGTAGAGATAAAGACACTTTTTCAAAAA 
TGGCAATGGTATCAGAATTCCTCAAGCAGGCCTGGTTTATTGAAAATGAAGAGCAGGAATATGTTCAAACTGTGA 
AGTCATCCAAAGGTGGTCCCGGATCAGCGGTGAGCCCCTATCCTACCTTCAATCCATCCTCGGATGTCGCTGCCT 
TGCATAAGGCCATAATGGTTAAAGGTGTGGATGAAGCAACCATCATTGACATTCTAACTAAGCGAAACAATGCAC 
AGCGTCAACAGATCAAAGCAGCATATCTCCAGGAAACAGGAAAGCCCCTGGATGAAACACTTAAGAAAGCCCTTA 
CAGGTCACCTTGAGGAGGTTGTTTTAGCXCTGCTAAAAACTCCAGCGCAATTTGATGCTGATGAACTTCGTGCTG 
CCATGAAGGGCCTTGGAACTGATGAAGATACTCTAATTGAGATTTTGGCATCAAGAACTAACAAAGAAATCAGAG 
ACATTAACAGGGTCTACAGAGAGGAACTGAAGAGAGATCTGGCCAAAGACATAACCTCAGACACATCTGGAGATT 
TTCGGAACGCTTTGCTTTCTCTTGCTAAGGGTGACCGATCTGAGGACTTTGGTGTGAATGAAGACTTGGCTGATT 
CAGATGCCAGGGCCTTGTATGAAGCAGGAGAAAGGAGAAAGGGGACAGACGTAAACGTGTTCAATACCATCCTTA 
CCACCAGAAGCTATCCACAACTTCGCAGAGTGTTTCAGAAATACACCAAGTACAGTAAGCATGACATGAACAAAG 
TTCTGGACCXGGAGTTGAAAGGTGACATTGAGAAATGCCTCACAGCTATCGTGAAGTGCGCCACAAGCAAACCAG 
CTTTCTTTGCAGAGAAGCTTCATCAAGCCATGAAAGGTGTTGGAACTCGCCATAAGGCATTGATCAGGATTATGG 
TTTCCCGTTCTGAAATTGACATGAATGATATCAAAGCATTCTATCAGAAGATGTATGGTATCTCCCTTTGCCAAG 
CCATCCTGGATGAAACCAAAGGAGATTATGAGAAAATCCTGGTGGCTCTTTGTGGAGGAAACTAAACATTCCCTT 
GATGGTCTCAAGCTATGATCAGAAGACTTTAATTATATATTTTCATCCTATAAGCTTAAATAGGAAAGTTTCTTC 
AACAGGATTACAGTGTAGCTACCTACATGCTGAAAAATATAGCCTTTAAATCATTTTTATATTATAACTCTGTAT 
AATAGAGATAAGTCCATTTTTTAAAAATGTTTTCCCCAAACCATAAAACCCTATACAAGTTGTTCTAGTAACAAT 
ACATGAGAAAGATGTCTATGTAGCTGAAAATAAAATGACGTCACAAGAC 
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FIGURE 135 

^W^VSEFLKQAWFIENEEQEYVQTVKSSKGGPGSAVSPYPTFNPSSDVAALHKAIMVKGVDEATIIDILTKRNNA 
QRQQIKAAYLQETGKPLDETLKKALTGHLEEVVIJULiLKT^ 

DINRVYREELKRDLAKDITSDTSGDFRNALLSLAKGDRSEDFGVNEDLADSDARALYEAGERRKGTDVNVFNTIL 
TTRSYPQLRRVFQKYTKYSKHDMNKVLDLELKGDIEKCLTAIVKCATSKPAFFAEKLHQAMKGVGTRHKALIRIM 
VSRSE I DMND IKAFYQKMYGI SLCQAILDETKGDYEKILVALCGGN 
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FIGURE 136 

GAAAGCTGTATTTGCTGCACGTGGAAATCTCCGTTATTTTCCAGCACCCAACAGTAGCGTAATGGGAGTAACGGA 

CTTAACCTCATTTCTCTTTCAGAGCATTTAGCCTTCATATGCCCTTCCCTGCATGCTTCCCCCAGGCCGTCAAGA 

CTTGAGTTCTGCCTCGCTTCCCGGCGCGGTCGCAGCCCTCAGCCCACTTAGGATAATGGCGACAGCTGAGGTACT 

GAACATTGGTAAAAAATTATATGAGGGTAAAACAAAAGAAGTCTACGAATTGTTAGACAGTCCAGGAAAAGTCCT 

CCTGCAGTCCAAGGACCAGATTACAGCAGGAAATGCAGCTAGAAAAAACCACCTGGAAGGAAAAGCTGCAATCTC 

AAATAAAATCACCAGTTGTATTTTTCAGTTATTACAGGAAGCAGGTATTAAAACTGCCTTCACCAGAAAATGTGG 

GGAGACAGCTTTCATTGCACCGCAGTGTGAAATGATTCCAATTGAATGGGTTTGCAGAAGAATAGCAACTGGTTC 

TTTTCTCAAAAGAAATCCTGGTGTCAAGGAAGGATATAAGTTTTACCCACCTAAAGTGGAGTTGTTTTTCAAGGA 

TGATGCCAATAATGACCCACAGTGGTCTGAGGAACAGCTGATTGCTGCAAAATTTTGCTTTGCTGGACTTCTTAT 

AGGCCAGACTGAAGTGGATATCATGAGTCATGCTACACAGGCTATATTTGAAATACTGGAGAAATCCTGGTTGCC 

CCAGAATTGTACACTGGTTGATATGAAGATTGAATTTGGTGTTGATGTAACCACCAAAGAAATTGTTCTTGCTGA 

TGTTATTGACAATGATTCCTGGAGACTCTGGCCATCAGGAGATCGAAGCCAACAGAAAGACAAACAGTCTTATCG 

GGACCTCAAAGAAGTAACTCCTGAAGGGCTCCAAATGGTAAAGAAAAACTTTGAGTGGGTTGCAGAGAGAGTAGA 

GTTGCTTTTGAAATCAGAAAGTCAGTGCAGGGTTGTAGTGTTGATGGGCTCTACTTCTGATCTTGGTCACTGTGA 

AAAAATCAAGAAGGCCTGTGGAAATTTTGGCATTCCATGTGAACTTCGAGTAACATCTGCGCATAAAGGACCAGA 

TGAAACTCTGAGGATTAAAGCTGAGTATGAAGGGGATGGCATTCCXACTGTATTTGTGGCAGTGGCAGGCAGAAG 

TAATGGTTTGGGACCAGTGATGTCTGGGAACACTGCATATCCAGTTATCAGCTGTCCTCCCCTCACACCAGACTG 

GGGAGTTCAGGATGTGTGGTCTTCTCTTCGACTACCCAGTGGTCTTGGCTGTTCAACCGTACTTTCTCCAGAAGG 

ATCAGCTCAATTTGCTGCTCAGATATTTGGGTTAAGCAACCATTTGGTATGGAGCAAACTGCGAGCAAGCATTTT 

GAACACATGGATTTCCTTGAAGCAGGCTGACAAGAAAATCAGAGAATGTAATTTATAAGAAAGAATGCCATTGAA 

TTTTTTAGGGGAAAAACTACAAATTTCTAATTTAGCTGAAGGAAAATCAAGCAAgATGAAAAGGTAATTTTAAAT 

XAGAGAACACAAATAAAATGTATTAGTGAATAAATGCTTCTCTAGATCCATATTAATAAACATGAGCATCTAACC 

CCTCCTTTCTTAGGCTAGACACCAAGATATTTCAGCCAGCCTTTATCATTCCTCTTACTTTATCCTTTTTCCTTA 

AGTATTGGTGGTCACTACTATTGAGTTTCTTCCTTAACACTGATTAAATGATCTTAACTCCCTCAGCTAAAACTG 

GCATTACTGACTCCCAGCTATATTTCTCCAGACTTGCATTTTTTTTTTTTTTTTTGAGACAGGGTCTCACTGTCG 

CCCAGGCTGGAGTGCAGTGGCGrGATCTCAGTTCACTGCTGCTTTCCCTCCTGGGCTCAAGCAGTTCTCCCACCT 

CAGCCTCTCGACTAACAGGGACTATAATCTTGCAGCACCATGCCGAGCTAATTTTATTTTTTGTAGAGATGAGCT 

CTCACTATGTCACCCAGGTTCGTCTCAAACTCCTGAACCCTAGTAATTCTCCTATCTCAGCCTCCCAAAGTGCTA 

GGGTTACAGACATGAGCCACTGTGCCTGTCTAGACTTGTACTTTCAACTGTCCATTTCTCCCTGTCTGTCCCATG 

GGCACTCATGAAAAAACAGAATGCTCCCAACTTTATTCATCTTCCAAGCCTGTAGCTCTTGGTATACTCACTGTT 

GCAAGTCAGAAGCTTGATTTCATCATTGATGTTTTTCTCACGTTTCACATCTCACTCATCACCAAGTCATGTTGG 

TGTTAATTTCTGATTAACCCTTGAATTTACCGTCTTCTCATCCTCTGTACAAAAGCCTCAAGTGAGGGTCAAATT 

CAACATTATCCTGATCTAGACAGCCCCCATTCTCAATCCACCCTTTTCCAAGTTGATTGCCCAAGGACTTCTAAC 

AATAAACTCTCTTTTGCACCACAGACTTCTTTGAAAATATACATGCTGTTGACCCTCTCTGTAGAAAACCGCACA 

CATAAAACTTACCAACAGATTTCATTGGTTCTTGGGTTCTCCCGAAGCCTATCCATGGTTTATAGATTAAGAATT 

GATGAGGTAGCTGGGCACAGTGGCTCACACCTACGATCACAGCACTTCGGGAGGCTGAAGCAAGCAGATCACTTG 

AGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAGTAGCCAGC 

CGTGATGACAGGCACCTGTAATCCCAGCTACTCGGGAGGCTGAGGCATGAGAATTGCTTGAACCCGGGAGGCGGA 

GGTTGCAGTGAGCCTGGATCATGCCACTGCACTCCAACCTGGGCAGCAGAGCAAGACTCTGTCTCAAAAGGGGAA 

AAAAAAAATTGCTGATGTGACCCATGAAGGGAACTCATTTTCCTCGTAATTTTGGACTGCCACACATTGGTACCT 

TTAGTTCTCTGAAGGCCCACGTTTTTATCATTAAGACCTATTTGTTAGCTAGTAGAGCTTTATGTTCGCTGTCCA 

TGAAACCTTCTGTAACCACAGTGACTACAAGTAGTTCTTTCTCTATTGAATTATTAGGTCCAGAATAGAAGATGT 

CATTGTACACTTTATTTCCCTCACACTGTGTTATGCTCTGATGTGCTATGCTTAGCTATCTGTCAGAGATTAGTA 

AATTATAAAACTCATGTGTACTACTTAAGTTTATATCTTATGCTAGTTTATAAGAACAATTAAAAGGACTTAGAA 

GATTAAAAAAAAAAAAAAAAAA 
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FIGURE 137 

MATAEVLNIGKKLYEGKTKEVYELLDSPGKVLLQSKDQITAGNAARKNHLEGKAAISNKITSCIFQLLQEAGIKT 
AFTRKCGETAFIAPQCEMIPIEWVCRRIATGSFLKRNPGVKEGYKFYPPKVELFFKDDANNDPQWSEEQLIAAKF 
CFAGLLIGQTEVDIMSHATQAIFEILEKSWLPQNCTLVDMKIEFGVDVTTKEIVLADVIDNDSWRLWPSGDRSQQ 
KDKQSYRDLKEVTPEGLQMVKKNFEWAERVELLLKSESQCRVWLMGSTSDLGHCEKIKKACGNFGIPCELRVT 
SAHKGPDETLRIKAEYEGDGIPTVFVAVAGRSNGLGPVMSGNTAYPVISCPPLTPDWGVQDVWSSLRLPSGLGCS 
TVLSPEGSAQFAAQIFGLSNHLVWSKLRASILNTWISLKQADKKIRECNL 
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FIGURE 138 

AAGAAAAAAATAGGCCTGGTTGCCAXATTAAGGTCCCCTGGGCTATTTTAAACCGGATTTGGATACCXAGGTCTT 

TCCAXAGGCCGTATTTTGCCCCCCGTAACCCXTAAAAAAAAAAAAAGATTTCCAAAATGCCGTTTTCAGAACCTG ' 

GGTTTTAATAGCAGTATTGAATTTGTAAGCTTAGTAGTTGCAGAAATTGAACACTAGGTGGCACTCAGTTATCTT 

AACAGGGGAAGTACTGATACAATTGTTGACTTTTCTTTTACTATGTGTAAGAAATACCCCAAACATGAAAAGATT 

GTTTTGATCATATGCATGTATGTAGAATATTTTTGCAGAGCAGAAAGATTATGTTAGAAGTGTGATTTTTATTTT 

CAGAAGTCATATACATGTAAGCTACAATTTTGAGTGCTTTATAAACACTTAAGATATATATATAAATTTTAATTT 

CATAGCAACTTGTAAAAAATAAAATACTTGTTGAAAAGCCTTTTTCAACATATCCCTAAGCTAAGGGAAGAGGAA 

GGAATAACAACTCAGTGAAAAGATGGTCTCCAGTTTCTGAATGAAAAAGCTACAGCTGAGAAATAAAATAAAATG 

TCATGCTGCAGAATATGTTATACCCTTATTTTGTGTTAAGGATATATTTTATTATGTGAATGGTTTTGTTTTTGT 

TTTTTGTTTTTGTTTTTTGCTTGTATTGGGAATTAGCTTTACTGGTAACTTCCTTATTTAGTTTT TAGT GGTCAA 

CTCTAATAAAATGAAACTAGGGCTGAGCTAGTTAGCCCTCACTAGCCAAACTGAAACTCTATGCAACATTAAAAG 

AAGAGATCCATCATGTAGCTTGTGACACTTTTATTTTATTAGTCACCGGGGAACTTTTCAGTGATGAAAATACAC 

AGGGTAATAAACCTTCACATGGCTTCAAAAGGAAAACAAGCAAATCTTCTCTAATCTACTCTTACTATAATTTCC 

TAAGTGTACACCAAACTCTGGATTTAAAAATCTGAAGTACTATAGAACATTAAGTTGAAGAATGGAAATTAAGAG 

TACGTATTCATGGTTTATATTTCTTATTCTATGGAGTTCGTGAACACATCTAGGTGGAATGCATCTGAGACTAAG 

GGCTGGTTTTTAATCCTCATAAGAAACCAGCCTTGAAGAATTAACAATTCTCTTCATTGGTATTCTAAACCTCCT 

AAGATATTTAGGCTTCTGTACATAAAAGTGTTTTTGCTAAATTTACAGTATATATAGATCCTTTCATATTATTTT 

ACTAAGAATGTTTGAACTTTGCATATTTGATATAGTTCCTGGTAGGAATAGCACAGCTCAAACATTAGTTTTTCT 

ACTTACCTCCTCTAACACGTGGTTTGTCTGGAGAGTTTCTAAAAATTCAGCTATAACCCCAGTTCATGTATTTAC 

TGGTGATTGTTCTTGCTGAGGTAGTAACAGCCCAATCTTGGGCTGTTAAATCCTAGGAAATCTCGAATCATAGTG 

ATTAAAATAGTTGGGGTAAAGTTGTAGCTTATATGCAATACTACTTGGAGGAATTCTTCTACTAATTTGTATTTA 

ATGTGGAAATTGTATAGTTTCATTGATTTAATCATAAATAATGGAAATGGTCTCCAAGAAGTTTTATTTTTCATT 

TTTTTGCTTATACACTCTGATTCCTATAATACAGTGCTATAAGCTATGCACAGAAAATAAAATGTTTGAAATCCA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAXGGGGG 
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FIGURE 139 

MVLFLFFVFVFCLYWELALLVTSLFSF 
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FIGURE 140A 

CGCGGGXCXGXGGAGAGCCGGGXGCGAGCGGCGGCAGCACGAGGGGAAAAGAGCXGAGCGGAGACCAAAGXCAGC 

CGGGAGACAGTGGGTCTGTGAGAGACCGAATAGAGGGGCTGGGGCCACGAGCGCCATTGACAAGCAM«3GGAAG 

AAACAGAAAAACAAGAGCGAAGACAGCACCAAGGATGACATTGATCTTGATGCCTTGGCTGCAGAAATAGAAGGA 

GCTGGTGCTGCCAAAGAACAGGAGCCTCAAAAGTCAAAAGGGAAAAAGAAAAAAGAGAAAAAAAAGCAGGACTTT 

GATGAAGATGATATCCTGAAAGAACTGGAAGAATTGTCTTTGGAAGCTCAAGGCATCAAAGCTGACAGAGAAACT 

GTTGCAGTGAAGCCAACAGAAAACAATGAAGAGGAATTCACCTCAAAAGATAAAAAAAAGAAAGGACAGAAGGGC 

AAAAAACAGAGTTTTGATGATAATGATAGCGAAGAATTGGAAGATAAAGATTCAAAATCAAAAAAGACTGCAAAA 

CCGAAAGTGGAAATGTACTCTGGGAGTGATGATGATGATGATTTTAACAAACTTCCTAAAAAAGCTAAAGGGAAA 

GCTCAAAAATCAAATAAGAAGTGGGATGGGTCAGAGGAGGATGAGGATAACAGTAAAAAAATTAAAGAGCGTTCA 

AGAATAAATTCTTCTGGTGAAAGTGGTGATGAATCAGATGAATTTTTGCAATCTAGAAAAGGACAGAAAAAAAAT 

CAGAAAAACAAGCCAGGTCCTAACATAGAAAGTGGGAATGAAGATGATGACGCCTCCTTCAAAATTAAGACAGTG 

GCCCAAAAGAAGGCAGAAAAGAAGGAGCGCGAGAGAAAAAAGCGAGATGAAGAAAAAGCGAAACTGCGGAAGCTG 

AAAGAAAAAGAAGAGTTAGAAACAGGTAAAAAGGATCAGAGXAAACAAAAGGAATCTCAAAGGAAATTTGAAGAA 

GAAACTGTAAAATCCAAAGTGACTGTTGATACTGGAGTAATTCCTGCCTCTGAAGAGAAAGCAGAGACTCCCACA 

GCTGCAGAAGATGACAATGAAGGAGACAAAAAGAAGAAAGATAAGAAGAAAAAGAAAGGAGAAAAGGAAGAAAAA 

GAGAAAGAGAAGAAAAAAGGACCTAGCAAAGCCACTGTTAAAGCTATGCAAGAAGCTCTGGCTAAGCTTAAAGAG 

GAAGAAGAAAGACAGAAGAGAGAAGAGGAAGAACGTATAAAACGGCTTGAAGAATTAGAAGCCAAGCGTAAAGAA 

GAGGAACGATTGGAACAAGAAAAAAGAGAAAGGAAAAAGCAAAAAGAAAAAGAAAGAAAAGAACGCTTGAAAAAA 

GAAGGGAAACTTTTAACTAAATCCCAGAGAGAAGCCAGAGCCAGAGCCGAAGCTACTCTTAAACTGCTACAAGCT 

CAGGGTGTTGAAGTGCCATCAAAAGACTCTTTGCCAAAGAAGAGGCCAATTTATGAAGATAAAAAGAGGAAAAAA 

ATACCACAGCAGCTAGAAAGTAAAGAAGTGTCTGAATCAATGGAATTATGTGCTGCTGTAGAAGTTATGGAACAA 

GGAGTACCAGAAAAGGAAGAGACACCACCTCCTGTTGAACCAGAAGAAGAAGAAGATACTGAGGATGCTGGATTG 

GATGATTGGGAAGCTATGGCCAGTGATGAGGAGACAGAAAAAGTAGAAGGAAACACAGTTCATATAGAAGTAAAA 

GAAAACCCTGAAGAGGAGGAGGAGGAGGAAGAAGAGGAAGAAGAAGATGAAGAAAGTGAAGAAGAGGAGGAAGAG 

GAGGGAGAAAGTGAAGGCAGTGAAGGTGATGAGGAAGATGAAAAGGTGTCAGATGAGAAGGATTCAGGGAAGACA 

TTAGATAAAAAGCCAAGTAAAGAAATGAGCTCAGATTCTGAATATGACTCTGATGATGATCGGACTAAAGAAGAA 

AGGGCTTATGACAAAGCAAAACGGAGGATTGAGAAACGGCGACTTGAACATAGTAAAAATGTAAACACCGAAAAG 

CTAAGAGCCCCTATTATCTGCGTACTTGGGCATGTGGACACAGGGAAGACAAAAATTCTAGATAAGCTCCGTCAC 

ACACATGTACAAGACGGTGAAGCAGGTGGTATCACACAACAAATTTGGGCCACCAATGTTCCTCTTGAAGCTATT 

AATGAACAGACTAAGATGATTAAAAATTTTGATAGAGAGAATGTACGGATTCCAGGAATGCTAATTATTGATACT 

CCTGGGCATGAATCTTTCAGTAATCTGAGAAATAGAGGAAGCTCXCTTTGTGACATTGCCATTTTAGTTGTTGAT 

ATTATGCATGGTTTGGAGCCCCAGACAATTGAGTCTATCAACCTTCTCAAAXCTAAAAAATGTCCCTTCATTGTT 

GCACTCAATAAGATTGATAGGTTATATGATTGGAAAAAGAGTCCTGACTCTGATGTGGCTGCTACTTTAAAGAAG 

CAGAAAAAGAATACAAAAGATGAATTTGAGGAGCGAGCAAAGGCTATTATTGTAGAATTTGCACAGCAGGGTTTG 

AATGCTGCTTTGTTTTATGAGAATAAAGATCCCCGCACTTTTGTGTCTTTGGTACCTACCTCTGCACATACTGGT 

GATGGCATGGGAAGTCTGATCTACCTTCTTGTAGAGTTAACTCAGACCATGTTGAGCAAGAGACTTGCACACTGT 

GAAGAGCTGAGAGCACAGGTGATGGAGGTTAAAGCTCTCCCGGGGATGGGCACCACTATAGATGTCATTTTGATC 

AATGGGCGTTTGAAGGAAGGAGATACAATCATTGTTCCTGGAGTAGAAGGGCCCATTGTAACTCAGATTCGAGGC 

CTCCTGTTACCTCCTCCTATGAAGGAATTACGAGTGAAGAACCAGTATGAAAAGCATAAAGAAGTAGAAGCAGCT 

CAGGGGGTAAAGATTCTTGGAAAAGACCTGGAGAAAACATTGGCTGGTTTACCCCTCCTTGTGGCTTATAAAGAA 

GATGAAATCCCTGTTCTTAAAGATGAATTGATCCATGAGTTAAAGCAGACACTAAATGCTATCAAATTAGAAGAA 

AAAGGAGTCTATGTCCAGGCATCTACACTGGGTTCTTTGGAAGCTCTACTGGAATTTCTGAAAACATCAGAAGTG 

CCCTATGCAGGAATTAACATTGGCCCAGTGCATAAAAAAGATGTTATGAAGGCTTCAGTGATGTTGGAACATGAC 

CCTCAGTATGCAGTAATTXTGGCCTTCGATGTGAGAATTGAACGAGATGCACAAGAAATGGCTGATAGTTTAGGA 

GXXAGAAXXTXXAGXGCAGAAAXTAXXIAXCAXXXAXTXGAXGCCXXXACAAAAXATAGACAAGACXACAAGAAA 

CAGAAACAAGAAGAAXXXAAGCACAXAGCAGXAXXXCCCXGCAAGATAAAAAXCCXCCCXCAGTACAXXXXXAAX 

XCXCGAGAXCCGAXAGXGAXGGGGGXGACGGXGGAAGCAGGXCAGGXGAAACAGGGGACACCCAXGXGXGXCCCA 

AGCAAAAAXXXXGXXGACAXCGGAAXAGXAACAAGXAXXGAAAXAAACCAXAAACAAGXGGAXGXTGCAAAAAAA 
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FIGURE 140B 

GGACAAGAAGTTTGTGTAAAAATAGAACCTATCCCTGGTGAGTCACCCAAAATGTTTGGAAGACATTTTGAAGCT 
ACAGATATTCTTGTTAGTAAGATCAGCCGGCAGTCCATTGATGCACTCAAAGACTGGTTCAGAGATGAAATGCAG 
AAGAGTGACTGGCAGCTTATTGTGGAGCTGAAGAAAGTATTTGAAATCATCTAM'TTTTTCACATGGAGCAGGAA 
CTGGAGTAAATGCAATACTGTGTTGTAATATCCCAACAAAAATCAGACAAAAAATGGAACAGACGTATTTGGACA 
CTGATGGACTTAAGTAXGGAAGGAAGAAAAATAGGTGTATAAAATGTTTTCCATGAGAAACCAAGAAACTTACAC 
TGGTTTGACAGTGGTCAGTTACATGTCCCCACAGTTCCAATGTGCCTGTTCACTCACCTCTCCCTTCCCCAACCC 
TTCTCTACTTGGCTGCTGTTTTAAAGTTTGCCCTTCCCCAAATTTGGATTTTTATTACAGAGTCTAAAGCTCTTT 
CGATTTTATACTGATTAAATCAGTACTGCAGTATTTGATTAACCA 
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FIGURE 141 

MGKKQKNKSEDSTKDDIDLDALAAEIEGAGAAKEQEPQKSKGKKKKEKKKQDFDEDDILKELEELSLEAQGIKAD 
RETVAVKPTENKEEEFTSKDKKKKGQKGKKQSFDDNDSEELEDKDSKSKKTAKPKVEMYSGSDDDDDFNKLPKKA 
KGKAQKSNKKWDGSEEDEDNSKKIKERSRINSSGESGDESDEFLQSRKGQKKNQKNKPGPNIESGNEDDDASFKI 
KTVAQKKAEKKERERKKRDEEKAKLRKLKEKEELETGKKDQSKQKESQRKFEEETVKSKVTVDTGVIPASEEKAE 
TPTAAEDDNEGDKKKKDKKKKKGEKEEKEKEKKKGPSKATVKAMQEALA[KLKEEEERQKREEEERIKRLEELEAK 
RKEEERLEQEKRERKKQKEKERKERLKKEGKLLTKSQREARARAEATLKLLQAQGVEVPSKDSLPKKRPIYEDKK 
RKKIPQQLESKEVSESMELCAAVEVMEQGVPEKEETPPPVEPEEEEDTEDAGLDDWE^^SDEETEKVEGNTVHI 
EVKENPEEEEEEEEEEEEDEESEEEEEEEGESEGSEGDEEDEKVSDEKDSGKTLDKKPSKEMSSDSEYDSDDDRT 
KEERAYDKAKRRIEKRRLEHSKNVNTEKLRAPIICVLGHVDTGKTKILDKLRHTHVQDGEAGGITQQIWATNVPL 
EAINEQTKMIKNFDRENVRIPGMLIIDTPGHESFSNLRNRGSSLCDIAILVVDIMHGLEPQTIESINLLKSKKCP 
FIVALNKIDRLYDWKKSPDSDVAATLKKQKKNTKDEFEERAKAIIVEFAQQGLNAALFYENKDPRTFVSLVPTSA 
HTGDGMGSLIYLLVELTQTMLSKRLAHCEELRAQV^ 

IRGLLLPPPMKELRVKNQYEKHKEVEAAQGVKILGKDLEKTLAGLPLLVAYKEDEIPVLKDELIHELKQTLNAIK 
LEEKGVYVQASTLGSLEALLEFLKTSEVPYAGINIGPVHKKDVMKASVMLEHDPQYAVILAFDVRIERDAQEMAD 
SLGVRIFSAEIIYHLFDAFTKYRQDYKKQKQEEFKHIAVFPCKIKILPQYIFNSRDPIVMGVTVEAGQVKQGTPM 
CVPSKNFVDIGIVTSIEINHKQVDVAKKGQEVCVKIEPIPGESPKMFGRHFEATDILVSKISRQSIDALKDWFRD 

EMQKSDWQLIVELKKVFE I I • 
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FIGURE 142 

CCCGGACGTGCGGCTCCCCTCGGCCTCCTCGCCATGGACGCGGACGACTCCCGGGCCCCCAAGGGCTCCTTGCGG 

AAGTTCCTGGAGCACCTCTCCGGGGCCGGCAAGGCCATCGGCGTGCTGACCAGCGGCGGGGATGCTCAAGGTATG 

AACGCTGCCGTCCGTGCCGTGGTGCGCATGGGTATCTACGTGGGGGCCAAGGTGTACTTCATCTACGAGGGCTAC 

CAGGGCATGGTGGACGGAGGCTCAAACATCGCAGAGGCCGACTGGGAGAGTGTCTCCAGCATCCTGCAAGTGGGC 

GGGACGATCATTGGCAGTGCGCGGTGCCAGGCCTTCCGCACGCGGGAAGGCCGCCTGAAGGCTGCTTGCAACCTG 

CTGCAGCGCGGCATCACCAACCTGTGTGTGATCGGCGGGGACGGGAGCCTCACCGGGGCCAACCTCTTCCGGAAG 

GAGTGGAGTGGGCTGCTGGAGGAGCTGGCCAGGAACGGCCAGATCGATAAGGAGGCCGTGCAGAAGTACGCCTAC 

CTCAACGTGGTGGGCATGGTGGGCTCCATCGACAATGATTTCTGCGGCACCGACATGACCATCGGCACGGACTCC 

GCCCTGCACAGGATCATCGAGGTCGTCGACGCCATCATGACCACGGCCCAGAGCCACCAGAGGACCTTCGTTCTG 

GAGGTGATGGGACGACACTGTGGGTACCTGGCCCTGGTGAGTGCCTTGGCCTGCGGTGCGGACTGGGTGTTCCTT 

CCAGAATCTCCACCAGAGGAAGGCTGGGAGGAGCAGATGTGTGTCAAACTCTCGGAGAACCGTGCCCGGAAAAAA 

AGGCTGAATATTATTATTGTGGCTGAAGGAGCAATTGATACCCAAAATAAACCCATCACCTCTGAGAAAATCAAA 

GAGCTTGTCGTCACGCAGCTGGGCTATGACACACGTGTGACCATCCTCGGGCACGTGCAGAGAGGAGGGACCCCT 

TCGGCATTCGACAGGATCTTGGCCAGCCGCATGGGAGTGGAGGCAGTCATCGCCTTGCTAGAGGCCACCCCGGAC 

ACCCCAGCTTGCGTCGTGTCACTGAACGGGAACCACGCCGTGCGCCTGCCGCTGATGGAGTGCGTGCAGATGACT 

CAGGAXGTGCAGAAGGCGATGGACGAGAGGAGATTTCAAGATGCGGTTCGACTCCGAGGGAGGAGCTTTGCGGGC 

AACCTGAACACCTACAAGCGACTTGCCATCAAGCTGCCGGATGATCAGATCCCAAAGACCAATTGCAACGTAGCT 

GTCATCAACGTGGGGGCACCCGCGGCTGGGATGAACGCGGCCGTACGCTCAGCTGTGCGCGTGGGCATTGCCGAC 

GGCCACAGGATGCTCGCCATCTATGATGGCTTTGACGGCTTCGCCAAGGGCCAGATCAAAGAAATCGGCTGGACA 

GATGTCGGGGGCTGGACCGGCCAAGGAGGCTCCATTCTTGGGACAAAACGCGTTCTCCCGGGGAAGTACTTGGAA 

GAGATCGCCACACAGATGCGCACGCACAGCATCAACGCGCTGCTGATCATCGGTGGATTCGAGGCCTACCTGGGA 

CTCCTGGAGCTGTCAGCCGCCCGGGAGAAGCACGAGGAGTTCTGTGTCCCCATGGTCATGGTTCCCGCTACTGTG 

TCCAACAATGTGCCGGGTTCCGATTTCAGCATCGGGGCAGACACCGCCCTGAACACTATCACCGACACCTGCGAC 

CGCATCAAGCAGTCCGCCAGCGGAACCAAGCGGCGCGTGTTCATCATCGAGACCATGGGCGGCTACTGTGGCTAC 

CTGGCCAACATGGGGGGGCTCGCGGCCGGAGCTGATGCCGCATACATTTTCGAAGAGCCCTTCGACATCAGGGAT 

CTGCAGTCCAACGTGGAGCACCTGACGGAGAAAATGAAGACCACCATCCAGAGAGGCCTTGTGCTCAGAAATGAG 

AGCTGCAGTGAAAACTACACCACCGACTTCATTTACCAGCTGTATTCAGAAGAGGGCAAAGGCGTGTTTGACTGC 

AGGAAGAACGTGCTGGGTCACATGCAGCAGGGTGGGGCACCCTCTCCATTTGATAGAAACTTTGGAACCAAAATC 

TCTGCCAGAGCTATGGAGTGGATCACTGCAAAACTCAAGGAGGCCCGGGGCAGAGGAAAAAAATTTACCACCGAT 

GATTCCATTTGTGTGCTGGGAATAAGCAAAAGAAACGTTATTTTTCAACCTGTGGCAGAGCTGAAGAAGCAAACG 

GATTTTGAGCACAGGATTCCCAAAGAACAGTGGTGGCTCAAGCTACGGCCCCTCATGAAAATCCTGGCCAAGTAC 

AAGGCCAGCTATGACGTGTCGGACTCAGGCCAGCTGGAACATGTGCAGCCCTGGAGTGTCTG^CCAGTCCCGCC 

TGCATGTGCCTGCAGCCACCGTGGACTGTCTGTTTTTGTAACACTTAAGTTATTXTATCAGCACTTTATGCACGT 

ATTATTGACATTAATACCTAATCGGCGAGTGCCCATCTGCCCCACCAGCTCCAGTGCGTGCTGXCTGTGGAGTGT 

GTCTCATGCTTTCAGATGTGCATATGAGCAGAATTAATTAA 
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FIGURE 143 

MDADDSRAPKGSLRKFLEHLSGAGKAIGVLTSGGDAQGMNAAVRAWRMGIYVGAKWFIYEGYQGMVDGGSNIA 
EADWESVSSILQVGGTIIGSARCQAFRTREGRLKAACNLLQRGITNLCVIGGDGSLTGANLFRKEWSGLLEELAR 
NGQIDKEAVQKYAYLNWGMVGSIDNDFCGTDMTIGTDSALHRIIEWDAIMTTAQSHQRTFVLEVMGRHCGYLA 
LVSALACGADWVFLPESPPEEGWEEQMCVKLSENRARKKRLNIIIVAEGAIDTQNKPITSEKIKELVVTQLGYDT 
RVTILGHVQRGGTPSAFDRILASRMGVEAVIALLEATPDTPACWSLNGNHAVRLPLMECVQMTQDVQKAMDERR 
FQDAVRLRGRSFAGNLNTYKRLAIKLPDDQIPKTNCNVAVINVGAPAAGMNAAVRSAVRVGIADGHRMLAIYDGF 
DGFAKGQIKEIGWTDVGGWTGQGGSILGTKRVLPGKYLEEIATQMRTHSINALLIIGGFEAYLGLLELSAAREKH 
EEFCVP^fVMVPATVSNNVPGSDFSIGADTALNTITDTCDRIKQSASGTKRRVFIIETMGGYCGYLANMGGLAAGA 
DAAYIFEEPFDIRDLQS1WEHLTEKMKTTIQRGLVLRNESCSENYTTDFIYQLYSEEGKGVFDCRKNVLGHMQQG 
GAPSPFDRNFGTKISARAMEWITAKLKEARGRGKKFTTDDSICVLGISKRNVIFQPVAELKKQTDFEHRIPKEQW 
WLKLRPLMKILAKYKASYDVSDSGQLEHVQPWSV 
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FIGURE 144 

CCATTGTGCTCTAAAGGGAAGGTGCTGTGTAATCATTAAGGAGCGGAGGCTTTTGGAGCTGCTAAAATGCCGGAT 
TACCTCGGTGCCGATCAGCGGAAGACCAAAGAGGATGAGAAGGACGACAAGCCCATCCGAGCTCTGGATGAGGGG 
GATATTGCCTTGTTGAAAACTTATGGTCAGAGCACTTACTCTAGGCAGATCAAGCAAGTTGAAGATGACATTCAG 
CAACTTCTCAAGAAAATTAATGAGCTCACTGGTATTAAAGAATCTGACACTGGCCTGGCCCCACCAGCACTCTGG 
GATTTGGCTGCAGATAAGCAGACACTCCAGAGTGAACAGCCTTTACAGGTTGCCAGGTGTACAAAGATAATCAAT 
GCTGATTCGGAGGACCCAAAATACATTATCAACGTAAAGCAGTTTGCCAAGTTTGTGGTGGACCTTAGTGATCAG 
GTGGCACCTACTGACATTGAAGAAGGGATGAGAGTGGGCGTGGATAGAAATAAATATCAAATTCACATTCCATTG 
CCTCCTAAGATTGACCCAACAGTTACCATGATGCAGGTGGAAGAGAAACCTGATGTCACATACAGTGATGTTGGT 
GGCTGTAAGGAACAGATTGAGAAACTGCGAGAAGTAGTTGAAACCCCATTACTTCATCCAGAGAGGTTTGTGAAC 
CTTGGCATTGAGCCTCCCAAGGGCGTGCTGCTCTTTGGTCCACCCGGTACAGGCAAGACACTCTGTGCGCGGGCA 
GTTGCTAATCGGACTGATGCGTGCTTCATTCGAGTTATTGGATCTGAGCTTGTACAGAAATACGTCGGTGAGGGG 
GCTCGAATGGTTCGTGAACTCTTTGAAATGGCCAGAACAAAAAAAGCCTGCCTTATCTTCTTTGATGAAATTGAT 
• GCTATTGGAGGGGCTCGTTTTGATGATGGTGCTGGAGGTGACAATGAAGTGCAGAGAACAATGTTGGAACTGATC 
AATCAGCTTGATGGTTTTGATCCTCGAGGCAATATTAAAGTGCTGATGGCCACTAACAGACCTGATACTTTGGAT 
CCAGCACTGATGAGGCCAGGGAGATTGGATAGAAAAATTGAATTTAGCTTGCCCGATCTAGAGGGTCGGACCCAC 
ATATTTAAGATTCACGCTCGTTCAATGAGTGTTGAAAGAGATATCAGATTTGAACTGTTAGCACGACTGTGTCCA 
AATAGCACTGGTGCTGAGATTAGAAGCGTCTGCACAGAGGCTGGTATGTTTGCCATCAGAGCACGGCGAAAAATT 
GCTACCGAGAAGGATTTCTTGGAAGCTGTAAATAAGGTCATTAAGTCTTATGCCAAATTCAGTGCTACTCCTCGT 
TACATGACATACAACTGAACCCTGAAGGCTTTCAAGTGAAAACTTTAAATTGGAATCCTAACCTTATATAGACTT 
GTTAATAACCAATTCATAAACAAATAAATGGCTTCAACTTTAGAGCACAATGG 
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FIGURE 145 

MPDYLGADQRKTKEDEKDDKPIRALDEGDIALLKTYGQSTYSRQIKQVEDDIQQLLKKINELTGIKESDTGLAPP 
ALWDLAADKQTLQSEQPLQVARCTKIINADSEDPKYIINVKQFAKFWDLSDQVAPTDIEEGMRVGVDRNKYQIH 
IPLPPKIDPTVTMMQVEEKPDVTYSDVGGCKEQIEKLREVVETPLLHPERFVNLGIEPPKGVLLFGPPGTGKTLC 
ARAVANRTDACFIRVIGSELVQKYVGEGARMVRELFEM^TKKACLIFFDEIDAIGGARFDDGAGGDNEVQRTML 
ELINQLDGFDPRGNIKVIiMATNRPDTLDPALMRPGRLDRKIEFSLPDLEGRTHIFKIHARSMSVERDIRFELLAR 
LCPNSTGAEIRSVCTEAGMFAIRARRKIATEKDFLEAVNKVIKSYAKFSATPRYMTYN 
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FIGURE 146 

ATCCGTGTCCTTGCGGTGCTGGGCAGCAGACCGTCCAAACCGACACGCGTGGTATCCTCGCGGTGTCCGGCAAGA 
GACTACCAAGACAGACGCTATGACTGAGGCTGATGTGAATCCAAAGGCCTATCCCCTTGCCGATGCCCACCTCAC 
CAAGAAGCTACTGGACCTCGTTCAGCAGTCATGTAACTATAAGCAGCTTCGGAAAGGAGCCAATGAGGCCACCAA 
AACCCTCAACAGGGGCATCTCTGAGTTCATCGTGATGGCTGCAGACGCCGAGCCACTGGAGATCATTCTGCACCT 
GCCGCTGCTGTGTGAAGACAAGAATGTGCCCTACGTGTTTGTGCGCTCCAAGCAGGCCCTGGGGAGAGCCTGTGG 
GGTCTCCAGGCCTGTCATCGCCTGTTCTGTCACCATCAAAGAAGGCTCGCAGCTGAAACAGCAGATCCAATCCAT 
TCAGCAGTCCATTGAAAGGCTCTTAGTCTAAACCTGTGGCCTCTGCCACGTGCTCCCTGCCAGCTTCCCCCCTGA 
GGTTGTGTATCATATTATCTGXGTTAGCATGTAGTATTTTCAGCTACTCTCTATTGTTATAAAATGTAGTACTAA 
ATCTGGTTTCTGGATTTTTGTGTTGTTTTTGTTCTGTTTTACAGGGTTGCTATCCCCCTTCCTTTCCTCCCTCCC 
TCTGCCATCCTTCATCCTTTTATCCTCCCXTTTTGGAACAAGTGTTCAGAGCAGACAGAAGCAGGGTGGTGGCAC 
CGTTGAAAGGCAGAAAGAGCCAGGAGAAAGCTGATGGAGCCAGGACAGAGATCTGGTTCCAGCTTTCAGCCACTA 
GCTTCCTGTTGTGTGCGGGGTGTGGTGGAATTAAACAGCATTCATTGTGTGTCCCTGTGCCTGGCACACAGAATC 
ATTCATACGTGTTCAAGTGATCAAGGGGTTTCATTTGCTCTTGGGGGATTAGGTATCATTTGGGGAGGAAGCATG 
TGTTCTGTGAGGTTGTTCGGCTATGTCCAAGTGTCGTTTACTAATGTACCCCTGCTGTTTGCTTTTGGTAATGTG 
ATGTTGATGTTCTCCCCCTACCCACAACCATGCCCTTGAGGGTAGCAGGGCAGCAGCATACCAAAGAGATGTGCT 
GCAGGACTCCGGAGGCAGCCTGGGTGGGTGAGCCATGGGGCAGTTGACCTGGGTCTTGAAAGAGTCGGGAGTGAC 
AAGCTCAGAGAGCATGAACTGATGCTGGCATGAAGGATTCCAGGAAGATCATGGAGACCTGGCTGGTAGCTGTAA 
CAGAGATGGTGGAGTCCAAGGAAACAGCCTGTCTCTGGTGAATGGGACTTTCTTTGGTGGACACTTGGCACCAGC 
TCTGAGAGCCCTTCCCCTGTGTCCTGCCACCATGTGGGTCAGATGTACTCTCTGTCACATGAGGAGAGTGCTAGT 
TCATGTGTTCTCCATTCTTGTGAGCATCCTAATAAATCTGTTCCATTTTG 
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FIGURE 147 

MTEADVNPKAYPLADAHLTKKLLDLVQQSCNYKQLRKGANEATKTLNRGI SEF I VMAADAEPLE I ILHLPLLCED 
KNVPYVFVRSKQALGRACGVSRPVIACSVTIKEGSQLKQQIQSIQQSIERLLV 
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FIGURE 148 
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GCGGCGGCGGCAGCGGCGGCGACGGCGACATGGAGAGCGGGGCCTACGGCGCGGCCAAGGCGGGCGGCTCCTTCG 
ACCTGCGGCGCTTCCTGACGCAGCCGCAGGTGGTGGCGCGCGCCGTGTGCTTGGTCTTCGCCTTGATCGTGTTCT 
CCTGCATCTATGGTGAGGGCTACAGCAATGCCCACGAGTCTAAGCAGATGTACTGCGTGTTCAACCGCAACGAGG 
ATGCCTGCCGCTATGGCAGTGCCATCGGGGTGCTGGCCTTCCTGGCCTCGGCCTTCTTCTTGGTGGTCGACGCGT 
ATTTCCCCCAGATCAGCAACGCCACTGACCGCAAGTACCTGGTCATTGGTGACCTGCTCTTCTCAGCTCTCTGGA 
CCTTCCTGTGGTTTGTTGGTTTCTGCTTCCTCACCAACCAGTGGGCAGTCACCAACCCGAAGGACGTGCTGGTGG 
GGGCCGACTCTGTGAGGGCAGCCATCACCTTCAGCTTCTTTTCCATCTTCTCCTGGGGTGTGCTGGCCTCCCTGG 
CCTACCAGCGCTACAAGGCTGGCGTGGACGACTTCATCCAGAATTACGTTGACCCCACTCCGGACCCCAACACTG 
CCTACGCCTCCTACCCAGGTGCATCTGTGGACAACTACCAACAGCCACCCTTCACCCAGAACGCGGAGACCACCG 
AGGGCTACCAGCCGCCCCCTGTGTACTGAGCGGCGGTTAGCGTGGGAAGGGGGACAGAGAGGGCCCTCCCCTCTG 
CCCTGGACTTTCCCATGAGCCTCCTGGAACTGCCAGCCCCTCTCTTTCACCTGTTCCATCCTGTGCAGCTGACAC 
ACAGCTAAGGAGCCTCATAGCCTGGCGGGGGCTGGCAGAGCCACACCCCAAGTGCCTGTGCCCAGAGGGCTTCAG 
TCAGCCGCTCACTCCTCCAGGGCATTTXTAGGAAAGGGTTTTCAGCTAGTGTTTTTCCTCGCTTTTAATGACCTC 
AGCCCCGCCTGCAGTGGCTAGAAGCCAGCAGGTGCCCATGTGCTACTGACAAGTGCCTCAGCTTCCCCCCGGCCC 
GGGTCAGGCCGTGGGAGCCGCTATTATCTGCGTTCTCTGCCAAAGAGTCGTGGGGGCCATCACACCTGCCCTGTG 
CAGCGGAGCCGGACCAGGCTCTTGTGTCCTCACTCAGGTTTGCTTCCCCTGTGCCCACTGCTGTATGATCTGGGG 
GCCACCACCCTGTGCCGGTGGCCTCTGGGCTGCCTCCCGTGGTGTGAGGGCGGGGCTGGTGCTCATGGCACTTCC 
TCCTTGCTCCCACCCCTGGCAGCAGGGAAGGGCTTTGCCTGACAACACCCAGCTTTATGTAAATATTCTGCAGTT 
GTTACTTAGGAAGCCTGGGGAGGGCAGGGGTGCCCCATGGCTCCCAGACTCTGTCTGTGCCGAGTGTATTATAAA 
ATCGTGGGGGAGATGCCCGGCCTGGGATGCTGTTTGGAGACGGAATAAATGTTTTCTCATTCAGTA 



REPLACEMENT SHEET 

159/2682 

FIGURE 149 

MESGAYGAAKAGGSFDLRRFLTQPQWARAVCLVFALIVFSCIYGEGYSNAHESKQMYCVFNRNEDACRYGSAIG 
VLAFLASAFFLWDAYFPQISNATDRKYLVIGDLLFSALWTFLWFVGFCFLTNQWAVTNPKDVLVGADSVRAAIT 
FSFFSIFSWGVLASLAYQRYKAGVDDFIQNYVDPTPDPNTAYASYPGASVDNYQQPPFTQNAETTEGYQPPPVY 
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FIGURE 150 

GCCACACGGTCTTTGAGCTGAGTCGAGGTGGACCCTTTGAACGCAGTCGCCCTACAGCCGCTGATTCCCCCCGCA 

TCGCCTCCCGTGGAAGCCCAGGCCCGCTTCGCAGCTTTCTCCCTTTGTCTCATAACCATGTCCACCAACGAGAAT 

GCTAATACACCAGCTGCCCGXCTTCACAGATTCAAGAACAAGGGAAAAGACAGTACAGAAATGAGGCGTCGCAGA 

ATAGAGGTCAATGTGGAGCTGAGGAAAGCTAAGAAGGATGACCAGATGCTGAAGAGGAGAAATGTAAGCTCATTT 

CCTGATGATGCTACTTCTCCGCTGCAGGAAAACCGCAACAACCAGGGCACTGTAAATTGGTCTGTTGATGACATT 

GTCAAAGGCATAAATAGCAGCAATGTGGAAAATCAGCTCCAAGCTACTCAAGCTGCCAGGAAACTACTTTCCAGA 

GAAAAACAGCCCCCCATAGACAACATAATCCGGGCTGGTTTGATTCCGAAATTTGTGTCCTXCTTGGGCAGAACT 

GATTGTAGTCCCATTCAGTTTGAATCTGCTTGGGCACTCACTAACATTGCTTCTGGGACATCAGAACAAACCAAG 

GCTGTGGTAGATGGAGGTGCCATCCCAGCATTCATTTCTCTGTTGGCATCTCCCCATGCTCACATCAGTGAACAA 

GCTGTCTGGGCTCTAGGAAACATTGCAGGTGATGGCTCAGTGTTCCGAGACTTGGTTATTAAGTACGGTGCAGTT 

GACCCACTGTTGGCTCTCCTTGCAGTTCCTGATATGTCATCTTTAGCATGTGGCTACTTACGTAATCTTACCTGG 

ACACTTTCTAATCTTTGCCGCAACAAGAATCCTGCACCCCCGATAGATGCTGTTGAGCAGATTCTTCCTACCTTA 

GTTCGGCTCCTGCATCATGATGATCCAGAAGTGTTAGCAGATACCTGCTGGGCTATTTCCTACCTTACTGATGGT 

CCAAATGAACGAATTGGCATGGTGGTGAAAACAGGAGTTGTGCCCCAACTTGTGAAGCTTCTAGGAGCTTCTGAA 

TTGCCAATTGTGACTCCTGCCCTAAGAGCCATAGGGAATATTGTCACTGGTACAGATGAACAGACTCAGGTTGTG 

ATTGATGCAGGAGCACTCGCCGTCTTTCCCAGCCTGCTCACCAACCCCAAAACTAACATTCAGAAGGAAGCTACG 

TGGACAATGTCAAACATCACAGCCGGCCGCCAGGACCAGATACAGCAAGTTGTGAATCATGGATTAGTCCCATTC 

CTTGTCAGTGTTCTCTCTAAGGCAGATTXTAAGACACAAAAGGAAGCTGTGTGGGCCGTGACCAACTATACCAGT 

GGTGGAACAGTTGAACAGATTGTGTACCTTGTTCACTGTGGCATAATAGAACCGTTGATGAACCTCTTAACTGCA 

AAAGATACCAAGATTATTCTGGTTATCCTGGATGCCATTTCAAATATCTTTCAGGCTGCTGAGAAACTAGGTGAA 

ACTGAGAAACTTAGTATAATGATTGAAGAATGTGGAGGCTTAGACAAAATTGAAGCTCTACAAAACCATGAAAAT 

GAGTCTGTGTATAAGGCTTCGTTAAGCTTAATTGAGAAGTATTTCTCTGTAGAGGAAGAGGAAGATCAAAACGTT 

GTACCAGAAACTACCTCTGAAGGCTACACTTTCCAAGTTCAGGATGGGGCTCCTGGGACCTTTAACTTTTAGA.TC 

ATGTAGCTGAGACATAAATTTGTTGTGTACTACGTTTGGTATTTTGTCTTATTGTTTCTCTACTAAGAACTCTTT 

CTTAAATGTGGTTTGTTACTGTAGCACTTTTTACACTGAAACTATACTTGAACAGTTCCAACTGTACATACATAC 

TGTATGAAGCTTGTCCTCTGACTAGGTTTCTAATTTCTATGTGGAATTTCCTATCTTGCAGCATCCTGTAAATAA 

ACATTCAAGTCCACCCTTAAAAAAAA 
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MS TNENANTP AARLHRF KNKGKD S TEMRRI^ I E 

WSVDDIVKGINSSNVENQLQATQAARKLLSREKQPPIDNIIRAGLIPKFVSFLGRTDCSPIQFESAWALTNIASG 

TSEQTKAWDGGAIPAFISLLASPHAHISEQAVWALGNIAGDGSVFRDLVIKYGAVDPLLALLAVPDMSSLACGY 

LRNLTWTLSNLCRNKNPAPPIDAVEQILPTLVIUiLHHDDPEVLADTCWAISYLTDGPNERIGMVVKTGVVPQLV 

LLGASELPIVTPALRAIGNIVTGTDEQTQWIDAGALAVFPSLLTNPKTNIQKEATWTMSNITAGRQDQIQQWN 

HGLVPFLVSVLSKADFKTQKEAVWAVTNYTSGGTVEQIVYLVHCGIIEPLMNLLTAKDTKIILVILDAISNIFQA 

AEKLGETEKLSIMIEECGGLDKIEALQNHENESVYKASLSLIEKYFSVEEEEDQNWPETTSEGYTFQVQDGAPG 

TFNF 
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FIGURE 152 

TGTCGGGGACGGTAACCGGGACCCGTGCTCTGCTCCTGTCGCCTTCGCCTCCTGAATCCCTAGCCATATGCGTGA 

GTGCATCTCCATCCACGTTGGCCAGGCTGGTGTCCAGATTGGCAATGCCTGCTGGGAGCTCTACTGCCTGGAACA 

CGGCATCCAGCCCGATGGCCAGATGCCAAGTGACAAGACCATTGGGGGAGGAGATGACTCCTTCAACACCTTCTT 

CAGTGAGACGGGCGCTGGCAA'GCACGTGCCCCGGGCTGTGTTTGTAGACTTGGAACCCACAGTCATTGATGAAGT 

TCGCACTGGCACCTACCGCCAGCTCTTCCACCCTGAGCAGCTCATCACAGGCAAGGAAGATGCTGCCAATAACTA 

TGCCCGAGGGCACTACACCATTGGCAAGGAGATCATTGACCTTGTGTTGGACCGAATTCGCAAGCTGGCTGACCA 

GTGCACCCGTCXTCAGGGCTTCTTGGTTTTCCACAGCTTTGGTGGGGGAACTGGTTCTGGGTTCACCTCCCTGCT 

CATGGAACGCCTGTCAGTTGATTATGGCAAGAAATCCAAGCTGGAGTTCTCCATTTACCCGGCACCCCAGGTTTC 

CACAGCTGTAGTTGAGCCCTACAACTCCATCCTCACCACCCACACCACCCTGGAGCACTCTGATTGTGCCTTCAT 

GGTAGACAATGAGGCCATCTATGACATCTGTCGTAGAAACCTCGATATCGAGCGCCCAACCTACACTAACCTTAA 

CCGCCTTATTAGCCAGATTGTGTCCTCCATCACTGCTTCCCTGAGATTTGATGGAGCCCTGAAXGTTGACCTGAC 

AGAATTCCAGACCAACCTGGTCCCCTACCCCCGCATCCACTTCCCTCTGGCCACATATGCCCCTGTCATCTCTGC 

TGAGAAAGCCTACCATGAACAGCTTTCTGTAGCAGACATCACCAATGCTTGCTTTGAGCCAGCCAACCAGATGGT 

GAAATGTGACCCTGGCCATGGTAAATACATGGCTTGCTGCCTGTTGTACCGTGGTGACGTGGTTCCCAAAGATGT 

CAATGCTGCCATTGCCACCATCAAAACCAAGCGCACGATCCAGTTTGTGGATTGGTGCCCCACTGGCTTCAAGGT 

TGGCATCAACTACCAGCCTCCCACTGTGGTGCCTGGTGGAGACCTGGCCAAGGTACAGAGAGCTGTGTGCATGCT 

GAGCAACACCACAGCCATTGCTGAGGCCTGGGCTCGCCTGGACCACAAGTTTGACCTGATGTATGCCAAGCGTGC 

CTTTGTTCACTGGTACGTGGGTGAGGGGATGGAGGAAGGCGAGTTTTCAGAGGCCCGTGAAGATATGGCTGCCCT 

TGAGAAGGATTATGAGGAGGTTGGTGTGGATTCTGTTGAAGGAGAGGGTGAGGAAGAAGGAGAGGAATACTAMT 

ATCCATTCCTTTTGGCCCTGCAGCATGTCATGCTCCCAGAATTTCAGCTTCAGCTTAACTGACAGATGTTAAAGC 

TTTCTGGTTAGATTGTTTTCACTTGGTGATCATGTCTTTTCCATGTGTACCTGTAATATTTTTCCATCATATCTC 

AAAGTAAAGTCATTAACATCA 
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FIGURE 153 

MRECISIHVGQAGVQIGNACWELYCLEHGIQPDGQMPSDKTIGGGDDSFNTFFSETGAGKHVPRAVFVDLEPTVI 

DEVRTGTYRQLFHPEQLITGKEDAANNYARGHYTIGKEIIDLVLDRIRKLADQCTRLQGFLVFHSFGGGTGSGFT 

SLLMERLS VD YGKKSKLEFS I YPAPQVSTAVVEP YNS I LTTHTTLEHSDCAFMVDNEAI YD ICRRNLD IERPTYT 

NLNRLISQIVSSITASLRFDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLSVADITNACFEPAN 

QMVKCDP GHGK YMACCLL YRGD WPKD VNAAI AT I KTKRT IQFVDWCP TGFKVG INYQP P TWP GGDLAK VQRAV 

CMLSNTTAIAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSEAREDMAALEKDYEEVGVDSVEGEGEEEGEE 
Y 
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FIGURE 154A 

GGACGCACAGGCATTCCCCGCGCCCCTCCAGCCCTCGCCGCCCTCGCCACCGCTCCCGGCCGCCGCGCTCCGGTA 
CACACAGGATCCCTGCTGGGCACCAACAGCTCCACCATGGGGCTGGCCTGGGGACTAGGCGTCCTGTTCCTGATG 
CATGTGTGTGGCACCAACCGCATTCCAGAGTCTGGCGGAGACAACAGCGXGTTTGACATCTTTGAACTCACCGGG 
GCCGCCCGCAAGGGGTCTGGGCGCCGACTGGTGAAGGGCCCCGACCCTTCCAGCCCAGCTTTCCGCATCGAGGAT 
GCCAACCTGATCCCCCCTGTGCCTGATGACAAGTTCCAAGACCTGGTGGATGCTGTGCGGGCAGAAAAGGGTTTC 
CTCCTTCTGGCATCCCTGAGGCAGATGAAGAAGACCCGGGGCACGCTGCTGGCCCTGGAGCGGAAAGACCACTCT 
GGCCAGGTCTTCAGCGTGGTGTCCAATGGCAAGGCGGGCACCCTGGACCTCAGCCTGACCGTCCAAGGAAAGCAG 
CACGTGGTGTCTGTGGAAGAAGCTCTCCTGGCAACCGGCCAGTGGAAGAGCATCACCCTGTTTGTGCAGGAAGAC 
AGGGCCCAGCTGTACATCGACTGTGAAAAGATGGAGAATGCTGAGTTGGACGTCCCCATCCAAAGCGTCTTCACC 
AGAGACCTGGCCAGCATCGCCAGACTCCGCATCGCAAAGGGGGGCGTCAATGACAATTTCCAGGGGGTGCTGCAG 
AATGTGAGGTTTGTCTTTGGAACCACACCAGAAGACATCCTCAGGAACAAAGGCTGCTCCAGCTCTACCAGTGTC 
CTCCTCACCCTTGACAACAACGTGGTGAAXGGTTCCAGCCCTGCCATCCGCACTAACTACATTGGCCACAAGACA 
AAGGACTTGCAAGCCATCTGCGGCATCTCCTGTGATGAGCTGTCCAGCATGGTCCTGGAACTCAGGGGCCTGCGC 
ACCATTGTGACCACGCTGCAGGACAGCATCCGCAAAGTGACTGAAGAGAACAAAGAGTTGGCCAATGAGCTGAGG 
CGGCCTCCCCTATGCTATCACAACGGAGTTCAGTACAGAAATAACGAGGAATGGACTGTTGATAGCTGCACTGAG 
TGTCACTGTCAGAACTCAGTTACCATCTGCAAAAAGGTGTCCTGCCCCATCATGCCCXGCTCCAATGCCACAGTT 
CCTGATGGAGAATGCTGTCCTCGCTGTTGGCCCAGCGACTCTGCGGACGATGGCTGGTCTCCATGGTCCGAGTGG 
ACCTCCTGTTCTACGAGCTGTGGCAATGGAATTCAGCAGCGCGGCCGCTCCTGCGATAGCCTCAACAACCGATGT 
GAGGGCTCCTCGGTCCAGACACGGACCTGCCACATTCAGGAGTGTGACAAAAGATTTAAACAGGATGGTGGCTGG 
AGCCACTGGTCCCCGTGGTCATCTTGTTCTGTGACATGTGGTGATGGTGTGATCACAAGGATCCGGCTCTGCAAC 
TCTCCCAGCCCCCAGATGAATGGGAAACCCTGTGAAGGCGAAGCGCGGGAGACCAAAGCCTGCAAGAAAGACGCC 
TGCCCCATCAATGGAGGCTGGGGTCCTTGGTCACCATGGGACATCTGTTCTGTCACCTGTGGAGGAGGGGTACAG 
AAACGTAGTCGTCTCTGCAACAACCCCGCACCCCAGTTTGGAGGCAAGGACTGCGTTGGTGATGTAACAGAAAAC 
CAGATCTGCAACAAGCAGGACTGTCCAATTGATGGATGCCTGTCCAATCCCTGCTTTGCCGGCGTGAAGTGTACT 
AGCTACCCTGATGGCAGCTGGAAATGTGGTGCTTGTCCCCCTGGTTACAGTGGAAATGGCATCCAGTGCACAGAT 
GTTGATGAGTGCAAAGAAGTGCCTGATGCCTGCTTCAACCACAATGGAGAGCACCGGTGTGAGAACACGGACCCC 
GGCTACAACTGCCTGCCCTGCCCCCCACGCTTCACCGGCTCACAGCCCTTCGGCCAGGGTGTCGAACATGCCACG 
GCCAACAAACAGGTGTGCAAGCCCCGTAACCCCTGCACGGATGGGACCCACGACTGCAACAAGAACGCCAAGTGC 
AACTACCTGGGCCACTATAGCGACCCCATGTACCGCTGCGAGTGCAAGCCTGGCTACGCTGGCAATGGCATCATC 
TGCGGGGAGGACACAGACCTGGATGGCTGGCCCAATGAGAACCTGGTGXGCGTGGCCAATGCGACTTACCACTGC 
AAAAAGGAXAAXXGCCCCAACCXXCCCAACXCAGGGCAGGAAGACXAXGACAAGGAXGGAAXXGGXGAXGCCXGX 
GAXGAXGACGAXGACAAXGAXAAAATXCCAGAXGACAGGGACAACXGXCCAXXCCAXXACAACCCAGCXCAGXAX 
GACXAXGACAGAGAXGAXGXGGGAGACCGCXGXGACAACXGXCCCXACAACCACAACCCAGAXCAGGCAGACACA 
GACAACAAXGGGGAAGGAGACGCCXGXGCXGCAGACAXXGAXGGAGACGGXATCCXCAAXGAACGGGACAACXGC 
CAGTACGXCXACAAXGXGGACCAGAGAGACACXGAXAXGGAXGGGGTTGGAGAXCAGXGXGACAAXXGCCCCTXG 
GAACACAAXCCGGAXCAGCXGGACXCXGACXCAGACCGCATXGGAGAXACCXGXGACAACAATCAGGATAXXGAX 
GAAGATGGCCACCAGAACAAXCXGGACAACXGXCCCXAXGXGCCCAAXGCCAACCAGGCXGACCAXGACAAAGAX 
GGCAAGGGAGATGCCXGXGACCACGAXGAXGACAACGAXGGCAXXCCXGAXGACAAGGACAACXGCAGACXCGXG 
CCCAAXCCCGACCAGAAGGACXCXGACGGCGAXGGXCGAGGXGAXGCCXGCAAAGAXGAXXXXGACCAXGACAGT 
GXGCCAGACAXCGAXGACAXCXGXCCXGAGAATGXXGACAXCAGXGAGACCGAXXXCCGCCGAXICCAGAXGAXX 
CCXCXGGACCCCAAAGGGACAXCCCAAAAXGACCCXAACXGGGXXGXACGCCAXCAGGGTAAAGAACXCGXCCAG 
ACXGXCAACXGXGAXCCXGGACTCGCTGXAGGXXAXGAXGAGXXXAAXGCTGXGGACXICAGTGGCACCXXCXXC 
AXCAACACCGAAAGGGACGAXGACXAXGCXGGAXXTGXCXTXGGCXACCAGXCCAGCAGCCGCXXXXAXGXXGXG 
AXGXGGAAGCAAGXCACCCAGXCCTACXGGGACACCAACCCCACGAGGGCXCAGGGAXACXCGGGCCXXXCXGXG 
AAAGXXGTAAACXCCACCACAGGGCCXGGCGAGCACCXGCGGAACGCCCXGXGGCACACAGGAAACACCCCXGGC 
CAGGXGCGCACCCXGXGGCAXGACCCXCGXCACAXAGGCXGGAAAGATXTCACCGCCXACAGAXGGCGXCXCAGC 
CACAGGCCAAAGACGGGXXXCAXXAGAGXGGXGAXGXAXGAAGGGAAGAAAAXCAXGGCTGACXCAGGACCCAXC 
XAXGAXAAAACCXAXGCXGGXGGXAGACXAGGGXXGTXXGXCXXCXCXCAAGAAAXGGXGXTCXXCXCXGACCXG 
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FIGURE 154B 



REPLACEMENT SHEET 



AAATACGAATGTAGAGATCCCTAMCATCAAATTGTTGATTGAAAGACTGATCATAAACCAATGCTGGTATTGCA 

CCTTCTGGAACTATGGGCTTGAGAAAACCCCCAGGATCACTTCTCCTTGGCTTCCTTCTTTTCTGTGCTTGCATC 

AGTGTGGACTCCTAGAACGTGCGACCTGCCTCAAGAAAATGCAGTTTTCAAAAACAGACTCATCAGCATTCAGCC 

TCCAATGAATAAGACATCTXCCAAGCATATAAACAATTGCTTTGGTTTCCTTTTGAAAAAGCATCTACTTGCTTC 

AGTTGGGAAGGTGCCCATTCCACTCTGCCTTTGTCACAGAGCAGGGTGCTATTGTGAGGCCATCTCTGAGCAGTG 

GACTCAAAAGCATTTTCAGGCATGTCAGAGAAGGGAGGACTCACTAGAATTAGCAAACAAAACCACCCTGACATC 

CTCCTTCAGG71ACACGGGGAGCAGAGGCCAAAGCACTAAGGGGAGGGCGCATACCCGAGACGATTGTATGAAGAA 

AATATGGAGGAACTGTTACATGTTCGGTACTAAGTCATTTTCAGGGGATTGAAAGACTATTGCTGGATTTCATGA 

TGCXGACTGGCGTTAGCTGATTAACCCATGTAAATAGGCACTTAAATAGAAGCAGGAAAGGGAGACAAAGACTGG 

CTTCTGGACTTCCTCCCTGATCCCCACCCTTACTCATCACCTTGCAGTGGCCAGAATTAGGGAATCAGAATCAAA 

CCAGTGTAAGGCAGTGCTGGCTGCCATTGCCTGGTCACATTGAAATTGGTGGCTTCATTCTAGATGTAGCTTGTG 

CAGATGTAGCAGGAAAATAGGAAAACCTACCATCTCAGTGAGCACCAGCTGCCTCCCAAAGGAGGGGCAGCCGTG 

CTTATATTTTTATGGTTACAATGGCACAAAATTATTATCAACCTAACTAAAACATTCCTTTTCTCTTTTTTCCGT 

AATTACTAGGTAGTTTTCTAATTCTCTCTTTTGGAAGTATGATTTTTTTAAAGTCTTTACGATGTAAAATATTTA 

TTTTTTACTTATTCTGGAAGATCTGGCTGAAGGATTATTCATGG71ACAGGAAGAAGCGTAAAGACTATCCATGTC 

ATCTTTGTTGAGAGTCTTCGTGACTGTAAGATTGTAAATACAGATTATTTATTAACTCTGTTCTGCCTGGAAATT 

TAGGCTTCATACGGAAAGTGTTTGAGAGCAAGTAGTTGACATTTATCAGCAAATCTCTTGCAAGAACAGCACAAG 

GAAAATCAGTCTAATAAGCTGCTCTGCCCCTTGTGCTCAGAGTGGATGTTATGGGATTCCTTTTTTCTCTGTfXT 

ATCTTTTCAAGTGGAATTAGTTGGTTATCCATTTGCAAATGTTTTAAATTGCAAAGAAAGCCATGAGGTCTTCAA 

TACTGTTTTACCCCATCCCTTGTGCATATTTCCAGGGAGAAGGAAAGCATATACACTTTTTTCTTTCATTTTTCC 

AAAAGAGAAAAAAATGACAAAAGGTGAAACTTACATACAAATATTACCTCATTTGTTGTGTGACTGAGTAAAGAA 

TTTTTGGATCAAGCGGAAAGAGTTTAAGTGTCTAACAAACTTAAAGCTACTGTAGTACCTAAAAAGTCAGTGTTG 

TACATAGCATAAAAACTCTGCAGAGAAGTATTCCCAATAAGGAAATAGCATTGAAATGTTAAATACAATTTCTGA 

AAGTTATGTTTTTTTTCTATCATCTGGTATACCATTGCTTTATTTTTATAAATTATTTTCTCATTGCCATTGGAA 

TAGAATATTCAGATTGTGTAGATATGCTATTTAAATAATTTATCAGGAAATACTGCCTGTAGAGTTAGTATTTCT 

ATTTTTATATAATGTTTGCACACTGAATTGAAGAATTGTTGGTTTTTTCTTTTTTTTGTTTTTTTTTTTTTTTTT 

TTTTTTTTTGCTTTTGACCTCCCATTTTTACTATTTGCCAATACCTTTTTCTAGGAATGTGCTTTTTTTTGTACA 

CATTTTTATCCATTTTACATTCTAAAGCAGTGTAAGTTGTATATTACTGTTTCTTATGTACAAGGAACAACAATA 

AATCATATGGAAATTTATATTT 
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FIGURE 155 

MGIAWGLGVLFLMHVCGTNRIPESGGDNSWDIFELTGAARKGSGRRLVKGPDPSSPAFRIEDANLIPPVPDDKF 
QDLVDAVRAEKGFLLLASLRQMKKTRGTLLALERKDHSGQVFSVVSNGKAGTLDLSLTVQGKQHVVSVEEALLAT 
GQWKSITLFVQEDRAQLYIDCEKMENAELDVPIQSVFTRDLASIARLRIAKGGVNDNFQGVLQNVRFVFGTTPED 
ILRNKGCSSSTSVLLTLDNNWNGSSPAIRTNYIGHKTKDLQAICGISCDELSSMVLELRGLRTIVTTLQDSIRK 
VTEENKELANELRRPPLCYHNGVQYRNNEEWTVDSCTECHCQNSVTICKKVSCPIMPCSNATVPDGECCPRCWPS 
DSADDGWSPWSEWTSCSTSCGNGIQQRGRSCDSLNNRCEGSSVQTRTCHIQECDKRFKQDGGWSHWSPWSSCSVT 
CGDGVITRIRLCNSPSPQMNGKPCEGEARETKACKKDACPINGGWGPWSPWDICSVTCGGGVQKRSRLCNNPAPQ 
FGGKDCVGDVTENQICNKQDCPIDGCLSNPCFAGVKCTSYPDGSWKCGACPPGYSGNGIQCTDVDECKEVPDACF 
NHNGEHRCENTDPGYNCLPCPPRFTGSQPFGQGVEHATANKQVCKPRNPCTDGTHDCNKNAKCNYLGHYSDPMYR 
CECKPGYAGNGIICGEDTDLDGWPNENLVCVANATYHCKKDNCPNLPNSGQEDYDKDGIGDACDDDDDNDKIPDD 
RDNCPFHYNPAQYDYDRDDVGDRCDNCPYNHNPDQADTDNNGEGDACAADIDGDGILNERDNCQYVYNVDQRDTD 
MDGVGDQCDNCPLEHNPDQLDSDSDRIGDTCDNNQDIDEDGHQNNLDNCPYVPNANQADHDKDGKGDACDHDDDN 
DGIPDDKDNCRLVPNPDQKDSDGDGRGDACKDDFDHDSVPDIDDICPENVDISETDFRRFQMIPLDPKGTSQNDP 
NWVVRHQGKELVQTVNCDPGLAVGYDEFNAVDFSGTFFINTERDDDYAGFVFGYQSSSRFYVVMWKQVTQSYWDT 
NP TRAQGYSGLSVKVVNSTTGPGEHLRNAL WHTGNTPGQVRTLWHDPRH I GWKDFTAYRWRLSHRPKTGF I RWM 
YEGKKIMADSGPIYDKTYAGGRLGLFVFSQEMVFFSDLKYECRDP 
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FIGURE 156 

GGCACGAGGGCGGCGGCGGCGGTAGAGGCGGCGGCGGCGGCGGCAGCGGGCTCGGAGGCAGCGGTTGGGCTCGCG 
GCGAGCGGACGGGGTCGAGTCAGTGCGTTCGCGCGAGTTGGAATCGAAGCCTCTTAAAATS3CAGATGACTTGGA 
CTTCGAGACAGGAGATGCAGGGGCCTCAGCCACCTTCCCAATGCAGTGCTCAGCATTACGTAAGAATGGCTTTGT 
GGTGCTCAAAGGCCGGCCATGTAAGATCGTCGAGATGTCTACTTCGAAGACTGGCAAGCACGGCCACGCCAAGGT 
CCATCTGGTTGGTATTGACATCTTTACTGGGAAGAAATATGAAGATATCTGCCCGTCAACTCATAATATGGATGT 
CCCCAACATCAAAAGGAATGACTTCCAGCTGATTGGCATCCAGGATGGGTACCTATCACTGCTCCAGGACAGCGG 
GGAGGTACGAGAGGACCTTCGTCTCCCTGAGGGAGACCTTGGCAAGGAGATTGAGCAGAAGTACGACTGTGGAGA 

agagatcctgatcacggtgctgtctgccatgacagaggaggcagctgttgcaatcaaggccatggcaaaataw:t 

GGCTCCCAGGATGGCGGTGGTGGCAGCAGTGATCCTCTGAACCTGCAGAGGCCCCCTCCCCGAGCCTGGCCTGGC 
TCTGGCCCGGTCCTAAGCTGGACTCCTCCTACACAATTTATTTGACGTTTTATTTTGGTTTTCCCCACCCCCTCA 
ATCTGTCGGGGAGCCCCTGCCCTTCACCTAGCTCCCTTGGCCAGGAGCGAGCGAAGCTGTGGCCTTGGTGAAGCT 
GCCCTCCTCTTCTCCCCTCACACTACAGCCCTGGTGGGGGAGAAGGGGGTGGGTGCTGCTTGTGGTTTAGTCTTT 
TTTTTTTXTTTTTTTTTTTTTTTAAATTCAATCTGGAATCAGAAAGCGGTGGATTCTGGCAAATGGTCCTTGTGC 
CCTCCCCACTCATCCCTGGTCTGGTCCCCTGTTGCCCATAGCCCTTTACCCTGAGCACCACCCCAACAGACTGGG 
GACCAGCCCCCTCGCCTGCCTGTGTCTCTCCCCAAACCCCTTTAGATGGGGAGGGAAGAGGAGGAGAGGGGAGGG 
GACCTGCCCCCTCCTCAGGCATCTGGGAGGGCCCTGCCCCCATGGGCTTTACCCTTCCCTGCGGGCTCTCTCCCC 
GACACATTTGTTAAAATCAAACCTGAATAAAACTACAAGTTTAATATGAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 157 

MADDLDFETGDAGASATFPMQCSALRKNGFVVLKGRPCKIVEMSTSKTGKHGHAKVHLVGIDIFTGKKYEDICPS 
THNMDVPNIKRNDFQLIGIQDGYLSLLQDSGEVREDLRLPEGDLGKEIEQKYDCGEEILITVLSAMTEEAAVAIK 

AMAK 
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FIGURE 158 

AGCGAGTCCTTCTTTTCCTGACTGCAGCTCTTTTCATTTTGCCATCCTTCTCCAGCTCCATGVTGGTTCTGCAGG 

TTTCTGCGGCCCCCCGGACAGTGGCTCTGACGGCGTTACTGATGGTGCTGCTCACATCTGTGGTCCAGGGCAGGG 

CCACTCCAGAGAATTACGTGTACCAGGGACGGCAGGAATGCTACGCGTTTAATGGGACACAGCGCTTCCTGGAGA 

GATACATCTACAACCGGGAGGAGTACGCGCGCTTCGACAGCGACGTGGGGGAGTTCCGGGCGGTGACGGAGCTGG 

GGCGGCCTGCTGCGGAGTACTGGAACAGCCAGAAGGACATCCTGGAGGAGAAGCGGGCAGTGCCGGACAGGGTAT 

GCAGACACAACTACGAGCTpGACGAGGCCGTGACCCTGCAGCGCCGAGTCCAGCCTAAGGTGAACGTTTCCCCCT 

CCAAGAAGGGGCCCCTGCAGCACCACAACCTGCTTGTCTGCCACGTGACAGATTTCTACCCAGGCAGCATTCAAG 

TCCGATGGTTCCTGAATGGACAGGAGGAAACAGCTGGGGTCGTGTCCACCAACCTGATCCGTAAXGGAGACTGGA 

CCTTCCAGATCCTGGTGATGCTGGAAATGACCCCCCAGCAGGGAGACGTCTACATCTGCCAAGTGGAGCACACCA 

GCCTGGACAGTCCTGTCACCGTGGAGTGGAAGGCACAGTCTGATTCTGCCCAGAGTAAGACATTGACGGGAGCTG 

GGGGCTTCGTGCTGGGGCTCATCATCXGTGGAGTGGGCATCTTCATGCACAGGAGGAGCAAGAAAGTTCAACGAG 

GATCTGCATAAACAGGGTTCCTGACCTCACCGAAAAGACTAATGTGCCTTAGAACAAGCATTTGCTGTGTTTTGT 

TAACACCTGGTTCCAGGACAGACCCTCAGCTTCCCAAGAGGATACTGCTGCCAAGAAGTTGCTCTGAAGTCAGTT 

TCTATCGTTCTGCTCTTTGATTCAAAGCACTGTTTCTCTCACTGGGCCTCCAACCATGTTCCCTTCTTCTTAGCA 

CCACAAATAATCAAAACCCAACATAAGTGTTTGCTTTCCTTTAAAAATATGCATCAAATCGTCTCTCATTACTTT 

TCTCTGAGGGTTTTAGTAAACAGTAGGAGTTAATAAAGAAGTTCATTTTGGTTTACACGTAGGAAAGAAGAGAAG 

CATCAAAGTGGAGATATGTTAACTATTGTATAATGTGGCCTGTTATACATGACACTCTTCTGAATTGACTGTATT 

TCAGTGAGCTGCCCCCAAATCAAGTTTAGTGCCCTCATCCATTTATGTCTCAGACCGCTATTCTTAACTATTCAA 

TGGTGAGCAGACTGCAAATCTGCCTGATAGGACCCATATTCCCACAGCACTAATTCAACATATATCTTACTGAGA 

GCATGTTTTATCATTACCATTAAGAAGTTAAATGAACATCAGAATTTAAAATCATAAATATAATCTAATACACTT 

T 
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FIGURE 159 

MMVLQVSAAPRTVALTALLMVLLT^ 

AVTELGRPAAEYWNSQKDILEEKRAVPDRVCRHNYELDEAVTLQRRVQPKVNVSPSKKGPLQHHNLLVCHVTD 

PGSIQVRWFLNGQEETAGWSTNLIRNGDWTFQILVMLEMTPQQGDVYICQVEHTSLDSPVTVEWKAQSDSAQSK 

TLTGAGGFVLGLIICGVGIFMHRRSKKVQRGSA 
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GGCACGAGGGGCGGCCGGTGAGGGGGAAGCAAGTCTGGTCTCTGTGATTGAAGAAGTCGGCTCTGGGCTCCAGTG 
CGGGAATCACACACATACCTCAGAATQCCGGGTCTAAGTTGTAGATTTTATCAACACAAATTTCCTGAGGTGGAA 
GATGTAGTGATGGTGAATGTCAGATCCATTGCTGAAATGGGGGCTTATGTCAGCTTGCTGGAATACAACAACATT 
GAAGGCATGATTCTTCTTAGTGAATTATCCAGAAGGCGTATCCGTTCTATCAACAAACTCATCCGAATTGGCAGG 
AATGAGTGTGTGGTTGTCATTAGGGTGGACAAAGAAAAAGGATATATTGATTTGTCAAAAAGAAGAGTTTCTCCA 
GAGGAAGCAATCAAATGTGAAGACAAATTCACAAAATCCAAAACTGTTTATAGCATTCTTCGTCATGTTGCTGAG 
GTGTTAGAATACACCAAGGATGAGCAGCTGGAAAGCCTATTCCAGAGGACTGCCTGGGTCTTTGATGACAAGTAC 
AAGAGACCTGGATATGGTGCCTATGATGCATTTAAGCATGCAGTCTCAGACCCATCTATTTTGGATAGTTTAGAT 
TTGAATGAAGATGAACGGGAAGTACTCATTAATAATATTAATAGGCGCTTGACCCCACAGGCTGTCAAAATTCGA 
GCAGATATTGAAGTGGCTTGTTATGGTTATGAAGGCATTGATGCTGTAAAAGAAGCCCTAAGAGCAGGTTTGAAT 
TGTTCTACAGAAAACATGCCCATTAAGATTAATCTAATAGCTCCTCCTCGGTATGTAATGACTACGACAACCCTG 
GAGAGAACAGAAGGCCTTTCTGTCCTCAGTCAAGCTATGGCTGTTATCAAAGAGAAGATTGAGGAAAAGAGGGGT 
GTGTTCAATGTTCAAATGGAGCCCAAAGTGGTCACAGATACAGATGAGACTGAACTTGCGAGGCAGATGGAGAGG 
CTTGAAAGAGAAAATGCCGAAGTGGATGGAGATGATGATGCAGAAGAAATGGAAGCCAAAGCTGAAGATTAACTT 
TGTGGGAAACAGAGTCCAATTTAAGGAACACAGAGCAGCGCTTCCTGGCTGTAAATCCTAGACTTGAAAGTTTTC 
CAGTATTGAAAACTTCAAAGCTGAATATTTTTTATTTCTAAGTATTTAAATGTTCTAACAGATCAGAACATGAAA 
TGCCCTCCTAAATGTCAGCTGTTGTCACACAGTAGCTCCAACACTTTGAGCATTTTTAAGGGAGTGGCCTCATTT 
CACTAGAGACAAATCTTTAAGAATAGTTCTAAAATTGGGCTTGTGATTTCCATTTCTGATGTCTCCAGATTGGCA 
CCCCTTTCTAGTTCAATGCCTCACGAGATTTGCCAGGGGCATCCAAGGCAAACAATCCCAATCTTTCTATATAAA 
ATGTATTCAAGCAAACATCAAATAAATTTCTGGGATATTTAACTATAGGCTTCTTCCTTCTTGTCACCAGTTAAA 
AGCATTTTAATACTAAGACCCTAATTCTTTTATCTTTATTTTAGTCTTGATGTGGAACTGTAGGAGCAGGTGAAT 
AAAGGATCTCTATAACAGATCCTTTCAAAAGAAGAGTTTTAGAGAAAATAAATTTAACTTTAACCACAGTGAAAG 
TTGACCCTTAGCGGGACAAAGCCTTAAAATGCATTGAAAGAATTAGATCGGTTCTGTGCCTTTTATCTATTTGAG 
ATTGATGACAACCTGTGTGAGAGAATTTATCACACCACGTCCTTATTGGAATAATAAGCTACTTGCCTTGAGTTT 
ATAATTCAGGGTGGTAAAGTATGTTTTTAAATTTTAAAAAGCAGCTGCATTTTTTATTTAGTTGGAATATCACCC 
AATTTTTTATTTTTATTGCTATTAAAATATCCACTAGATGCCACCTAGAGCTCCAGTTCTTTATAACAAAACAGG 
GATCTGTTTGAACACTTACTGTTGTTTTTTTTTTTTTACATGTTTCCATCATTTCTGTCTTTAAGAACTAATTCG 
TACATAATAAGTTTCATAGGTAACACATTATATTCTCTTATGATACTTGAGGTACCAGTTGTATTTAATTTTATT 
CATTATCCCTAGATAGCTATTAAGATACTTAGATTAGACCTAACCCACCATAGTCAATCCAAGACTAGACTACTC 
AATATTAAAGGGTCTGGAAAATAGAAGAGTGTGTTGGGCAGGTAGTTTGTACCATTTATGAAGGTTTGTTCCTTT 
GTTAAATTTAGCAGCCTGTACTAGCTTTTGAAATCCAGAAGTTTTAACTTCCAGTGGCTGGTTTCTGAGAGAGTG 
CCATGATTGCTAGCCAGCATTCCATATTGGGAATATGTAGAGGAGAACCTGGATGTACTTAAGAGTGGCATATAA 
TTTTCACTTCTGTCTGTTGAGGCAAAAAAAAAACAAGTTTAGAAAGCTGGCAACATGAAGAATGCATTCAAAATA 
TAACAGGTGCTTCTTTGTTGTACGCAGAGGAATTTTTTCTTTTGATTTTGXTTACTGAAATTTGTTATACTTCAA 
AAGCCATAACTTGAAAAATACTGGTGGCGTCGATGGTGAGTGATTTTTATCCCACGTGGGCCTTTTGCTCAGTTC 
CATGGCAATTTTGTAAATTGACCCTAGCCAGAGAATAGATCAGTATTTCACTGATACCACGAGGAAAAGAACAAA 
CAAAACTTAAAAGTATTCATACACCTTGCTAACCTAAAAGACAGCAGGGACAAGATACATATGAGGACAAGGTAT 
ACACCCAGTTCTGAATAACTTGAAGAACAGGCTTGGCAAAGAAGTAAGTTTATCCAAATCTTGAATTTCTGCCAG 
GCATGGTAGCTCATGCCTGTAACCCTGGCACTTAAGGGGCCAAGGCAGGAGGATCACTTGAGGCCAGTGAGCTGT 
' GATCACTCCAGTGCACTCGAGCCTGGGTGACAGGGCAAGACCCTGTCTCAAAAAAAAAAAAAAAAAA 
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MPGLSCRFYQHKFPEVEDVVMVNVRSIAEMGAYVSLLEYNNIEGMILLSELSRRRIRSINKLIRIGRNEC 
VDKEKGYIDLSKRRVSPEEAIKCEDKFTKSKTVYSILRHVAEVLEYTKDEQLESLFQRTAWVFDDKYKRPGYGAY 
DAFKHAVSDPSILDSLDLNEDEREVLINNINRRLTPQAVKIRADIEVACYGYEGIDAVKEALRAGLNCSTENMPI 
KINLIAPPRYVMTTTTLERTEGLSVLSQAKAVIKEKIEEKRGWWQMEPKWTDTDETELARQMERLERENAEV 

DGDDDAEEMEAKAED 



REPLACEMENT SHEET 



173/2682 

FIGURE 162 

AGGTCCGGCTTACCGTCGTTTACGACAGTGTCAGGATCGCGGGCTTGCTTTCCGGTAGCGTGGGCTGACGCCTCG. 

CTCAATTTCTCACAGGGCTGCGCAGGTTTCCCCCGTCTGCGAATGGACCACTGGAGGGGTTCAAAGGTTCGCGTC 

CCAGTACGGGAATGAGCCTCTTTGATCTCTTCCGGGGCTTTTTCGGCTTTCCTGGACCTCGGAGCCACAGAGATC 

CCTTTTTTGGAGGGATGACTCGAGATGAAGATGATGATGAGGAAGAAGAAGAAGAAGGGGGCTCATGGGGCCGTG 

GGAACCCAAGGTTCCATAGTCCTCAGCACCCCCCTGAGGAATTTGGCTTCGGCTTCAGCTTCAGCCCAGGAGGAG 

GGATACGTTTCCACGATAACTTCGGCTTTGATGACCTAGTACGAGATTTCAATAGCATCTTCAGCGATATGGGGG 

CCTGGACCTTGCCTTCCCATCCTCCTGAACTTCCAGGTCCTGAGTCAGAGACACCTGGTGAGAGACTACGGGAGG 

GACAGACACTTCGGGACTCAATGCTTAAGTATCCAGATAGTCACCAGCCCAGGATCTTTGGGGGGGTCTTGGAGA 

GTGATGCAAGAAGTGAATCCCCCCAACCAGCACCAGACTGGGGCTCCCAGAGGCCATTTCATAGGTTTGATGATG 

TATGGCCTATGGACCCCCATCCTAGAACCAGAGAGGACAATGATCTTGATTCCCAGGTTTCCCAGGAGGGTCTTG 

GCCCGGTTCTACAGCCCCAGCCCAAATCCTATTTCAAGAGCATCTCTGTGACCAAGATCACTAAACCAGATGGGA 

TAGTGGAGGAGCGCCGGACTGTGGTGGACAGTGAGGGCCGGACAGAGACTACAGTAACCCGACACGAAGCAGATA 

GCAGTCCTAGGGGTGATCCAGAATCACCAAGACCTCCAGCCCTGGATGATGCCTTTTCCATCCTGGACTTATTCC 

TGGGACGTTGGTTCCGGTCCCGGTAGCCTTGTTAACCCTCAGAGGCCTTCAAGTCCTTTCCACCTCTCACCCATT 

GCCCACCATTAATAAGCTTAGCTTCTCTTGCCACCTCAGGGGCTTGGATATGTGGAATAGTGAACTGGGGCCATG 

TCAGTTTGTCACTCACCCAAACTGACCAATAAAACCTTTATTTATGCTAAAAAAAAAAAAAAAAAAAAAAA 
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MSLFDLFRGFFGFPGPRSHRDPFFGGMTRDEDDDEEEEEEGGSWGRGNPRFHSPQHPPEEFGFGFSFSPGGGIRF 
HDNFGFDDLVRDFNSIFSDMGAWTLPSHPPELPGPESETPGERLREGQTLRDSMLKYPDSHQPRIFGGVLESDAR 
SESPQPAPDWGSQRPFHRFDDVWPMDPHPRTREDNDLDSQVSQEGLGPVLQPQPKSYFKSISVTKITKPDGIVEE 
RRTWDSEGRTETTVTRHEADSSPRGDPESPRPPALDDAFSILDLFLGRWFRSR 
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GGACACCGGGCCATGCACGCCCCCAACTGAAGCTGCATCTCAAAGCCGAAGATTCCAGCAGCCCAGGGGATTTCA 

AAGAGCTCAGACTCAGAGGAACATCTGCGGAGAGACCCCCGAAGCCCTCTCCAGGGCAGTCCTCATCCAGACGCT 

CCGCTAGTGCAGACAGGAGCGCGCAGTGGCCCCGGCTCGCCGCGCCATOGAGCGGATCCCCAGCGCGCAACCACC 

CCCCGCCTGCCTGCCCAAAGCACCGGGACTGGAGCACGGAGACCTACCAGGGATGTACCCTGCCCACATGTACCA 

AGTGTACAAGTCAAGACGGGGAATAAAGCGGAGCGAGGACAGCAAGGAGACCTACAAATTGCCGCACCGGCTCAT 

CGAGAAAAAGAGACGTGACCGGATTAACGAGTGCATCGCCCAGCTGAAGGATCTCCTACCCGAACATCTCAAACT 

TACAACTTTGGGTCACTTGGAAAAAGCAGTGGTTCTTGAACTTACCTTGAAGCATGTGAAAGCACTAACAAACCT 

AATTGATCAGCAGCAGCAGAAAATCATTGCCCTGCAGAGTGGTTTACAAGCTGGTGAGCTGTCAGGGAGAAATGT 

CGAAACAGGTCAAGAGATGTTCTGCTCAGGTTTCCAGACATGTGCCCGGGAGGTGCTTCAGTATCTGGCCAAGCA 

CGAGAACACTCGGGACCTGAAGTCTTCGCAGCTTGTCACCCACCTCCACCGGGTGGTCTCGGAGCTGCTGCAGGG 

TGGTACCTCCAGGAAGCCATCAGACCCAGCTCCCAAAGTGATGGACTTCAAGGAAAAACCCAGCTCTCCGGCCAA 

AGGTTCGGAAGGTCCTGGGAAAAACTGCGTGCCAGTCATCCAGCGGACTTTCGCTCACTCGAGTGGGGAGCAGAG 

CGGCAGCGACACGGACACAGACAGTGGCTATGGAGGAGAATCGGAGAAGGGCGACTTGCGCAGTGAGCAGCCGTG 

CTTCAAAAGTGACCACGGACGCAGGTTCACGATGGGAGAAAGGATCGGCGCAATTAAGCAAGAGTCCGAAGAACC 

CCCCACAAAAAAGAACCGGATGCAGCTTTCGGATGATGAAGGCCATTTCACTAGCAGTGACCTGATCAGCTCCCC 

GTTCCTGGGCCCACACCCACACCAGCCTCCTTTCTGCCTGCCCTTCTACCTGATCCCACCTTCAGCGACTGCCTA 

CCTGCCCATGCTGGAGAAGTGCTGGTATCCCACCTCAGTGCCAGTGCTATACCCAGGCCTCAACGCCTCTGCCGC 

AGCCCTCTCTAGCTTCATGAACCCAGACAAGATCTCGGCTCCCTTGCTCATGCCCCAGAGACTCCCTTCTCCCTT 

GCCAGCTCATCCGTCCGTCGACTCTTCTGTCTTGCTCCAAGCTCTGAAGCCAATCCCCCCTTTAAACTTAGAAAC 

CAAAGACTAAACTCTCTAGGGGATCCTGCTGCTTTGCTTTCCTTCCTCGCTACTTCCTAAAAAGCAACAAAAAAG 

TTTTTGTGAATGCTGCAAGATTGTTGCATTGTGTATACTGAGATAATCTGAGGCATGGAGAGCAGATTCAGGGTG 

TGTGTGTGTGTGTGTGTGTGTGTGTGTATGTGCGTGTGCGTGCACATGTGTGCCTGCGTGTTGGTATAGGACTTT 

AAAGCTCCTTTTGGCATAGGGAAGTCACGAAGGATTGCTTGACATCAGGAGACTTGGGGGGGATTGTAGCAGACG 

TCTGGGCTTTTCCCCACCCAGAGAATAGCCCCCTTCGATACACATCAGCTGGATTTTCAAAAGCTTCAAAGTCTT 

GGTCTGTGAGTCACTCTTCAGTTTGGGAGCTGGGTCTGTGGCTTTGATCAGAAGGTACTTTCAAAAGAGGGCTTT* 

CCAGGGCTCAGCTCCCAACCAGCTGTTAGGACCCCACCCTTTTGCCTTTATTGTCGACGTGACTCACCAGACGTC 

GGGGAGAGAGAGCAGTCAGACCGAGCTTTCTGCTAACATGGGGAGGTAGCAGGCACTGGCATAGCACGGTAGTGG 

TTTGGGGAGGTTTCCGCAGGTCTGCTCCCCACCCCTGCCTCGGAAGAATAAAGAGAATGTAGTTCCCTACTCAGG 

CTTTCGTAGTGATTAGCTTACTAAGGAACTGAAAATGGGCCCCTTGTACAAGCTGAGCTGCCCCGGAGGGAGGGA 

GGAGTTCCCTGGGCTTCTGGCACCTGTTTCTAGGCCTAACCATTAGTACTTACTGTGCAGGGAACCAAACCAAGG 

TCTGAGAAATGCGGACACCCCGAGCGAGCACCCCAAAGTGCACAAAGCTGAGTAAAAAGCTGCCCCCTTCAAACA 

GAACTAGACTCAGTTTTCAATTCCATCCTAAAACTCCTTTTAACCAAGCTTAGCTTCTCAAAGGCCTAACCAAGC 

CTTGGCACCGCCAGATCCTTTCTGTAGGCTAATTCCTCTTGCCCAACGGCATATGGAGTGTCCTTATTGCTAAAA 

AGGATTCCGTCTCCTTCAAAGAAGTTTTATTTTTGGTCCAGAGTACTTGTTTTCCCGATGTGTCCAGCCAGCTCC 

GCAGCAGCTTTTCAAGATGCACTATGCCTGATTGCTGATCGTGTTTTAACTTTTTCTTTTCCTGTTTTTATTTTG 

GTATTAAGTCGTTGCCTTTATTTGTAAAGCTGTTATAAATATATATTATATAAATATATTAAAAAGGAAAATGTT 

TCAGATGTTTATTTGTATAATTACTTGATTCACACAGTGAGAAAAAAXGAATGTATTCCTGTTTTTGAAGAGAAG 

AATAATTTTTTTTTCTCTAGGGAGAGGTACAGTGTTTATATTTTGGAGCCTTCCTGAAGGTGTAAAATTGTAAAT 

ATTTTTATCTAXGAGTAAATGTTAAGTAGTTGTTTTAAAATACTTAATAAAATAATTCTTTTCCTGTGGAAG 
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MERIPSAQPPPACLPKAPGLEHGDLPGMYPAHmQVYKSRRGIKRSEDSKETYKLPHRLIEKKRRDRINECIAQL 
KDLLPEHLKLTTLGHLEKAWLELTLKHVKALTNLIDQQQQKIIALQSGLQAGELSGRNVETGQEMFCSGFQTCA 
REVLQYLAKHENTRDLKSSQLVTHLHRWSELLQGGTSRKPSDPAPKVMDFKEKPSSPAKGSEGPGKNCVPVIQR 
TFAHSSGEQSGSDTDTDSGYGGESEKGDLRSEQPCFKSDHGRRFTMGERIGAIKQESEEPPTKKNRMQLSDDEGH 
FTSSDLISSPFLGPHPHQPPFCLPFYLIPPSATAYLPMLEKCWYPTSVPVLYPGLNASAAALSSFMNPDKISAPL 

LMPQRLPSPLPAHPSVDSSVLLQALKPIPPLNLETKD 
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GTCCTTTCACGCGTGTCTTCGTGTTGGTGCGCTTTTCACTGGTCATAAAGTGCTGCTCACGGCCGTGAACTGCTA 

CAGCGTGAAGGCCGCCACCCGGGTCCAGGATGCTTTTGCCGCCGCCAAGCTCCTGGCCCTGGCCCTGATCATCCT 

GCTGGGCTTCGTCCAGATCGGGAAGGGTGATGTGTCCAATCTAGATCCCAAGTTCTCATTTGAAGGCACCAAACT 

GGATGTGGGGAACATTGTGCTGGCATTATACAGCGGCCTCTTTGCCTATGGAGGATGGAATTACTTGAATTTCGT 

CACAGAGGAAATGATCAACCCCTACAGAAACCTGCCCCTGGCCATCATCATCTCCCTGCCCATCGTGACGCTGGT 

GTACGTGCTGACCAACCTGGGCTAGTTCACCACCCTGTCCACCGAGCAGATGCTGTCGTCCGAGGCCGTGGCCGT 

GGACTTCGGGAACTATCACCTGGGCGTCATGTCCTGGATCATCCCCGTCTTCGTGGGCCTGTCCTGCTTTGGCTC 

CGTCAATGGGTCCCTGTTCACATCCTCCAGGCTCTTCTTCGTGGGGTCCCGGGAAGGCCACCTGCCCTCCATCCT 

CTCCATGATCCACCCACAGCTCCTCACCCCCGTGCCGTCCCTCGTGTTCACGTGTGTGATGACGCTGCTCTACGC 

CTTCTCCAAGGACATCTTCTCCGTCATCAACTTCTTGAGCTTCTTCAACTGGCTCTGCGTGGCCCTGGCCATCAT 

CGGCATGATCTGGCTGCGCCACAGAAAGCCTGAGCTTGAGCGGCCCATCAAGGTGAACCTGGCCCTGCCTGTGTT 

CTTCATCCTGGCCTGCCTCTTCCTGATCGCCGTCTCCTTCTGGAAGACACCCGTGGAGTGTGGCATCGGCTTCAC 

CATCATCCTCAGCGGGCTGCCCGTCTACTTCTTCGGGGTCTGGTGGAAAAACAAGCCCAAGTGGCTCCTCCAGGG 

CATCTTCTCCACGACCGTCCTGTGTCAGAAGCTCATGCAGGTGGTCCCCCAGGAGACATAGCCAGGAGGCCGAGT 

GGCTGCCGGAGGAGCATGCGCAGAGGCCAGTTAAAGTAGATCACCTCCTCGAACCCACTCCGGTTCCCCGCAACC 

CACAGCTCAGCTGCCCATCCCAGTCCTCGCCGTCCCTCCCAGGTCGGGCAGTGGAGGCTGCTGTGAAAACTCTGG 

TACGAATCTCATCCCTCAACTGAGGGCCAGGGACCCAGGTGTGCCTGTGCTCCTGCCCAGGAGCAGCTTTTGGTC 

TCCTTGGGCCCTTTTTCCCTTCCCTCCTTTGTTTACTTATATATATATTTTTTTTAAACTTAAATTTTGGGTCAA 

CTTGACACCACTAAGATGATTTTTTAAGGAGCTGGGGGAAGGCAGGAGCCTTCCTTTCTCCTGCCCCAAGGGCCC 

AGACCCTGGGCAAACAGAGCTACTGAGACTTGGAACCTCATTGCTACCACAGACTTGCACTGAAGCCAGACAGCT 

GCCCAGACACATGGGCTTGTGACATTCGTGAAAACCAACCCTGTGGGCTTATGTCTCTGCCTTAGGGTTTGCAGA 

GTGGAAACTCAGCCGTAGGGTGGCACTGGGAGGGGGTGGGGGATCTGGGCAAGGTGGGTGATTCCTCCCAGGAGG 

TGCTTGAGGCCCCGATGGACTCCTGACCATAATCCTAGCCCCGAGACACCATCCTGAGCCAGGGAACAGCCCCAG 

GGTTGGGGGGTGCCGGCATCTCCCCTAGCTCACCAGGCCTGGCCTCTGGGCAGTGTGGCCTCTTGGCTATTTCTG 

TTCCAGTTTTGGAGGCTGAGTTCTGGTTCATGCAGACAAAGCCCTGTCCTTCAGTCTTCTAGAAACAGAGACAAG 

AAAGGCAGACACACCGCGGCCAGGCACCCATGTGGGCGCCCACCCTGGGCTCCACACAGCAGTGTCCCCTGCCCC 

AGAGGTCGCAGCTACCCTCAGCCTCCAATGCATTGGCCTCTGTACCGCCCGGCAGCCCCTTCTGGCCGGTGCTGG 

GTTCCCACTCGCGGCCTAGGCACCTCCCCGCTCTCCCTGTCACGCTCATGTCCTGTCCTGGTCCTGATGCCCGTT 

GTCTAGGAGACAGAGCCAAGCACTGCTCACGTCTCTGCCGCCTGCGTTTGGAGGCCCCTGGGCTCTCACCCAGTC 

CCCACCCGCCTGCAGAGAGGGAACTAGGGCACCCCTTGTTTCTGTTGTTCCCGTGAATTTTTTTCGCTATGGGAG 

GCAGCCGAGGCCTGGCCAATGCGGCCCACTTTCCTGAGCTGTCGCTGCCTCCATGGCAGCAGCCAAGGACCCCCA 

GAACAAGAAGACCCCCCCGCAGGATCCCTCCTGAGCTCGGGGGGCTCTGCCTTCTCAGGCCCCGGGCTTCCCTTC 

TCCCCAGCCAGAGGTGGAGCCAAGTGGTCCAGCGTCACTCCAGTGCTCAGCTGTGGCTGGAGGAGCTGGCCTGTG 

GCACAGCCCTGAGTGTCCCAAGCCGGGAGCCAACGAAGCCGGACACGGCTTCACTGACCAGCGGCTGCTCAAGCC 

GCAAGCTCTCAGCAAGTGCCCAGTGGAGCCTGCCGCCCCCACCTGGGCACCGGGACCCCCTCACCATCCAGTGGG 

CCCGGAGAAACCTGATGAACAGTTTGGGGACTCAGGACCAGATGTCCGTCTCTCTTGCTTGAGGAATGAAGACCT 

TTATTCACCCCTGCCCCGTTGCTTCCCGCTGCACATGGACAGACTTCACAGCGTCTGCTCATAGGACCTGCATCC 

TTCCTGGGGACGAATTCCACTCGTCCAAGGGACAGCCCACGGTCTGGAGGCCGAGGACCACCAGCAGGCAGGTGG 

ACTGACTGTGTTGGGCAAGACCTCTTCCCTCTGGGCCTGTTCTCTTGGCTGCAAATAAGGACAGCAGCTGGTGCC 

CCACCTGCCTGGTGCATTGCTGTGTGAATCCAGGAGGCAGTGGACATCGTAGGCAGCCACGGCCCCAGGTCCAGG 

AGAAGTGCTCCCTGGAGGCACGGACCACTGCTTCCCACTGGGGCCGGCGGGGCCCACGCACGACGTCAGCCTCTT 

ACCTTCCCGCCTCGGCTAGGGGTCCTCGGGATGCCGTTCTGTTCCAACCTCCTGTTCTGGGAGGTGGACATGCCT 

CAAGGATACAGGGAGCCGGCGGCCTCTCGACGGCACGCACTTCCTGTTGGCTGCTGCGGCTGTGGGCGAGCATGG 

GGGCTGCCAGCGTCTGTTGTGGAAAGTAGCTGCTAGTGAAATGGCTGGGGCCGCTGGGGTCCGTCTTCACACTGC 

GCAGGTCTCTTCTGGGCGTCTGAGCTGGGGTGGGAGCTCCTCCGCAGAAGGTTGGTGGGGGGTCCAGTCTGTGAT 

CCTTGGTGCTGTGTGCCCCACTCCAGCCTGGGGACCCCACTTCAGAAGGTAGGGGCCGTGTCCCGCGGTGCTGAC 

TGAGGCCTGCTTCCCCCTCCCCCTCCTGCTGTGCTGGAATTCCACAGGGACCAGGGCCACCGCAGGGGACTGTCT 

CAGAAGACTTGATTTTTCCGTCCCTTTTTCTCCACACTCCACTGACAAACGTCCCCAGCGGTTTCCACTTGTGGG 
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CTTCAGGTGTTTTCAAGCACAACCCACCACAACAAGCAAGTGCATTTTCAGTCGTTGTGCTTTTTTGTTTTGTGC 
TAACGXCTTACTAATTTAAAGATGCTGTCGGCACCATGTTTATTTATTTCCAGTGGTCATGCTCAGCCTTGCTGC 
TCTGCGTGGCGCAGGTGCCATGCCTGCTCCCTGTCTGTGTCCCAGCCACGCAGGGCCATCCACTGTGACGTCGGC 
CGACCAGGCTGGACACCCTCTGCCGAGTAATGACGTGTGTGGCTGGGACCTTCTTTATTCTGTGTTAATGGCTAA 
CCTGTTACACTGGGCTGGGTTGGGTAGGGTGTTCTGGCTTTTTTGTGGGGTTTTTATTTTTAAAGAAACACTCAA 

TCATCCTAG 



REPLACEMENT SHEET 



179/2682 

FIGURE 167 

MINPYRNLPLAI I ISLPIVTLVYVLTNLAYFTTLSTEQMLSSEAVAVDFGNYHLGVMSWI IPVFVGLSCFGSVNG 
SLFTSSRLFFVGSREGHLPSILSMIHPQLLTPVPSLVFTCVMTLLYAFSKDIFSVINFFSFFNWLCVALAIIGMI 
WLRHRKPELERPIKWLALPVFFILACLFLIAVSFWKTPVECGIGFTIILSGLPVYFFGWWKNKPKWLLQGIFS 
TTVLCQKLMQWPQET 
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TGAACTGAGCGGCCCCTGAGCTGACAGATACACTGCGCAGTGGAACGGCGAGCGAGCCGACGGGCGAGTGAGGGG 

CGCACATGATCACCTCGGCCGCTGGAATTATTTCTCTTCTGGATGAAGATGAACCACAGCTTAAGGAATTTGCAC 

TACACAAATTGAATGCAGTXGTTAATGACTTCTGGGCAGAAATTTCCGAGTCCGTAGACAAAATAGAGGTTTTAT 

ACGAAGATGAAGGTTTCCGGAGTCGGCAGTTTGCAGCCTTAGTGGCATCTAAAGTATTTTATCACCTGGGGGCTT 

TTGAGGAGTCTCTGAATTATGCTCTTGGAGCAAGGGACCTCTTCAATGTCAATGATAACTCTGAATATGTGGAAA 

CTATTATAGCAAAATGCATTGATCACTACACCAAACAATGTGTGGAAAATGCAGATTTGCCTGAAGGAGAAAAAA 

AACCAATTGACCAGAGATTGGAAGGCATCGTAAATAAAATGTTCCAGCGATGTCTAGATGATCACAAGTATAAAC 

AGGCTATTGGCATTGCTCTGGAGACACGAAGACTGGACGTCTTTGAAAAGACCATACTGGAGTCGAATGATGTCC 

CAGGAATGTTAGCTTATAGCCTTAAGCTCTGCATGTCTTTAATGCAGAATAAACAGTTTCGGAATAAAGTACTAA 

GAGTTCTAGTTAAAATCTACATGAACTTGGAGAAACCTGATTTCATCAATGTTTGTCAGTGCTTAATTTTCTTAG 

ATGATCCTCAGGCTGTGAGTGATATCTTAGAGAAACTGGTAAAGGAAGACAACCTCCTGATGGCATATCAGATTT 

GTTTTGATTTGTATGAAAGTGCTAGCCAGCAGTTTTTGTCATCTGTAATCCAGAATCTTCGAACTGTTGGCACCC 

CTATTGCTTCTGTGCCTGGATCCACTAATACGGGTACTGTTCCGGGATCAGAGAAAGACAGTGACTCGATGGAAA 

CAGAAGAAAAGACAAGCAGTGCATTTGTAGGAAAGACACCAGAAGCCAGTCCAGAGCCTAAGGACCAGACTTTGA 

AAATGATTAAAATTTTAAGTGGTGAAATGGCTATTGAGTTACATCTGCAGTTCTTAATACGAAACAATAATACAG 

ACCTCATGATTCTAAAAAACACAAAGGATGCAGTACGGAATTCTGTATGTCATACTGCAACCGTTATAGCAAACT 

CTTTTATGCACTGTGGGACAACCAGTGACCAGTTTCTTAGAGATAATTTGGAATGGTTAGCCAGAGCCACTAACT 

GGGCAAAATTTACTGCTACAGCCAGTTTGGGTGTAATTCATAAGGGTCATGAAAAAGAAGCATTACAGTTAATGG 

CAACATACCTTCCCAAGGATACTTCTCCAGGATCAGCCTATCAGGAAGGXGGAGGTCTCTATGCACTAGGTCTTA 

TTCATGCCAATCATGGTGGTGATATAATTGACTATCTGCTTAATCAGCTTAAGAACGCCAGCAATGATATCGTTA 

GACACGGTGGCAGTCTGGGCCTTGGTTTGGCAGCCATGGGAACTGCACGTCAAGATGTTTATGATTTGCTAAAAA 

CAAACCTTTATCAGGATGATGCAGTAACAGGGGAAGCAGCTGGCCTGGCCCTAGGTTTGGTTATGTTGGGCTCTA 

AAAATGCTCAGGCTATTGAGGACATGGTTGGTTATGCACAAGAAACTCAACATGAGAAGATTCTGCGTGGTCTTG 

CAGTTGGCATAGCTTTAGTAATGTATGGGAGGATGGAAGAGGCTGATGCTCTCATTGAATCTCTCTGTCGTGACA 

AGGACCCAATTCTTCGAAGGTCTGGAATGTATACTGTAGCCATGGCTTATTGTGGCTCTGGTAACAACAAAGCAA 

TTCGACGCCTGCTACATGTGGCTGTAAGTGATGTGAATGATGATGTCAGGAGTGCAGCAGTAGAATCACTTGGGT 

TCATTCTATTCAGAACCCCTGAACAGTGCCCAAGTGTTGTCTCTTTGTTGTCAGAGAGTTACAACCCTCATGTGC 

GCTACGGAGCTGCAATGGCCTTGGGGATATGCTGTGCTGGTACAGGAAACAAGGAAGCCATTAATTTGCTAGAAC 

CAATGACAAACGACCCCGTGAACTACGTGAGGCAAGGGGCACTCATAGCTTCAGCTCTCATCATGATCCAGCAGA 

CTGAAATCACTTGTCCAAAGGTGAATCAGTTCAGACAGCTGTATTCCAAAGTCATCAATGATAAGCATGATGATG 

TCATGGCCAAGTTTGGCGCTATTCTGGCCCAGGGCATACTGGATGCAGGTGGTCATAATGTCACAATCTCCTTGC 

AGTCCAGGACTGGGCATACTCATATGCCTTCTGTGGTTGGCGTCCTTGTATTTACCCAGTTTTGGTTCTGGTTTC 

CTCTTTCACACTTCCTGTCATTGGCTTATACCCCTACCTGTGTCATTGGCCTTAACAAGGACTTAAAGATGCCGA 

AAGTTCAGTATAAATCGAACXGTAAACCATCCACATTTGCATATCCTGCCCCTCTGGAAGTACCAAAAGAAAAAG 

AAAAGGAAAAGGTTXCTACTGCTGTATTATCTATAACTGCCAAGGCTAAAAAGAAGGAAAAAGAAAAGGAAAAAA 

AGGAGGAGGAGAAAAXGGAAGXGGAXGAGGCAGAGAAAAAGGAGGAAAAAGAGAAGAAAAAAGAACCXGAGCCAA 

ACXXCCAGXXAXXGGAXAACCCAGCCCGAGXXAXGCCXGCCCAGCXXAAGGXCCTAACCAXGCCGGAGACCXGXA 

GAXACCAGCCXXXCAAACCACXCXCXAXXGGAGGCAXCAXCATXCXGAAGGAXACCAGXGAAGACAXXGAGGAGC 

XGGXGGAACCXGXGGCAGCACAXGGCCCAAAAAXCGAGGAGGAGGAACAAGAGCCAGAACCCCCAGAACCAXTXG 

AGTATATXGATGAXTAAGGACCAGAGGAXCXCACXXGCXXAXCTGAAGAAGATXGXCCAGGCXCAXAXXGGGAAX 

GCXXAXGAGGAAAXXCAXGCCGAGACCTGCXAXTCAAXGCAXGXAXCGXXGCCXCTGCACXGACCXGAAGAACCC 

XGXCXCCAAGXCTTXGGXXGAAGAGAAGAXAXATGACTGTXGAGXGXGCTCXXXCACAGAACXXGGXXXXCAAAX 

AAAXAXAAGAXCXCCAGATGGACAAG 
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MITSAAGIISLLDEDEPQLKEFALHKLNAWNDFWAEISESVDKIEVLYEDEGFRSRQFAALVASKVFYHLGAFE 
ESLNYALGARDLFNVNDNSEYVETIIAKCIDHYTKQCVENADLPEGEKKPIDQRLEGIVNKMFQRCLDDHKYKQA 
IGIALETRRLDVFEKTILESNDVPGMLAYSLKLCMSLMQNKQFRNKVLRVLVKIYMNLEKPDFINVCQCLIFLDD 
PQAVSDILEKLVKEDNLLMAYQICFDLYESASQQFLSSVIQNLRTVGTPIASVPGSTNTGTVPGSEKDSDSMETE 
EKTSSAFVGKTPEASPEPKDQTLKMIKILSGEMAIELHLQFLIRNNNTDLMILKNTKDAVRNSVCHTATVIANSF 
MHCGTTSDQFLRDNLEWLARATNWAKFTATASLGVIHKGHEKEALQLMATYLPKDTSPGSAYQEGGGLYALGLIH 
ANHGGDIIDYLLNQLKNASNDIVRHGGSLGLGLAAMGTARQDVYDLLKTNLYQDDAVTGEAAGLALGLVMLGSKN 
AQAIEDMVGYAQETQHEKILRGLAVGIALVMYGRMEEADALIESLCRDKDPILRRSGMYTVAMAYCGSGNNKAIR 
RLLHVAVSDVNDDVRSAAVESLGFILFRTPEQCPSWSLLSESYNPHVRYGAAMALGICCAGTGNKEAINLLEPM 
TNDPWYVRQGALIASALIMIQQTEITCPKVNQFRQLYSKVINDKHDDVMAKFGAILAQGILDAGGHNVTISLQS 
RTGHTHMPSWGVLVFTQFWFWFPLSHFLSLAYTPTCVIGLNKDLKMPKVQYKSNCKPSTFAYPAPLEVPKEKEK 
EKVSTAVLS I TAKAKKKEKEKEKKEEEKMEVDEAEKKEEKEKKKEPEPNFQLLDNP ARVMPAQLKVLTMPETCRY 
QPFKPLSIGGIIILKDTSEDIEELVEPVAAHGPKIEEEEQEPEPPEPFEYIDD 
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FIGURE 170A 

TAGAATACTTGGGTGACATCTGCCTGAGAGATCTCCAAGAATTACAGAAGACAAAAATACTAATGCATTTGAGAA 

AGCGGTAGTTTTGGGGGGAGGGGGAAAAAGCAACTGCTTTCCTGATCTGCAACTTGGCTGGATGCTAAGATGTCA 

GTGGACATGAATAGCCAGGGGTCTGACAGCAATGAAGAGGACTATGACCCAAATTGTGAGGAAGAGGAAGAAGAA 

GAAGAAGACGACCCTGGGGACATAGAGGACTATTACGTGGGAGTAGCCAGCGATGTGGAGCAGCAGGGGGCTGAT 

GCCTTTGATCCCGAGGAGTACCAGTTCACTTGCTTGACCTACAAGGAATCTGAGGGTGCCCTCAATGAGCACATG 

ACCAGCTTAGCTTCTGTCCTAAAGGTATCTCATTCAGTTGCTAAACTTATATTAGTTAATTTCCACTGGCAAGTT 

TCAGAGATATTGGACAGATACAAGTCCAATTCTGCTCAACTGCTTGTTGAGGCTCGAGITCAGCCTAATCCATCA 

AAACATGTTCCCACATCCCATCCCCCTCACCACTGTGCAGTGTGTATGCAGTTTGTGCGAAAGGAAAACCTACTC 

TCTCTGGCCTGTCAGCACCAGTTTTGCCGCAGCTGCTGGGAGCAGCACTGCTCAGTTCTCGTCAAGGACGGCGTG 

GGCGTGGGAGTCTCTTGCATGGCTCAGGACTGTCCACTCCGTACACCAGAGGACTTTGTGTTTCCATTGCTTCCC 

AATGAAGAATTGAGAGAGAAATACAGGCGCTACCTCTTCAGGGACTATGTGGAGAGTCATTACCAGCTCCAGCTG 

TGCCCTGGTGCAGACTGCCCCATGGTTATTCGGGTACAGGAGCCTAGAGCTCGCCGAGTACAGTGCAATCGGTGC 

AACGAGGTCTTCTGTTTCAAGTGTCGTCAGATGTATCACGCACCCACAGACTGTGCCACAATCCGGAAATGGCTC 

ACGAAGTGTGCAGACGACTCTGAAACAGCCAACTACATTAGTGCTCACACTAAAGACTGTCCCAAGTGCAACATC 

TGCATTGAGAAGAATGGAGGCTGCAATCACATGCAATGCTCCAAATGTAAACACGACTTCTGCTGGATGTGTCTA 

GGAGATTGGAAGACTCATGGCAGTGAATACTATGAGTGCAGTCGTTACAAGGAGAATCCTGACATCGTGAACCAG 

AGCCAACAAGCCCAGGCGAGGGAAGCCCTCAAGAAGTACTTATTCTACTTTGAGAGGTGGGAAAACCACAATAAA 

AGCTTGCAGCTAGAGGCACAGACATACCAGCGGATTCACGAGAAGATTCAGGAGAGGGTCATGAACAATCTGGGG 

ACATGGATCGACTGGCAGTACCTACAGAATGCTGCCAAGCTCTTGGCCAAGTGTCGATACACCCTGCAATACACC 

TACCCATATGCATATTACATGGAGTCCGGACCCAGGAAGAAGCTGTTTGAATACCAGCAGGCTCAGCTGGAGGCT 

GAGATCGAAAACCTCTCATGGAAAGTGGAGCGTGCAGACAGCTATGACAGAGGGGACTTGGAGAACCAGATGCAT 

ATAGCGGAGCAGCGGAGGAGAACCCTGCTGAAAGATTTCCATGACACCTAAGTTGGGATGTGGATGTGCCGGGGT 

GAGGAAGATGTGGCTGCAAGGTCTCCCGGCTGCCATACTGCATGCTGCAGGCTCTGCCTTTCATGACCCCAGGCA 

ACAGCCAGGGCCCCACTCCTGAGAGACACTGGCAACACCTCTTAGTTGATTTCTGTTTTCTTCTCTTTTCACTTT 

TTGTTTCTACCAGGGTAGAGGCCATGTTGAACTGGCCTCTTTTCAGGACTTTTATTTCCCCCTGGATGGTTGTTG 

GGAGGGAGGGAAAGTGTTTTCTGAATGGCTATTAATAGTATTAGATCATTACAACTTATGTAACTTTCAAAGGTT 

GTACAATTATACAAAAAAAAAAAAAAAGGCAAACTATAGGATAACACAGAGCCCTTTTTGAAAATAAATTGGCAT 

TGGAGTGTTTTACCCTCTAGCTGTTTTACTTAGAATGTAACATATGCTGCCTACCCACCTCAAAATGTCTGTACT 

GCAAGAGGGCCCTGGGCCTCTGCTTTCCATATTCACGTTTGGCCAGAGTTGTAGTCCCAAAGAAGAGCATGGGTG 

GCAGATGGTAGGGAATTGAACTGGCCTGTGCAATGGGCATGGAGCACAAGGGGTCACAGCATGCCTCCTGCCTTA 

CCGTGGCAGTACGGAGACAGTCCAGAACATGGTCTTCTTGCCACGGGGTGTTGTTGTCTCTGGTGGTGCTGCATG 

TCTGTGGCTCACCTTTATTCTTGAAACTGAGGTTTACCTGGATCTGGCTACTGAGGCTAGAGCCCACAGCAGAAT 

GGGGTTGGGCCTGTGGCCCCCAAACTAGGGGGTGTGGGTTCATCACAGTGTTGCCTTTTGTCTCCTAAAGATAGG 

GATCTACTTTTGAAGGGAATTGTTCCTCCCAAATAAATTTGCTTTACCTTGGTCCTTTCTTTTGTGCCAGTATTC 

AAGTGGTATAGCTCTGAGCAGGGTCACATTTGGCCAAACCTGACACTGTCTTGCTGCATTCTCCTTTGGCAAACA 

TCAGGGTCAGAATTCAGGATAGCCCTTCCTAGGGCACTGGACTTTCTGGCATGGGGGCTGTGTTTGCACAAGTTA 

TTTTCATGTTACCTGGAGAGTGTCCAGAGGCTGCTCTGAGGCTGAGGTGTGTTCCCCCTTGCCTGGTTCCAGCTG 

TCAGAGGGATACCATCCTAGGGTCTGGGAATCCAAGGCCACGAGACTCCTTGGTTTGTGGTCCGAGATCCTGTAC 

TAAGGAGGGTCTGGCCAGAGGAACAGACCAGCTTTTGCACAATGAAGCGCAAGGGAACAAGTGGTTTGCCTGGTG 

TCCTACCTGTCCTGAACCTGGTCCTGTGGGCCATTGAAAAGTTAGATCTGTGATCTCTGGGGTTTTTGTGGCTTT 

GTTCAATGCTTCCACTCTAGGGCAGGCAGAGCAGTCTATACTCTCCCAAGCCTGCTTGACCTCCAAGXAGAGCTG 

ATACAGAGATCTGTGAATATTGTGATAGAAATTCXTTGGTATTCATACATTTCAGCTGCAAGTCAGCAATTTCCC 

AGGTACCATGTAAGCTATAAAACAGTCATTCTTAAAGACAGAGGATAGCTGTGACTCATGGGATCATGAGGTCCA 

TGGCTGGTTGCAGGTTCCCTTTTTCCTTCCTCAGGTTTTGTCTCTTCCTGTGTTGTCCCCAGCAAGGGAGAGACT 

GTGGGGXGGATTGGGAGAACAGATTAGGAGTATAGCAAATGAACCCAGAATGGAACAGTGGGGAGCTAACTGTGA 

ATGAGGAGAGTACCTGCTGCAGGACCTGGAGGTCAGGTGTGAATGCTGTATTGGCACAGGGAATAAATATCCTGG 

CGTCTGGAGCCTTCACCTCTCCGTCAAGTCCTTCCTGTGATACTGCCATGGCACAGGATCTGAGTTGCAGCTCTG 

CACCCTAAATCACACCCTGGGCATTGTCTGGGCTGCAGGGCTGCCAGGTTCTGTACTTGTGTCCAGCTGTGGCCC 
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FIGURE 170B 

TGGATGCTGGAGCTGGAGGGTTTTCTGTGCTCAGACTGTAGCCTGTAGCTCTTGGCCTGTGTAGAGCCCCCTCCT 
GTGCCCTCAGTGGCTGTCGTTTGTTAACATCATCAGGAAGATGGGAAAGGTCAGGCAGAATTTTTCTGCCCTACA 
AAGGGTGGAAGAGAAAGGACACAGTATTTTCATGAATTTACCATATATCTTTGTTTTTCTTCAACGAAAAAGTTA 
ATTGAGGCAATGTCATCTGCTCAAAGTTGAGTGGTTTATTCACAATAAACTGTAAGTTTCTGATTAT 
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FIGURE 171 

MSVDMNSQGSDSNEEDYDPNCEEEEEEEEDDPGDIEDYYVGVASDVEQQGADAFDPEEYQFTCLTYKESEGALNE 
HMTSLASVLKVSHSVAKLILVNFHWQVSEILDRYKSNSAQLLVEARVQPNPSKHVPTSHPPHHCAVCMQFVRKEN 
LLSLACQHQFCRSCWEQHCSVLVKDGVGVGVSCMAQDCPLRTPEDFVFPLLPNEELREKYRRYLFRDYVESHYQL 
QLCPGADCPMVIRVQEPRARRVQCNRCNEVFCFKCRQMYHAPTDCATIRKWLTKCADDSETANYISAHTKDCPKC 
NICIEKNGGCNHMQCSKCKHDFCWMCLGDWKTHGSEYYECSRYKENPDIVNQSQQAQAREALKKYLFYFERWENH 
NKSLQLEAQTYQRIHEKIQERVMNNLGTWIDWQYLQNAAKLLAKCRYTLQYTYPYAYYMESGPRKKLFEYQQAQL 
EAEIENLSWKVERADSYDRGDLENQMHIAEQRRRTLLKDFHDT 
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FIGURE 172 

TAGCTAGGCAGGAAGTCGGCGCGGGCGGCGCGGACAGTATCTGTGGGTACCCGGAGCACGGAGATCTCGCCGGCT 

TTACGTTCACCTCGGTGTCTGCAGCACCCTCCGCTTCCTCTCCTAGGCGACGAGACCCAGTGGCTAGAAGTTCAC 

CATGTCTATTCTCAAGATCCATGCCAGGGAGATCTTTGACTCTCGCGGGAATCCCACTGTTGAGGTTGATCTCTT 

CACCTCAAAAGGTCTCTTCAGAGCTGCTGTGCCCAGTGGTGCTTCAACTGGTATCTATGAGGCCCTAGAGCTCCG 

GGACAATGATAAGACTCGCTATATGGGGAAGGGTGTCTCAAAGGCTGTTGAGCACATCAATAAAACTATTGCGCC 

TGCCCTGGTTAGCAAGAAACTGAACGTCACAGAACAAGAGAAGATTGACAAACTGATGATCGAGATGGATGGAAC 

AGAAAATAAATCTAAGTTTGGTGCGAACGCCATTCTGGGGGTGTCCCTTGCCGTCTGCAAAGCTGGTGCCGTTGA 

GAAGGGGGTCCCCCTGTACCGCCACATCGCTGACTTGGCTGGCAACTCTGAAGTCATCCTGCCAGTCCCGGCGTT 

CAATGTCATCAATGGCGGTTCTCATGCTGGCAACAAGCTGGCCATGCAGGAGTTCATGATCCTCCCAGTCGGTGC 

AGCAAACTTCAGGGAAGCCATGCGCATTGGAGCAGAGGTTTACCACAACCTGAAGAATGTCATCAAGGAGAAATA 

TGGGAAAGATGCCACCAATGTGGGGGATGAAGGCGGGTTTGCTCCCAACATCCTGGAGAATAAAGAAGGCCTGGA 

GCTGCTGAAGACTGCTATTGGGAAAGCTGGCTACACTGATAAGGTGGTCATCGGCATGGACGTAGCGGCCTCCGA 

GTTCTTCAGGTCTGGGAAGTATGACCTGGACTTCAAGTCTCCCGATGACCCCAGCAGGTACATCTCGCCTGACCA 

GCTGGCTGACCTGTACAAGTCCTTCATCAAGGACTACCCAGTGGTGTCTATCGAAGATCCCTTTGACCAGGATGA 

CTGGGGAGCTTGGCAGAAGTTCACAGCCAGTGCAGGAATCCAGGTAGTGGGGGATGATCTCACAGTGACCAACCC 

AAAGAGGATCGCCAAGGCCGTGAACGAGAAGTCCTGCAACTGCCTCCTGCTCAAAGTCAACCAGATTGGCTCCGT 

GACCGAGTCTCTTCAGGCGTGCAAGCTGGCCCAGGCCAATGGTTGGGGCGTCATGGTGTCTCATCGTTCGGGGGA 

GACTGAAGATACCTTCATCGCTGACCTGGTTGTGGGGCTGTGCACTGGGCAGATCAAGACTGGTGCCCCTTGCCG 

ATCTGAGCGCTTGGCCAAGTACAACCAGCTCCTCAGAATTGAAGAGGAGCTGGGCAGCAAGGCTAAGTTTGCCGG 

CAGGAACTTCAGAAACCCCTTGGCCAAGTAAGCTGTGGGCAGGCAAGCCCTTCGGTCACCTGTTGGCTACACAGA 

CCCCTCCCCTCGTGTCAGCTCAGGCAGCTCGAGGCCCCCGACCAACACTTGCAGGGGTCCCTGCTAGTTAGCGCC 

CCACCGCCGTGGAGTTCGTACCGCTTCCTTAGAACTTCTACAGAAGCCAAGCTCCCTGGAGCCCTGTTGGCAGCT 

CTAGCTTTGCAGTCGTGTAATTGGCCCAAGTCATTGTTTTTCTCGCCTCACTTTCCACCAAGTGTCTAGAGTCAT 

GTGAGCCTCGTGTCATCTCCGGGGTGGCCACAGGCTAGATCCCCGGTGGTTTTGTGCTCAAAATAAAAAGCCTCA 

GTGACCCATGAG 
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FIGURE 173 

MS I LKI HARE I FD SRGNP TVEVDLFTS KGLFRAAVP S GAS TG I YE ALELRDNDKTRYMGKGVSKAVEH I NKT I AP 
AiVSKKLWTEQEKIDKLMIEMDGTENKSKFGANAILGVSLAVCKAGAVEKGVPLYRHIADLAGNSEVILPVPAF 
NVINGGSHAGNKLAMQEFMILPVGAANFREAMRIGAEVYHNLKNVIKEKYGKDATNVGDEGGFAPNILENKEGLE 
LLKTAIGKAGYTDKWIGMDVAASEFFRSGKYDLDFKSPDDPSRYISPDQLADLYKSFIKDYPWSIEDPFDQDD 
WGAWQKFTASAGIQWGDDLTVTNPKRIAKAWEKSCNCLLLKVNQIGSVTESLQACKLAQANGWGVMVSHRSGE 
TEDTFIADLWGLCTGQIKTGAPCRSERLAKYNQLLRIEEELGSKAKFAGRNFRNPLAK 
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FIGURE 174 

GGCTGAGGCAGTGGCTCCTTGCACAGCAGCTGCACGCGCCGTGGCTCCGGATCTTCTTCGTCTTTGCAGCGTAGC 

CCGAGTCGGTCAGCGCCAGAGGACCTCAGCAGCCATGTCGAAGCCCCATAGTGAAGCCGGGACTGCCTTCATTCA 

GACCCAGCAGCTGCACGCAGCCATGGCTGACACATTCCTGGAGCACATGTGCCGCCTGGACATTGATTCACCACC 

CATCACAGCCCGGAACACTGGCATCATCTGTACCATTGGCCCAGCTTCCCGATCAGTGGAGACGTTGAAGGAGAT 

GATTAAGTCTGGAATGAATGTGGCTCGTCTGAACTTCTCTCATGGAACTCATGAGTACCATGCGGAGACCATCAA 

GAATGTGCGCACAGCCACGGAAAGCTTTGCTTCTGACCCCATCCTCTACCGGCCCGTTGCTGTGGCTCTAGACAC 

TAAAGGACCTGAGATCCGAACTGGGCTCATCAAGGGCAGCGGCACTGCAGAGGTGGAGCTGAAGAAGGGAGCCAC 

TCTCAAAATCACGCTGGATAACGCCTACATGGAAAAGTGTGACGAGAACATCCTGTGGCTGGACTACAAGAACAT 

CTGCAAGGTGGTGGAAGTGGGCAGCAAGATCTACGTGGATGATGGGCTTATTTCTCTCCAGGTGAAGCAGAAAGG 

TGCCGACTTCCTGGTGACGGAGGTGGAAAATGGTGGCTCCTTGGGCAGCAAGAAGGGTGTGAACCTTCCTGGGGC 

TGCTGTGGACTTGCCTGCTGTGTCGGAGAAGGACATCCAGGATCTGAAGTTTGGGGTCGAGCAGGATGTTGATAT 

GGTGTTTGCGTCATTCATCCGCAAGGCATCTGATGTCCATGAAGTTAGGAAGGTCCTGGGAGAGAAGGGAAAGAA 

CATCAAGATTATCAGCAAAATCGAGAATCATGAGGGGGTTCGGAGGTTTGATGAAATCCTGGAGGCCAGTGATGG 

GATCATGGTGGCTCGTGGTGATCTAGGCATTGAGATTCCTGCAGAGAAGGTCTTCCTTGCTCAGAAGATGATGAT 

TGGACGGTGCAACCGAGCTGGGAAGCCTGTCATCTGTGCTACTCAGATGCTGGAGAGCATGATCAAGAAGCCCCG 

CCCCACTCGGGCTGAAGGCAGTGATGTGGCCAATGCAGTCCTGGATGGAGCCGACTGCATCATGCTGTCTGGAGA 

AACAGCCAAAGGGGACTATCCTCTGGAGGCTGTGCGCATGCAGAACCTGAXTGCCCGTGAGGCAGAGGCTGCCAT 

CTACCACTTGCAATTATTTGAGGAACTCCGCCGCCTGGCGCCCATTACCAGCGACCCCACAGAAGCCACCGCCGT 

GGGTGCCGTGGAGGCCTCCTTCAAGTGCTGCAGTGGGGCCATAATCGTCCTCACCAAGTCTGGCAGGTCTGCTCA 

CCAGGTGGCCAGATACCGCCCACGTGCCCCCATCATTGCTGTGACCCGGAATCCCCAGACAGCTCGTCAGGCCCA 

CCTGTACCGTGGCATCTTCCCTGTGCTGTGCAAGGACCCAGTCCAGGAGGCCTGGGCTGAGGACGTGGACCTCCG 

GGTGAACTTTGCCATGAATGTTGGCAAGGCCCGAGGCTTCTTCAAGAAGGGAGATGTGGTCATTGTGCTGACCGG 

ATGGCGCCCTGGCTCCGGCTTCACCAACACCATGCGTGTTGTTCCTGTGCCGTG^TGGACCCCAGAGCCCCTCCT 

CCAGCCCCTGTCCCACCCCCTTCCCCCAGCCCATCCATTAGGCCAGCAACGCTTGTAGAACTCACTCTGGGCTGT. 

AACGTGGCACTGGTAGGTTGGGACACCAGGGAAGAAGATCAACGCCTCACTGAAACATGGCTGTGTTTGCAGCCT 

GCTCTAGTGGGACAGCCCAGAGCCTGGCTGCCCCATCATGTGGCCCCACCCAATCAAGGGAAGAAGGAGGAATGC 

TGGACTGGAGGCCCCTGGAGCCAGATGGCAAGAGGGTGACAGCTTCCTTTCCTGTGTGTACTCTGTCCAGTTCCT 

TTAGAAAAAATGGATGCCCAGAGGACTCCCAACCCTGGCTTGGGGTCAAGAAACAGCCAGCAAGAGTTAGGGGCC 

TTAGGGCACTGGGCTGTTGTTCCATTGAAGCCGACTCTGGCCCTGGCCCTTACTTGCTTCTCTAGCTCTCTAGGC 

CTCTCCAGTTTGCACCTGTCCCCACCCTCCACTCAGCTGTCCTGCAGCAAACACTCCACCCTCCACCTTCCATTT 

TCCCCCACTACTGCAGCACCTCCAGGCCTGTTGCCGC 
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FIGURE 175 

MSKPHSEAGTAFIQTQQLHAAMADTFL^ 

FSHGTHEYHAETIKNVRTATESFASDPILYRPVAVALDTKGPEIRTGLIKGSGTAEVELKKGATLKITLDNAYME 
KCDENILWLDYKNICKWEVGSKIYVDDGLISLQVKQKGADFLVTEVENGGSLGSKKGVNLPGAAVDLPAVSEKD 
IQDLKFGVEQDVDMVFASFIRKASDVHEVRKVLGEKGKNIKIISKIENHEGVRRFDEILEASDGIMVARGDLGIE 
IPAEKWIAQKMMIGRCNRAGKPVICATQMLESMIKKPRPTRAEGSDVANAVLDGADCIMLSGETAKGDYPLEAV 
RMQNLIAREAEAAIYHLQLFEELRRLAPITSDPTEATAVGAVEASFKCCSGAIIVLTKSGRSAHQVARYRPRAPI 
IAVTRNPQTARQAHLYRGIFPVLCKDPVQEAWAEDVDLRVNFAMNVGKARGFFKKGDWIVLTGWRPGSGFTNTM 

RWPVP 
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FIGURE 176 

GGCTTGGTCACTATGGAGGAGATAGGCATCTTGGTGGAGAAGGCTCAGGATGAGATCCCAGCACTGTCCGTGTCC 
CGGCCCCAGACCGGCCTGTCCTTCCTGGGCCCTGAGCCTGAGGACCTGGAGGACCTGTACAGCCGCTACAAGAAG 
CTGCAGCAAGAGCTGGAGTTCCTGGAGGTGCAGGAGGAATACATCAAAGATGAGCAAAAGAACCTGAAAAAGGAA 
TTTCTCCATGCCCAGGAGGAGGTGAAGCGAATCCAAAGCATCCCGCTGGTCATCGGACAATTTCTGGAGGCTGTG 

gatcagaatacagccatcgtgggctctaccacaggctccaactattatgtgcgcatcctgagcaccatcgatcgg 
gagctgctcaagcccaacgcctcagtggccctccacaagcacagcaatgcactggtggacgtgctgccccccgaa 
gccgacagcagcatcatgatgctcacctcagaccagaagccagatgtgatgtacgcggacatcggaggcatggac 
atccagaagcaggaggtgcgggaggccgtggagctcccgctcacgcatttcgagctctacaagcagatcggcatc 
gatcccccccgaggcgtcctcatgtatggcccacctggctgtgggaagaccatgttggcaaaggcggtggcacat 
cacacaacagctgcattcatccgggtcgtgggctcggagtttgtacagaagtatctgggtgagggcccccgcatg 
gtccgggatgtgttccgcctggccaaggagaatgcacctgccatcatcttcatagacgagattgatgccatcgcc 
accaagagattcgatgctcagacaggggccgacagggaggttcagaggatcctgctggagctgctgaatcagatg 
gatggatttgatcagaatgtcaatgtcaaggtaatcatggccacaaacagagcagacaccctggatccggccctg 
ctacggccaggacggctggaccgtaaaattgaatttccacttcctgaccgccgccagaagagattgattttctcc 
actatcactagcaagatgaacctctctgaggaggttgacttggaagactatgtggcccggccagataagatttca 
ggagctgatatcaactccatctgtcaggagagtggaatgttggctgtccgtgaaaaccgctacattgtcctggcc 
aaggacttcgagaaagcatacaagactgtcatcaagaaggacgagcaggagcatgagttttacaagtgm:ccttc 
ccttccctccaccacaccactcaggggctggggcttctctcgcacccccagcacctctgtcccaaaacctcattc 

CCTTTTTTCTTTACCCAGGATTGGTTTCTTCAATAAATAGATAAGATCGAATCCAAAAAAAAAAAAAAAAAAAAA 



REPLACEMENT SHEET 



190/2682 

FIGURE 177 

MEEIGILVEKAQDEIPALSVSRPQTGLSFLGPEPEDLEDLYSRYKKLQQELEFLEVQEEYIKDEQKNLKKEFLHA 
QEEVKRIQSIPLVIGQFLEAVDQNTAIVGSTTGSNYYVRILSTIDRELLKPNASVALHKHSNALVDVLPPEADSS 
IMMLTSDQKPDVMYADIGGMDIQKQEVREAVELPLTHFELYKQIGIDPPRGVLMYGPPGCGKTMLAKAVAHHTTA 
AFIRWGSEFVQKYLGEGPRMVRDVFRLAKENAPAIIFIDEIDAIATKRFDAQTGADREVQRILLELLNQMDGFD 
QNVNVKVIMATNRADTLDPALLRPGRLDRKIEFPLPDRRQKRLIFSTITSKMNLSEEVDLEDYVARPDKISGADI 
NSICQESGMLAVRENRYIVLAKDFEKAYKTVIKKDEQEHEFYK 
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FIGURE 178 

CCGAGGCCAAGTCCCGGGCGCTAGCCCACCTCCCACCCGCCTCTTGGCTCCTCTCCTCTAGGCCGTCGCTTTCGG 

GTTCTCTCATCGCTTCGTCGTTCGCCAATGTTTGAGGAGAAGGCCAGCAGTCCTTCAGGGAAGATGGGAGGCGAG 

GAGAAGCCGATTGGTGCTGGTGAAGAGAAGCAAAAGGAAGGAGGCAAAAAGAAGAACAAAGAAGGATCTGGAGAT 

GGAGGTCGAGCTGAGTTGAATCCTTGGCCTGAATATATTTACACACGTCTTGAGATGTATAATATACTAAAAGCA 

GAACATGATTCCATTCTGGCAGAAAAGGCAGAAAAAGATAGCAAGCCAATTAAAGTCACTTTGCCTGATGGTAAA 

CAGGTTGATGCGGAATCTTGGAAAACTACACCATATCAAATTGCCTGTGGAATTAGTCAAGGCCTGGCCGACAAC 

ACCGTTATTGCTAAAGTAAAXAATGTTGTGTGGGACCTGGACCGCGCTCTGGAAGAAGATTGTACCTTGGAGCTT 

CTCAAGTTTGAGGATGAGGAAGCTCAGGCAGTGTATTGGCACTCTAGTGCTCACATAATGGGTGAAGGCATGGAA 

AGAGTCTATGGTGGATGTTTATGCTACGGTCCGCCAATAGAAAATGGATTCTATTATGACATGTACCTCGAAGAA 

GGGGGTGTGTCTAGCAATGATTTCTCTTCTCTGGAGGCTTTGTGTAAGAAAATCATTAAAGAAAAACAAGCTTTT 

GAAAGACTGGAAGTTAAGAAAGAAACTTTACTGGCAATGTTTAAGTACAACAAGTTCAAATGCCGGATATTGAAT 

GAAAAGGTGAATACTCCAACTACCACAGTCTATAGATGTGGCCCTTTGATAGATCTCTGCCGGGGTCCTCATGTT 

AGACACACGGGCAAAATTAAGGCTTTAAAAATACACAAAAATTCCTCCACGTACTGGGAAGGCAAAGCAGATATG 

GAGACTCTCCAGAGAATTTATGGCATTTCATTCCCAGATCCTAAAATGTTGAAAGAGTGGGAGAAGTTCCAAGAG 

GAAGCTAAAAACCGAGATCATAGGAAAATTGGCAGGGACCAAGAACTATATTTCTTTCATGAACTCAGCCCTGGA 

AGTTGCTTTTTTCTGCCAAAAGGAGTCTATATTTATAATGCACTTATTGAATTCATTAGGAGCGAATATAGG7VAA 

AGAGGATTCCAGGAGGTAGTCACCCCAAACATCTTCAACAGCCGACTCTGGATGACCTCGGGCCACTGGCAGCAC 

TACAGCGAGAACATGTTCTCCTTTGAGGTGGAGAAGGAGCTGTTTGCCCTGAAACCCATGAACTGCCCAGGACAC 

TCCCTTATGTTTGATCATCGGCCAAGGTCCTGGCGAGAACTGCCTCTGCGGCTAGCTGATTTTGGGGGTCTTCAT 

AGGAACGAGCTGTCTGGAGCACTCACAGGACTCACCCGGGTACGAAGATTCCAACAGGATGATGCTCACATATTC 

TGTGCCATGGAGCAGATTGAAGATGAAATAAAAGGTTGTTTGGATTTTCTACGTACGGTATATAGCGTATTTGGA 

TTTTCTTTTAAACTAAACCTTTCTACTCGCCCGGAAAAATTCCTTGGAGATATCGAAGTATGGGATCAAGCTGAG 

AAACAACTTGAAAACAGTCTGAATGAATTTGGTGAAAAGTGGGAGTTAAACTCTGGAGATGGAGCTTTCTATGGC 

CCAAAGATTGACATACAGATTAAAGATGCGAXTGGGCGGTACCACCAGTGTGCAACCATCCAGCTGGATTTCCAG 

TTGCCCATCAGATTTAATCTTACTTATGTAAGCCATGATGGTGAGGATAAGAAAAGGCCAGTGATTGTTCATCGA 

GCCATCTTGGGATCAGTGGAAAGAATGATTGCTATCCTCACAGAAAACTATGGGGGCAAATTGGCCCCCTTTTGG 

CTGTCCCCTCGCCAGGTAATGGTAGTTCCAGTGGGACCAACCTGTGATGAATATGCCCAAAACGTACGACAACAA 

TTCCACGATGCCAAATTCATGGCAGACATTGATCTGGATCCAGGCTGTACATTGAATAAAAAGATTCGAAATGCA 

CAGTTAGCACAGTATAACTTCATTTTAGTTGTTGGTGAAAAAGAGAAAATCACTGGCACTGTTAATATCCGCACA 

AGAGACAATAAGGTCCACGGGGAACGCACCATTTCTGAAACTATCGAGCGGCTACAGCAGCTCAAAGAGTTCCGC. 

AGCAAACAGGCAGAAGAAGAATTTTAATGAAAAAATTACCCAGATTGGCTCCATGGAAAAGGAGGAACAGCGTTT 

CCGTAAAATTGACTTTGTACTCGAAAACGTCAATTTATATTGAACTTGGAGGAGGAGTTTGGCAAAGTCTGAAAT 

AGGTCAACCTGCAGGCGTAACTATTTTTGACCTAGTCAGTTTTTAAACAATGTGCATTTGAAGGAGTTAATTAAA 

AGAGAGCCAATAAAATGATTTTACTCATTCAGTATCTGAGTACTGGAAGTGAAACATGAGGAATGCTTTAGTGTA 

ATGTGGGAGAACTTTTTTGTAAATTTAATGCAATTGAAAAAGTTTTCAAATTCAATTAAGATAACTAGAATTGGT 

TATGGTGTAACCCGAATTC 
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FIGURE 179 
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MGGEEKPIGAGEEKQKEGGKKKNKEGSGDGGRAELNPWPEYIYTRLEMYNILKAEHDSILAEKAEKDSKPIKVTL 
PDGKQVDAESWKTTPYQIACGISQGLADNTVIAKVNNVVWD^ 

EGMERVYGGCLCYGPPIENGFYYDMYLEEGGVSSNDFSSLEALCKKIIKEKQAFERLEVKKETLLAMFKYNKFKC 
RILNEKVNTPTTTVYRCGPLIDLCRGPHVRHTGKIKALKIHKNSSTYWEGKADMETLQRIYGISFPDPKMLKEWE 
KFQEEAKNRDHRKIGRDQELYFFHELSPGSCFFLPKGVYIYNALIEFIRSEYRKRGFQEWTPNIFNSRLWMTSG 
HWQHYSENMFSFEVEKELFALKPMNCPGHSLMFDHRPRSWRELPLRLADFGGLHRNELSGALTGLTRVRRFQQDD 
AHIFCAMEQIEDEIKGCLDFLRTVYSVFGFSFKLNLSTRPEKFLGDIEVWDQAEKQLENSLNEFGEKWELNSGDG 
AFYGPKIDIQIKDAIGRYHQCATIQLDFQLPIRFNLTYVSHDGEDKKRPVIVHRAILGSVERMIAILTENYGGKL 
APFWLSPRQV^WVPVGPTCDEYAQNVRQQFHDAKFMADIDLDPGCTLNKKIRNAQLAQYNFILVVGEKEKITGTV 
NIRTRDNKVHGERTISETIERLQQLKEFRSKQAEEEF 
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FIGURE 180 

GGCACGAGGATTCGCTGCTCCGCAGCACGGCCGGAGCTGGTCCGGTCAAGAGTCGGGATTTGTGGGGAGAGGTTT 

TCCACTGGTCAAGAGAAGGCTTTAAGAAAGACGGTATTAATCTCCCGTTGCGGCTCCCGCCTGGTCCCATCTTCT 

GCCCGCTCCTCCAGGAAATGAATCTGCTGCCGAATATTGAGAGTCCAGTGACTCGGCAGGAGAAGATGGCGACCG 

TGTGGGATGAGGCCGAGCAAGATGGAATTGGGGAGGAGGTGCTCAAGATGTCCACGGAGGAGATCATCCAGCGCA 

CACGGCTGCTGGACAGTGAGATCAAGATCATGAAGAGTGAAGTGTTGAGAGTCACCCATGAGCTCCAAGCCATGA 

AGGACAAGATAAAAGAGAACAGTGAGAAAATCAAAGTGAACAAGACCCTGCCGTACCTTGTCTCCAACGTCATCG 

AGCTCCTGGATGTTGATCCTAATGACCAAGAGGAGGATGGTGCCAATATTGACCTGGACTCCCAGAGGAAGGGCA 

AGTGTGCTGTGATCAAAACCTCTACACGACAGACGTACTTCCTTCCTGTGATTGGGTTGGTGGATGCTGAAAAGC 

TAAAGCCAGGAGACCTGGTGGGTGTGAACAAAGACTCCTATCTGATCCTGGAGACGCTGCCCACAGAGTATGACT 

CGCGGGTGAAGGCCATGGAGGTAGACGAGAGGCCCACGGAGCAATACAGTGACATTGGGGGTTTGGACAAGCAGA 

TCCAGGAGCTGGTGGAGGCCATTGTCTTGCCAATGAACCACAAGGAGAAGTTTGAGAACTTGGGGATCCAACCTC 

CAAAAGGGGTGCTGATGTATGGGCCCCCAGGGACGGGGAAGACCCTCCTGGCCCGGGCCTGTGCCGCACAGACTA 

AGGCCACCTTCCTAAAGCTGGCTGGCCCCCAGCTGGTGCAGATGTTCATTGGAGATGGTGCCAAGCTAGTCCGGG 

ATGCCTTTGCCCTGGCCAAGGAGAAAGCGCCCTCTATCATCTTCATTGATGAGTTGGATGCCATCGGCACCAAGC 

GCTTTGACAGTGAGAAGGCTGGGGACCGGGAGGTGCAGAGGACAATGCTGGAGCTTCTGAACCAGCTGGATGGCT 

TCCAGCCCAACACCCAAGTTAAGGTAATTGCAGCCACAAACAGGGTGGACATCCTGGACCCCGCCCTCCTCCGCT 

CGGGCCGCCTTGACCGCAAGATAGAGTTCCCGATGCCGAATGAGGAGGCCCGGGCCAGAATCATGCAGATCCACT 

CCCGAAAGATGAATGTCAGTCCTGACGTGAACTACGAGGAGCTGGCCCGCTGCACAGATGACTTCAATGGGGCCC 

AGTGCAAGGCTGTGTGTGTGGAGGCGGGCATGATCGCACTGCGCAGGGGTGCCACGGAGCTCACCCACGAGGACT 

ACATGGAAGGCATCCTGGAGGTGCAGGCCAAGAAGAAAGCCAACCTACAATACTACGCCTAGGGCACACAGGCCA 

GCCCCAGTCTCACGGCTGAAGTGCGCAATAAAAGATGGTTTAGGGTCCCTGCCAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAA 
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FIGURE 181 
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Ml^LPNIESPVTRQEKMATW^ 

NSEKIKVNKTLPYLVSNVIELLDVDPNDQEEDGANIDLDSQRKGKCAVIKTSTRQTYFLPVIGLVDAEKLKPGDL 
VGVNKDSYLILETLPTEYDSRVKAMEVDERPTEQYSDIGGLDKQIQELVEAIVLPMNHKEKFENLGIQPPKGVLM 
YGPPGTGKTLLARACAAQTKATFLKLAGPQLVQMFIGDGAKLVRDAFALAKEKAPSIIFIDELDAIGTKRFDSEK 
AGDREVQRTMLELLNQLDGFQPNTQVKVIAATNRVDILDPALLRSGRLDRKIEFPMPNEEARARIMQIHSRKMNV 
SPDVNYEELARCTDDFNGAQCKAVCVEAGMIALRRGATELTHEDYMEGILEVQAKKKANLQYYA 
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FIGURE 182 

GGCACCGCGCGGGACGGAGCTTGGCTGTTGGTCGGTGGGTTCCCGTGCGGCGGCGGCCAAGGAGGAGGAGACACA 

GTTGGAGCAGCTCCGTGGGCTGACTGGGGCGAGGCCTCAGCAGCGCGAGCTTGAGTGCGGCCGAGCCTGCGGCGC 

CTTCCCCTGCGGGTGGGGACGAGCGGGCCCCGCGGCGTCATCGGCGGCGAGGAGCCGCCGCGCCTCGGCCTAGCA 

TGTCGGAAGCGGGCGAGGAGCAGCCCATGGAGACGACGGGCGCCACCGAGAACGGACATGAGGCCGTCCCCGAAG 

CGAGTCGCGGCCGGGGCTGGACGGGCGCCGCGGCGGGGCTGGAGGCGCGACCGCCGCGCCCCCGAGCGGGAATCA 

GAACGGCGCCGAGGGACCAGATCAACGCCAGCAAGAACGAGGAGGACGCGGGAAAAATGTTCGTTGGTGGCCTGA 

GCTGGGATACTAGCAAAAAAGATTTAAAAGACTATTTTACTAAATTTGGAGAGGTCGTTGACTGTACAATAAAAA 

TGGATCCCAACACTGGACGGTCAAGAGGGTTTGGGTTTATCCTGTTCAAAGATGCAGCCAGTGTGGAGAAGGTCC 

TAGACCAGAAGGAGCACAGGCTGGATGGCCGTGTCATTGACCCTAAAAAGGCCATGGCTATGAAGAAGGACCCGG 

TCAAGAAAATCTTCGTTGGGGGTCTGAATCCTGAAAGTCCCACTGAGGAAAAGATCAGGGAGTACTTTGGCGAGT 

TTGGGGAGATTGAGGCCATTGAATTGCCAATGGATCCAAAGTTGAACAAAAGACGAGGTTTTGTGTTTATCACCT 

TTAAAGAAGAAGAACCCGTGAAGAAGGTTCTGGAGAAAAAGTTCCATACTGTCAGTGGAAGCAAGTGTGAGATCA 

AGGTGGCCCAGCCCAAAGAAGTCTATCAGCAGCAGCAGTATGGCTCTGGGGGCCGTGGAAACCGCAACCGAGGGA 

ACCGAGGCAGCGGAGGTGGTGGTGGAGGTGGAGGTCAGAGTCAGAGTTGGAATCAGGGCTACGGCAACTACTGGA 

ACCAGGGCTACGGCTACCAGCAGGGCTACGGGCCTGGCTATGGCGGCTACGACTACTCGCCCTATGGCTATTACG 

GCTACGGCCCCGGCTACGACTACAGTCAGGGTAGTACAAACTACGGCAAGAGCCAGCGACGTGGTGGCCATCAGA 

ATAACTACAAGCCATACTGAGGCGGCCAAGGGAGCGACCAACTGATCGCACACATGCTTTGTTTGGATATGGAGT 

GAACACAATTATGTACCAAATTTAACTTGGCAAACTTTCTATTGCCTGTCCCATGTGCATCTTATTTAAAATTTC 

CCCCATGGAAATCACTCTCCTGTTGACTATTTCCAGAGCTCTAGGTGTTTAGGCAGCGTGTGGTGTCTGAGAGGC 

CATAGCGCCATCATGGGCTGATTTTTATTACCAGGTCCCCGAGAAGCAGGTGAGAGGCTCTGCTTCCTGCTGCCG 

CTCTGCAGCCTGGACCTGTGGACCCTGGTTGTAAAGAGTAAATTGTATCTTAGGAAACCAGTGTCACCTTTTTTT 

CACCTTTTAATTTTATATTATTTGCGTCATACATTTCCTGTAACGGAAGTGTTAATTTTACTGTACTTTTTGGTA 

CCCCTTTTGGGAATCTAATGTATTGTAAGGTATTTTACACGTGTCCTGATTTTGCCACAACCTGGATATTGAAGC 

TATCCAAGCTTTTGAAATAAAATTTAAAAACCCCAAGCCTGGGTGAGTGTGGGAAAAAAAAAAAAAAA 
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FIGURE 183 

MSEAGEEQPMETTGATENGHEAVPEASRGRGWTGAAAGLEARPPRPRAGIRTAPRDQINASKNEEDAGKMFVGGL 
SWDTSKKDLKDYFTKFGEVVDCTIKMDPNTGRSRGFGFILFKDAASVEKVLDQKEHRLDGRVIDPKKAMAMKKDP 
VKKIFVGGLNPESPTEEKIREYFGEFGEIEAIELPMDPKLNKRRGFVFITFKEEEPVKKVLEKKFHTVSGSKCEI 
KVAQPKEVYQQQQYGSGGRGNRNRGNRGSGGGGGGGGQSQSWNQGYGNYWNQGYGYQQGYGPGYGGYDYSPYGYY 

GYGPGYDYSQGSTNYGKSQRRGGHQNNYKPY 
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FIGURE 184 

TAGCTGGATTCCAGCCATTGCTGCAGCTGCTCCACAGCCCTTTTCAGGACCCAAACAACCGCAGCCGCTGTTCCC 

AGGATGGTGATCCGTGTATATATTGCATCTTCCTCTGGCTCTACAGCGATTAAGAAGAAACAACAAGATGTGCTT 

GGTTTCCTAGAAGCCAACAAAATAGGATTTGAAGAAAAAGATATTGCAGCCAATGAAGAGAATCGGAAGTGGATG 

AGAGAAAATGTACCTGAAAATAGTCGACCAGCCACAGGTTACCCCCTGCCACCTCAGATTTTCAATGAAAGCCAG 

TATCGCGGGGACTATGATGCCTTCTTTGAAGCCAGAGAAAATAATGCAGTGTATGCCTTCTTAGGCTTGACAGCC 

CCACCTGGTTCAAAGGAAGCAGAAGTGCAAGCAAAGCAGCAAGCATGAACCTTAAGCACTGTGCTTTAAGCATCC 

TGAAAAATGAGTCTCCATTGCTTTTATAAAATAGCAGAATTAGCTTTGCTTCAAAAGAAATAGGCTTAATGTTGA 

AATAATAGATTAGTTGGGTTTXCACATGCAAACATTCAAAATGAATACAAAATTAAAATTTGAACATTATGGTGA 

TTATGGTGAGGAGAATGGGATATTAACATAAAATTATATTAATAAGTAGATATCGTAGAAATAGTGTTGTTACCT 

GCCAAGCCATCCTGTATACACCAATGATTTTACAAAGAAAACACCCTTCCCTCCTTCTGCCATTACTATGGCAAC 

TTAAGTGTATCTGCAGCTCTACATTAAAAAGGAGAAAGAGAAATAACCTGTCTCTCATTCCTAAGTTGCCTCATT 

AATTTTCATGAACAAGAATATGTACCTTTTTGATGCTATATTACTGCGATTAAAAAAGTTCTTGCAGGTAATGTT 

TATGTATAGTTAAACGTTGTAATTTCTTATCGTAATTATAACATTCCCATTCTTTGTAGATGAAACTCTACATAT 

GAACCACAGATTTTCTGAGCTTCTAAATGTAGCCTTTCATTGCACATTTCAGTGATCAGAATAGATATCCTTTTA 

CACGCACAAAAGCAATAGATTCATTCAGTGGACAAGTTCCTTGTTTAACTACACAGCTATGATGGAATCATATAT 

CCAAGTTCCTTGCCTCAGTGAAATATGCATATGTATATCATGAAGTGGGATGCCAAGTAAGCTTAAAATGCATTC 

TCTAGCAAAGAGATTAGACTTTTAAATAACTCTTATAAAACAGGTTGGCGATCATTTCCCAAGATTGGTTTCCCT 

TGAGTTTTTGTTAAAACAAATCTTAGTAGTTTTGCCCGTTTAAAACAACTCACAATCGTAAATGCTACTATTCCT 

AAGATATCTTACCTTTTTATTTCAGTTTAGCCATGTATTGTATGAGTGTATTAGTCTAAGCAGTGAGAATCTTTT 

CTATGCCTCTATTCCAGCAAAAAGTAGAAGTATCAAATAAAAAGGGCAACTTTTAAAATATTAAGCCTGAAGACT 

TCTAAAAAGACAAGAAACATGGCCTAAATAACCAACATAGATTTACATAGTAAGTTTCACACTACCTTATTACCA 

AAAGCAAACACCTCTTACTTTAAACTACATTATCATGTATATCTATTGTATGCTGGTCTTTACTTTTTGCCAAAA 

TCAACATATAATGAAGAGATGCCTTTGTTTGATGAGATTCAAACTTGATGCTATGCTTTAAAATAAACTCAGTAC 

TTTTAGAAACATAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 185 
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MVIRVYIASSSGSTAIKKKQQDVLGFLEANKIGFEEKDIAANEENRKWMRENVPENSRPATGYPLPPQIFNESQY 
RGDYDAFFEARENNAVYAFLGLTAPPGSKEAEVQAKQQA 
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ATGGCGGAGCGCGGGTACAGCTTTTCGCTGACTACATTCAGCCCGTCTGGTAAACTTGTCCAGATTGAATATGCT 
TTGGCTGCTGTAGCTGGAGGAGCCCCGTCCGTGGGAATTAAAGCTGCAAATGGTGTGGTATTAGCAACTGAGAAA 
AAACAGAAATCCATTCTGTATGAXGAGCGAAGTGTACACAAAGTAGAACCAATTACCAAGCATATAGGTTTGGTG 
TACAGTGGCATGGGCCCCGATTACAGAGTGCTTGTGCACAGAGCTCGAAAACTAGCTCAACAATACTATCTTGTG 
TACCAAGAACCCATTCCTACAGCTCAGCTGGTACAGAGAGTAGCTTCTGTGATGCAAGAATATACTCAGTCAGGT 
GGTGTTCGTCCATTTGGAGTTTCTTTACTTATTTGTGGTTGGAATGAGGGACGACCATATTTATTTCAGTCAGAT 
CCATCTGGAGCTTACTTTGCCTGGAAAGCTACAGCAATGGGAAAGAACTATGTGAATGGGAAGACTTTCCTTGAG 
AAAAGATATAATGAAGATCTGGAACTTGAAGATGCCATTCATACAGCCATCTTAACCCTAAAGGAAAGCTTTGAA 
GGGCAAATGACAGAGGATAACATAGAAGTTGGAATCTGCAATGAAGCTGGATTTAGGAGGCTTACTCCAACTGAA 
GTTAAGGATTACTTGGCTGCCATAGCATAACAATGAAGTGACTGAAAAATCCAGAATTTCAGATAATCTATCTAC 
TTAAACATGTTTAAAGTATGTTTTGTTTTGCAGACTTTTTGCATACTTATTTCTACATGGTTTAAATCGACTGTT 
TTTAAAATGACACTTATAAATCCTAATAAACTGTTAAACCC 
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FIGURE 187 

MAERGYSFSLTTFSPSGKLVQIEYALAAVAGGAPSVGIKAANGWLATEKKQKSILYDERSVHKVEPITKHIGLV 
YSGMGPDYRVLVHRARKLAQQYYLVYQEPIPTAQLVQRVASVMQEYTQSGGVRPFGVSLLICGWNEGRPYLFQSD 
PSGAYFAWKATAMGKNYVNGKTFLEKRYNEDLELEDAIHTAILTLKESFEGQMTEDNIEVGICNEAGFRRLTPTE 

VKDYLAAIA 
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GCGATTCGGTGGCACGTGGAGCCACGGCGTGGGAGTAGGGGGCTGAAGGCAGGCAGCAGCGGCCAGGGCCGCCCT 

CTGCTAGCCGCTTGGGTCTCGGGATACCCCGTTTCTTCCTGTAGGTGTGGGACGTGCGTGCGGCGAGATGGACAC 

TCCCCCGCTCTCGGATTCGGAGTCGGAATCCGATGAATCCCTTGTCACAGACAGAGAGTTGCAGGATGCGTTTTC 

CCGAGGGCTTCTGAAGCCAGGCCTCAATGTCGTGCTAGAGGGGCCGAAGAAGGCCGTGAACGACGTGAATGGCCT 

GAAGCAATGTTTGGCAGAATTCAAGCGGGATCTGGAATGGGTTGAAAGGCTCGATGTGACACTGGGTCCGGTACC 

GGAGATCGGTGGATCTGAGGCGCCAGCACCTCAGAACAAGGACCAGAAAGCTGTTGATCCAGAAGACGACTTCCA 

GCGAGAGATGAGTTTCTATCGCCAAGCCCAGGCCGCAGTGCTTGCAGTCTTACCCCGCCTCCATCAGCTCAAAGT 

CCCTACGAAGCGACCCACTGATTATTTTGCGGAAATGGCCAAATCTGATCTGCAGGTGCAGAAGATTCGACAGAA 

GCTGCAGACTAAACAGGCTGCCATGGAGAGGTCTGAAAAAGCTAAGCAACTGCGAGCACTTAGGAAATACGGGAA 

GAAGGTGCAAACGGAGGTTCTTCAGAAGAGGCAGCAGGAGAAAGCCCATATGATGAATGCTATTAAGAAATATCA 

GAAAGGCTTCTCTGATAAACTGGATTTCCTTGAGGGAGATCAGAAACCTCTGGCACAGCGCAAGAAGGCAGGAGC 

CAAAGGCCAGCAGATGAGGAAGGGGCCCAGTGCTAAACGACGGTATAAAAACCAGAAGTTTGGTTTTGGTGGAAA 

GAAGAAAGGCTCAAAGTGGAACACTCGGGAGAGCTATGATGATGTATCTAGCTTCCGGGCCAAGACAGCTCATGG 

CAGAGGCCTCAAGAGGCCTGGCAAGAAAGGGTCAAATAAGAGACCTGGAAAACGAACAAGAGAGAAGATGAAGAA 

CAGAACACACTAAATAGCATCTTTGAATACAAAGAACCAAGAAAAAGGAATGAAGACTCGCAATTTCACGACACA 

CTTTGATCCCTTCTGTTGGTGTCATGTTGTAAACATTTCTTTCAATAAACTAAAGAAAAATTATTAAAGGAACAC 

ATACCTTTGGTTAAATAGTCTAGACTAAAAGATTGAGAAGTTACTTTCCATTGCTATCTATTGATAATTTAGACA 

TTGAGTTCAAATTGCCTTCATTTTATGATAAATAATGATTTAACTGAAAA 
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MDTPPLSDSESESDESLVTDRELQDAFSRGLLKPGLNV^ 

PVPEIGGSEAPAPQNKDQKAVDPEDDFQREMSFYRQAQAAVLAVLPRLHQLKVPTKRPTDYFAEMAKSDLQVQKI 
RQKLQTKQAAMERSEKAKQLRALRKYGKKVQTEVLQKRQQEKAHMMNAIKKYQKGFSDKLDFLEGDQKPLAQRKK 
AGAKGQQMRKGPSAKRRYKNQKFGFGGKKKGSKWNTRESYDDVSSFRAKTAHGRGLKRPGKKGSNKRPGKRTREK 

MKNRTH 
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FIGURE 190 

GCCGCGCCGGCTCTGGGCACTCAGCATCGTTTCCTTTTCCTCCGCTGGAGCAGCTATGGCGGCGGTGAAGACCCT 

GAACCCCAAGGCCGAGGTGGCCCGAGCGCAGGCGGCGCTGGCGGTCAACATCAGCGCAGCGCGGGGTCTGCAGGA 

CGTGCTAAGGACCAACCTGGGGCCCAAGGGCACCATGAAGATGCTCGTTTCTGGCGCXGGAGACATCAAACTTAC 

TAAAGACGGCAATGTGCTGCTTCACGAAATGCAAATTCAACACCCAACAGCTTCCTTAATAGCAAAGGTAGCAAC 

AGCCCAGGATGATATAACTGGTGATGGTACGACTTCTAATGTCCTAATCATTGGAGAGCTGCTGAAACAGGCGGA 

TCTCTACATTTCTGAAGGCCTTCATCCTAGAATAATCACTGAAGGATTTGAAGCTGCAAAGGAAAAGGCCCTTCA 

GTTTTTGGAAGAAGTCAAAGTAAGCAGAGAGATGGACAGGGAAACACTTATAGATGTGGCCAGAACATCTCTTCG 

TACTAAAGTTCATGCTGAACTTGCAGATGTCTTAACAGAGGCTGTAGTGGACTCCATTTTGGCCATTAAAAAGCA 

AGATGAACCTATTGATCTCTTCATGATTGAGATCATGGAGATGAAACATAAATGTGAAACTGATACAAGCTTAAT 

CAGAGGGCTTGTTTTGGACCACGGAGCACGGCATCCTGATATGAAGAAAAGGGTGGAGGATGCATACATCCTCAC 

TTGTAACGTGTCATTAGAGTATGAGAAAACAGAAGTGAATTCTGGCTTTTTTTACAAGAGTGCAGAAGAGAGAGA 

AAAACTCGTGAAAGCTGAAAGAAAATTCATTGAAGATAGGGTTAAAAAAATAATAGAACTGAAAAGGAAAGTCTG 

TGGCGATTCAGATAAAGGATTTGTTGTTATTAATCAAAAGGGAATTGACCCCTTTTCCTTAGATGCTCTTTCAAA 

AGAAGGCATAGTCGCTCTGCGCAGAGCTAAAAGGAGAAATATGGAGAGGCTGACTCTTGCTTGTGGTGGGGTAGC 

CCTGAATTCTTTTGACGACCTAAGTCCTGACTGCTTGGGACATGCAGGACTTGTATATGAGTATACATTGGGAGA 

AGAGAAGTTTACCTTTATTGAGAAATGTAACAACCCTCGTTCTGTCACATTATTGATCAAAGGACCAAATAAGCA 

CACACTCACTCAGATCAAAGATGCAGTGAGGGACGGCTTGAGGGCTGTCAAAAATGCTATTGATGATGGCTGTGT 

GGTTCCAGGTGCTGGTGCCGTGGAAGTGGCAATGGCAGAAGCCCTGATTAAACATAAGCCCAGTGTAAAGGGCAG 

GGCACAGCTTGGAGTCCAAGCATTTGCTGATGCATTGCTCATTATTCCCAAGGTTCTTGCTCAGAACTCTGGTTT 

TGACCTTCAGGAAACATTAGTTAAAATTCAAGCAGAACATTCAGAATCAGGTCAGCTTGTGGGTGTGGACCTGAA 

CACAGGTGAGCCAATGGTGGCAGCAGAAGTAGGCGTATGGGATAACTATTGTGTAAAGAAACAGCTTCTTCACTC 

CTGCACTGTGATTGCCACCAACATTCTCTTGGTTGATGAGATCATGCGAGCTGGAATGTCTTCTCTGAAAGGTTG 

AATTGAAGCTTCCTCTGTATCTGAATCTTGAAGACTGCAAAGTGATCCTGAGGATTACAGCTGTGGAATTTTTGT 

CCAAGCTTCAAATAATTTTGAAAGAAATTTTCCCATATGAAAAAAGGAGAGAACACTGGCATCTGTTGAAATTTG 

GAAGTTCTGAAATTATAGTATTTTTAAAAATTGCACTGAAGTGTATACACATAAAGCAGGTCTTTTATCCAGTGA 

ACAGGATGTTTTGCTTTAGCAGCAGTGACATAAAATTCCATGTTAGATAAGCATATGTTACTTACCTTGTTATTA 

AATATTTCTTGAAAAGCAAATTTTAATGGTTAATTTTATGTGGACGTATGTTAAATTATCCAAACTACCCTATTG 

TTAAGCATTTGGTTTTAAAATTTTTATGCTAATATAAATGCTCAAGTAATTTAAAATATTGAAAGCATCCCTGTT 

GGTATAAATTTCTGAGTAAATGCATTGGATCAGTTGGACTTTGAACGCCCTTTGAAATGGCTTTGCTAAAATGCT 

CCCGCCACAAAGTTGTAGGAAATGGGAAGAGGAGTCAACTAGAGGCAAGGGAGTTGAGAGAGCTGCAACTGTAAA 

GGGCAAGAACAGGCAGAGGTAAAAAGATGATGGAAGGTGTGGTGACTAAGGGCCACGGTTATTGGGTGAAATTTG 

AGATGTAGGCCAACTGTATTTTCAAGCTTCTGAACTTAAGGCAAAATATTCATCGCAAAGTCTCTAGCGTCATAT 

TTTTCTCACCCAAATTACGTTTCCACGAGTTATTATATATAGTTGGTCTATCTCTGCAGTCCTTGAAGGTGAAGT 

TGTGTGTTACTAGGCTGTGTTTTGGGATGTCAGCAGTGGCCTGAAGTGAGTTGTGCAATAAATGTTAAGTTGAAA 

CCTCAAAAAAAA 
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FIGURE 191 

MAAVKTLNPKAEVARAQAJUiiAVNI SAARGLQDVLRTNLGPKGTMKMLVSGAGD IKLTKDGNVLLHEMQIQHPTAS 
LIAKVATAQDDITGDGTTSNVLIIGELLKQADLYISEGLHPRIITEGFEAAKEKALQFLEEVKVSREMDRETLID 
VARTSLRTKVHAELADVLTEAWDSILAIKKQDEPIDLFMIEIMEMKHKSETDTSLIRGLVLDHGARHPDMKKRV 
EDAYILTCNVSLEYEKTEVNSGFFYKSAEEREKLVKAERKFIEDRVKKIIELKRKVCGDSDKGFWINQKGIDPF 
SLDALSKEGIVALRRAKRRNMERLTLACGGVALNSFDDLSPDCLGHAGLVYEYTLGEEKFTFIEKCNNPRSVTLL 
IKGPNKHTLTQIKDAVRDGLRAVKNAIDDGCWPGAGAVEVAMAEALIKHKPSVKGRAQLGVQAFADALLIIPKV 
LAQNSGFDLQETLVKIQAEHSESGQLVGVDLNTGEPMVAAEVGVWDNYCVKKQLLHSCTVIATNILLVDEIMRAG 

MSSLKG . 
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GCCGCGCCGGCTCTGGGCACTCAGCATCGTTTCCTTTTCCTCCGCTGGAGCAGCTATGGCGGCGGTGAAGACCCT 

GAACCCCAAGGCCGAGGTGGCCCGAGCGCAGGCGGCGCTGGCGGTCAACATCAGCGCAGCGCGGGGTCTGCAGGA 

CGTGCTAAGGACCAACCTGGGGCCCAAGGGCACCATGAAGATGCTCGTTTCTGGCGCTGGAGACATCAAACTTAC 

TAAAGACGGCAATGTGCTGCTTCACGAAATGCAAATTCAACACCCAACAGCTTCCTTAATAGCAAAGGTAGCAAC 

AGCCCAGGATGATATAACTGGTGATGGTACGACTTCTAATGTCCTAATCATTGGAGAGCTGCTGAAACAGGCGGA 

TCTCTACATTTCTGAAGGCCTTCATCCTAGAATAATCACTGAAGGATTTGAAGCXGCAAAGGAAAAGGCCCTTCA 

GTTTTTGGAAGAAGTCAAAGTAAGCAGAGAGATGGACAGGGAAACACTTATAGATGTGGCCAGAACATCTCTTCG 

TACTAAAGTTCATGCTGAACTTGCAGATGTCTTAACAGAGGCTGTAGTGGACTCCATTTTGGCCATTAAAAAGCA 

AGATGAACCTATTGATCTCTTCATGATTGAGATCATGGAGATGAAACATAAATCTGAAACTGATACAAGCTTAAT 

CAGAGGGCTTGTTTTGGACCACGGAGCACGGCATCCTGATATGAAGAAAAGGGTGGAGGATGCATACATCCTCAC 

TTGTAACGTGTCATTAGAGTATGAGAAAACAGAAGTGAATTCTGGCTTTTTTTACAAGAGTGCAGAAGAGAGAGA 

AAAACTCGTGAAAGCTGAAAGAAAATTCATXGAAGATAGGGTTAAAAAAATAATAGAACTGAAAAGGAAAGTCTG 

TGGCGATTCAGATAAAGGATTTGTTGTTATTAATCAAAAGGGAATTGACCCCTTTTCCTTAGATGCTCTTTCAAA 

AGAAGGCATAGTCGCTCTGCGCAGAGCTAAAAGGAGAAATATGGAGAGGCTGACTCTTGCTTGTGGTGGGGTAGC 

CCXGAAXTCTTTXGACGACCXAAGTCCTGACXGCXTGGGACAXGCAGGACTXGXAXATGAGTAXACAXXGGGAGA 

AGAGAAGTTTACCTTTATTGAGAAATGTAACAACCCTCGTTCTGTCACATTATTGATCAAAGGACCAAATAAGCA 

CACACTCACTCAGATCAAAGATGCAGTGAGGGACGGCTTGAGGGCTGTCAAAAATGCTATTGATGATGGCTGTGT 

GGTTCCAGGTGCTGGTGCCGTGGAAGTGGCAATGGCAGAAGCCCTGATTAAACATAAGCCCAGTGTAAAGGGCAG 

GGCACAGCTTGGAGTCCAAGCATTTGCTGATGCATTGCTCATTATTCCCAAGGTTCTTGCTCAGAACTCTGGTTT 

TGACCTTCAGGAAACATTAGTTAAAATTCAAGCAGAACATTCAGAATCAGGTCAGCTTGTGGGTGTGGACCTGAA 

CACAGGTGAGCCAATGGTGGCAGCAGAAGTAGGCGTATGGGATAACTATTGTGTAAAGAAACAGCTTCTTCACTC 

CTGCACTGTGATTGCCACCAACATTCTCTTGGTTGATGAGATCATGCGAGCTGGAATGTCTTCTCTGAAAGGTTG 

AATTGAAGCTTCCTCTGTATCTGAATCTTGAAGACTGCAAAGTGATCCTGAGGATTACAGCTGTGGAATTTTTGT 

CCAAGCTTCAAATAATTTTGAAAGAAATTTTCCCATATGAAAAAAGGAGAGAACACTGGCATCTGTTGAAATTTG 

GAAGTTCTGAAATTATAGTATTTTTAAAAATTGCACTGAAGTGTATACACATAAAGCAGGTCTTTTATCCAGTGA 

ACAGGATGTTTTGCTTTAGCAGCAGTGACATAAAATTCCATGTTAGATAAGCATATGTTACTTACCTTGTTATTA 

AATATTXCTTGAAAAGCAAATTTTAATGGTTAATTTTATGTGGACGTATGTTAAATTATCCAAACTACCCTATTG 

TTAAGCATTTGGTTTTAAAATTTTTATGCTAATATAAATGCTCAAGTAATTTAAAATATTGAAAGCATCCCTGTT 

GGTATAAATTTCTGAGTAAATGCATTGGATCAGTTGGACTTTGAACGCCCTTTGAAATGGCTTTGCTAAAATGCT 

CCCGCCACAAAGTTGTAGGAAATGGGAAGAGGAGTCAACTAGAGGCAAGGGAGTTGAGAGAGCTGCAACTGTAAA 

GGGCAAGAACAGGCAGAGGTAAAAAGATGATGGAAGGXGTGGTGACTAAGGGCCACGGTTATTGGGTGAAATTTG 

AGATGXAGGCCAACXGTATTTXCAAGCTTCXGAACXXAAGGCAAAAXAXTCAXCGCAAAGTCXCTAGCGXCATAX 

XTXTCTCACCCAAATXACGTTXCCACGAGXTATTATATATAGTXGGXCTATCTCTGCAGXCCTTGAAGGTGAAGX 

TGXGXGTTACXAGGCXGTGXTTXGGGATGXCAGCAGTGGCCTGAAGXGAGXTGTGCAATAAAXGTXAAGTTGAAA 

CCXCAAAAAAAA 



REPLACEMENT SHEET 

206/2682 

FIGURE 193 

MAAVKTLNPKAEVARAQAALAVNI S AARGLQDVLRTNLGP KGTMKMLVSGAGD I KLTKDGNVLLHEMQ I QHP TAS 
LIAKVATAQDDITGDGTTSNVLIIGELLKQADLYISEGLHPRIITEGFEAAKEKALQFLEEVKVSREMDRETLID 
VARTSLRTKVHAELADVLTEAVVDSILAIKKQDEPIDLFMIEIMEMKHKSETDTSLIRGLVLDHGARHPDMKKRV 
EDAYILTCNVSLEYEKTEVNSGFFYKSAEEREKLVKAERKFIEDRVKKIIELKRKVCGDSDKGFWINQKGIDPF 
SLDALSKEGIVALRRAKRRNMERLTLACGGVALNSFDDLSPDCLGHAGLVYEYTLGEEKFTFIEKCNNPRSVTLL 
IKGPNKHTLTQIKDAVRDGLRAVKNAIDDGCWPGAGAVEVAMAEALIKHKPSVKGRAQLGVQAFADALLIIPKV 
LAQNSGFDLQETLVKIQAEHSESGQLVGVDLNTGEPMVAAEVGVWDNYCVKKQLLHSCTVIATNILLVDEIb4RAG 

MSSLKG 
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GGCCCCAATGAGTGGCACACAGTCTACTATCACCGACAGGTTTCCCCTCAAAAAACCTATAAGGCATGGAAGTAT 

TTTGAACCGAGAGTCACCAACAGATAAGAAGCAGAAAGTTGAGCGCATTGCATCACATGATTTTGACCCCACAGA 

TAGCTCCTCCAAGAAGACAAAGTCTAGTTCAGAGGAGAGTAGATCCGAGATATATGGTCTTGTTCAGCGTTGCGT 

AATCATCCAGAAAGATGACAATGGATTTGGGCTGACGGTCAGTGGAGACAATCCAGTCTTCGTACAGTCTGTCAA 

AGAAGATGGAGCAGCCATGCGGGCTGGAGTACAGACAGGTGATCGAATCATCAAGGTGAATGGAACTCTGGTGAC 

TCATTCAAATCATCTGGAGGTGGTGAAGCTAATCAAATCTGGTTCCTATGTAGCTCTCACTGTTCAGGGACGCCC 

ACCTGGGTCGCCCCAGATTCCACTTGCCGACTCTGAAGTAGAGCCGTCAGTCATTGGACATATGTCTCCCATCAT 

GACATCTCCTCATTCACCTGGAGCATCTGGGAATATGGAGAGAATCACTAGTCCTGTGCTCATGGGGGAGGAAAA 

CAATGTGGTTCATAACCAGAAAGTAGAAATTCTGAGAAAAATGTTACAGAAAGAACAGGAACGGCTACAGTTATT 

GCAGGAAGATTACAACCGAACACCTGCCCAAAGATTGCTAAAAGAGATCCAAGAGGCCAAGAAACACATTCCTCA 

GCTGCAAGAGCAGTTATCCAAAGCCACAGGCTCTGCTCAGGATGGAGCTGTAGTTACACCCTCCAGACCTTTAGG 

GGACACCCTAACAGTCAGTGAGGCAGAAACAGATCCTGGAGATGTACTGGGCAGGACTGACTGTAGCAGTGGAGA 

TGCTTCTCGGCCCAGTAGTGACAATGCAGATAGTCCCAAGAGTGGCCCAAAAGAGAGAATTTATCTAGAGGAAAA 

CCCAGAGAAAAGTGAAACAATTCAGGACACTGACACTCAATCACTTGTCGGAAGTCCCTCAACCCGTATAGCACC 

TCATATTATTGGAGCAGAAGATGATGATTTTGGTACTGAACATGAACAGATCAATGGACAGTGCAGCTGTTTCCA 

GAGCATTGAATTACXAAAATCTCGCCCGGCTCATTTGGCTGTTTTCTTACACCATGTAGTTTCACAATTTGACCC 

TGCGACTTTGCTCTGTTATCTCTATTCAGACCTGTATAAACATACCAATTCCAAAGAAACTCGICGCATCTTCCT 

TGAGTTTCATCAGTTCTTTCTAGATCGATCAGCACACCTGAAAGTTTCTGTTCCTGATGAAATGTCTGCAGATCT 

AGAAAAGAGAAGACCTGAGCTCATTCCTGAGGATCTGCATCGCCACTATATCCAAACTATGCAAGAAAGAGTCCA 

TCCAGAAGTTCAAAGGCACTTAGAAGATTTTCGGCAGAAACGTAGTATGGGACTGACCTTGGCXGAAAGCGAGCT 

GACTAAACTTGATGCAGAGCGAGACAAGGACCGATTGACTTTGGAGAAGGAGCGGACATGTGCAGAACAGATTGT 

TGCCAAAATTGAAGAAGTATTGATGACTGCTCAGGCTGTAGAGGAAGATAAGAGCTCCACCATGCAGTATGTTAT 

TCTCATGTATATGAAGCATTTGGGAGTAAAAGTGAAAGAGCCTCGAAATTTGGAGCACAAACGGGGTCGGATTGG 

ATTTCTTCCCAAAATCAAGCAAAGTATGAAGAAAGAXAAAGAAGGGGAAGAAAAAGGGAAGCGAAGAGGATTCCC 

CAGCATCCTGGGACCCCCACGGAGACCAAGCCGXCATGACAACAGTGCAATTGGCAGAGCCATGGAACTACAGAA 

GGCGCGCCACCCXAAGCACXXAICCACACCCICAICXGXGAGXCCXGAACCXCAGGACICIGCCAAGIXGCGCCA 

GAGXGGGXXAGCAAAIGAAGGAACAGACGCXGGAXACCXGCCXGCCAAXXCCAXGICXICXGXAGCXXCAGGGGC 

CXCXXXXICCCAGGAAGGAGGGAAAGAGAAXGAXACAGGAICAAAGCAAGIXGGAGAAACAICAGCACCXGGAGA 

CACCIIAGAXGGCACACCXCGXACXCXCAAXACXGXCXXXGAIXICCCACCACCXCCAXXAGACCAAGIGCAGGA 

GGAGGAAXGIGAAGXAGAAAGGGXGACXGAACAIGGGACACCAAAGCCCXIXCGAAAGXIIGACAGXGXAGCIXI 

XGGAGAAAGXCAAAGIGAGGAXGAACAAXXXGAAAAIGACXXAGAGACAGACCCACCCAACXGGCAGCAGCXXGX 

XAGICGAGAAGXGXXACXGGGACXAAAACCIIGXGAAAXCAAAAGACAGGAAGXGAXIAAXGAAXXGXXCIACAC 

IGAAAGAGCXCAIGXICGAACACXGAAGGXICXXGAXCAAGIGIXCXAXCAGCGAGXAICCAGAGAAGGAAIXCX 

GXCACCCXCAGAGCXACGGAAAAIXXXXXCAAACIXGGAAGAXAXXCIXCAACXXCAIAXIGGAIXGAAXGAACA 

AAXGAAGGCIGIICGAAAGAGAAAIGAGACCXCXGXXAICGAXCAGAIXGGGGAAGAXXXGCIGACAXGGXICAG 

CGGACCAGGAGAGGAGAAAIXGAAACAXGCIGCIGCIACCXIIXGCAGXAACCAACCIXICGCCCIGGAAAIGAI 

CAAAICICGICAGAAAAAGGAXICXCGAXIXCAGACIIIXGXGCAAGAIGCIGAAAGIAAXCCACIGXGICGXCG 

XCXXCAACXGAAGGAXAXXAXXCCCACICAAAXGCAAAGGCXXACXAAGXACCCACXICIGXIGGAXAAIAXIGC 

CAAAXACACAGAAXGGCCAACAGAAAGGGAGAAGGXGAAGAAAGCIGCAGAXCACXGXCGXCAGAXCIXAAAIXA 

IGXAAAICAGGCXGXCAAGGAGGCAGAAAACAAGCAGCGCCXAGAAGAXXAXCAGCGICGCCIXGAXACCICCAG 

CCTGAAGTTGTCAGAGTACCCAAATGTTGAAGAGCTCAGGAATTTGGATTTAACAAAAAGGAAGATGATTCATGA 

AGGGCCATTGGTTTGGAAGGTGAATAGAGATAAAACTATTGATTTATACACGTTGCTGCTGGAAGACATTCTTGT 

ATTGTTACAAAAGCAGGATGATAGACTGGTTTTAAGGTGTCATAGTAAGATTCTGGCATCTACAGCTGATAGCAA 

ACACAGGTTTAGCCCTGTCATTAAGTTGAGTACAGTGTTGGTTCGACAAGTGGCAACAGATAACAAAGCTTTATT 

CGTCATTTCCATGTCAGACAATGGCGCTCAGATTTATGAACTGGTGGCACAGACAGTTTCTGAAAAGACTGTCTG 

GCAGGACCTAATCTGTCGGATGGCTGCATCAGTGAAGGAGCAATCCACAAAGCCAATTCCATTACCACAGTCAAC 

ACCTGGCGAAGGAGATAATGATGAAGAAGATCCTTCAAAATTAAAAGAGGAGCAGCATGGCATTTCAGTCACTGG 

TTTGCAGAGTCCAGACAGAGATTTGGGATTAGAATCTACCTTAATATCGTCAAAACCTCAGTCTCATTCACTGAG 
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TACCXCXGGGAAATCAGAGGTACGTGAXCXGXXTGXGGCXGAGAGACAGTXXGCAAAGGAACAACAXACAGATGG 

GACACTAAAGGAAGTTGGAGAAGATTATCAAATCGCAATCCCAGATTCACACCTGCCTGTCTCAGAAGAACGGTG 

GGCATTGGATGCACXAAGAAATTTGGGTTTGTTGAAGCAGTTGCTGGTGCAACAGCTAGGTTTGACTGAGAAGAG 

CGTTCAGGAAGACTGGCAACATTTCCCAAGATACAGAACAGCCTCTCAGGGGCCGCAGACAGACAGTGTCATCCA 

GAACTCTGAAAATATTAAGGCCTATCATTCTGGTGAAGGACATATGCCCTTTAGAACTGGAACTGGTGACATTGC 

AACTTGTTACAGTCCACGGACTTCAACTGAATCTTTTGCTCCACGGGATTCAGTGGGACTGGCACCCCAGGATAG 

CCAGGCAAGTAACATTTTAGTAATGGACCACATGATTATGACCCCAGAGATGCCTACCATGGAGCCAGAAGGGGG 

TCTTGATGACAGTGGAGAGCACTTTTTTGATGCCCGTGAAGCACATAGTGATGAGAATCCATCAGAAGGTGATGG 

AGCAGTTAACAAGGAAGAGAAGGATGTTAATTTACGCATCTCAGGAAACTATTTGATCCTTGATGGCTATGACCC 

AGTGCAGGAGAGTTCCACAGATGAGGAGGTTGCTTCCTCACTTACCCTGCAGCCCATGACAGGCATCCCTGCTGT 

GGAATCCACCCACCAGCAGCAACATTCTCCTCAGAATACTCACTCCGATGGGGCAATTTCACCATTCACCCCCGA 

ATTTCTGGTCCAGCAGCGCTGGGGAGCTATGGAGTATTCCTGTTTTGAGATCCAGAGTCCCTCCTCTTGTGCAGA 

TTCACAGAGCCAGATCATGGAGTACATTCATAAGATAGAGGCTGACCTTGAACACTTAAAGAAGGTGGAGGAAAG 

TTACACCATTCTTTGCCAAAGGCTGGCTGGATCAGCCCTCACAGACAAGCACTCAGATAAAAGTTA^GCCGCAT 

GTCCTGGAGGTGACTGCAGGTTGTTGGATTTGGAGTATCGGCCGTGTCTCACCACATCCTGGCTCCAGXGTGGAT 

GCAGAGAGAGTGTGACAGAGGATCTGCCTGTGAACCACCTGGGATTAGTCAAGTCCCAAGGTGCCCAGAGTGGGA 

CTAGTTCTTCACAGTGTGGCAGCTGCACTAATCTGTTTGTGAGGGAATATCCATTCCCTCAGTCTACTCTCCTCA 

CTATCGGAAATTCATTTTGATTCAGAATAAAAACCAAATGTATAGAGCTTTGGGTGTAGGATATGAAATTGTACT 

TAGATTTAAGAAAAAGAGAAAATCAGATGTATTTATTTGACTTCATTCCGTATTTGAAAGCACATTTTAATTTTT 

ATTTGCCTTGTTTTGTTTTAATTGAGTAGTGAGAGTTTTAGACCTTTGTCTTTAGTACACCCAAGGATCAACTGC 

TCCTGAAGCAAAGAGGTCAGGATGGAGTATGCAGAAGTTGGGTAGAGAGGTTAAGAAGAGGAGGAAGTGAGACGG 

GGAAGGGAGGAGCACCTTGCTTCACTATACAGTATTCCAAGCTCTCTGCTGTCCAGTAGGCTGCTTCTCTGAGGG 

TCACCTCAAAGGTATGCTATGCCGTGTGGCTCTTATGTGCCCAGGTGGTGTGGTCAGAGAGTGGATGGGCTTCCT 

CCCGCCCTGAGGCAAGCACCTCTTCTCTGTAGCTGGGATCAACCACAATTAATAGGAATCCTCAACATACTAAAT 

AGCAGGCACTTGAAAATGGGTGTGTTTTCTTCCATTGTCGTCTTTTCTATTGAGGGTTGGGATTTGGGTGGGAGA 

GGAAAGCAAATTTTATTTTCTTGACTATAAATTTGTTATTCTTGGTATCATTTCATTTTTATAATTATACATTAG 

ACATTGGCACTTGTGTAAAACTGTCCCTGCAGATTGAGCAGGAAGTAAAAACAAATGGAAATGCTTCGGATAGTG 

GCAGGGGTGGGGGTTGCTAAGGAAAGGGTGGGATGGGAGTGGGTAAAGAGTTTGGGAAGGTTATCTAACTGAATC 

ACTACTGAGTTGAATCATGGCTATCATTAGCCACAGGTACTGCTGATTATAAGGCCAGTAAAATTTTAGTACCTG 

GAGGTTTGACTCTAATTTTTGCACTGATGGTGCCAAAGGGCCCTGAGTCAAAAGGATAGCCAAGGGTGGAGTGGA 

AAAAGATATGGTGAAGGCAGAACTGCTCACACCAGCTCCAGAAGCACGTCCTCTGACTTCACTGCCGCAGCTCTT 

TCCACACGGGGCCGTGATTGACCCTAAAAATTGCAGACCAGCACATACACTGGACACTGCAGGCAAGGTGTTGGT 

AACTGCCTGCTCTAGGATGAATAGTAGCGTTAGCAGCACCCTACAGAGGGTAAGTTTCAGAATTGTAATTTGAGA 

ACTCCTTCAATTATATTGACTTTCTTTGGTTTTCCTTGTGCATTAGGTATATATTTTTTGAAGTATTTTTGCCAA 

CTAAAATGAAGTCTGTAAATTCTGTTAATAAACAAGGAGTTCATCCGTTGCTCACATCTTTCATTGGTGCCCTCT 

GAACTCTGTGGGTTGCTAGGATGTAATTTTAATGCTTCCCTGCAGTCCAAAGATGATTTTTTCACCACAAATGGT 

AAGGGATGCCCACCTACTTTTATAAACACCACTGCAACTTAACAAGTTTATTTATCTATGTCCAGATTTCTGTTT 

CTGTCCTAAATTGATCTGTGTTTTTAGGTGGATCAACTTGGATCTTTAGACCTCATCTATAAATTGAAATTATAT 

TXTTAGTCAXAAGCCAAGXACAAXCXAACXCAGAATGGGAXXAAAAATTXXAGAAGCAGAAGCXAAXATAXAAAX 

GAAGTTTGGGATTTGGAACTTTCTGTATCTCTTAGGAGGAACAAGTAAAAACCAAATGGTTACATTGTGCTGCTA 

GAAATAATGTCATTCTCAATTAAAAGGGTTACACCTGTAGCCACTTGACACTAACACCATCGAGGGCAATTAATC 

AGGAGAAAAGTAAATATAAAAACTTTGCTCTTAACGTCACACACTACAGGGTAATTATGTAATTCTCTAGCACTC 

AATTAAGAAGCTTGTAGGTTAGCAAAATTTCAGTTTCTCTAGTTCAGCCAGTGTCTTGTCCTTAGTAATTATTTG 

CTTTCCCTGCAGTTCAATTTCTCCTTGGAACTCTAACAGGACTAACTGGAAAAATACTTTGACCATAGCTCTAGT 

ACTTCCAAATAAATTCATATCTAGATTTTCAAACAAAGCCCCAAGATGAAGTCTAATTCTGAAAATATCTCACAA 

TTTTTGAATGTTCTTTTTATCTTACCGACCTAACTTCTCTTTTCCCTCCCAACTTGGCCTCCCACACGTTCCATT 

TCATTTTGGCCATTAXAGTCACATCCGTTTGACTTTGGTTGTGACATCTTCCTTTCAGGATGATGGAATTAGATG 

CAGTCTGXCTXXGAGXGAGACXGGXCACCATCAGAGGAGXTXXXTCTAAGXGACGXGACXAGAAGXXGAAATCXA 
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CTTCCCTGCTAAAGGGCACAGGGGTGGTGTACAAAGAAAGCTACCTTCCCAGAGCAAGCAGGCTGCATTTTAGCT 

ATGGAAGTGACCTGCTGTGACACTGTGCTCTCTTCTGTGGGCTTAATGGTTCCTTTGCTATGAAGTGGCAAATTA 

CATGTAGAGTGTCTCCTTCCTTTTCAGAGAACAGTTAATCAAGGCAAATCAGCAAGCCCCCAAAGTGCTGTAATT 

TAACATCATGATTACCACCTTCGAAGCTATATATTTTGCATACTTTAAAATCACCTAACTTGGACTGCTTGAATT 

ACATTGGCTTTTAGAACCGAAATTGTAACTATGTATTGTATTTCATGGGAGGTATATTTTATGAGCTTTTTGGCT 

TTCTTTTTTCCCACAGCAACTGCCAATGAAGGATGAATCCCCTTTTTAAAAAGTTGTTGTTGTTGTTGTTTATTT 

GATTTTGAGTTAGGAGGGATAATAGAGAAGTCCATTTAAAAATTATTTTTAGAAGCTAAAGAAAGTAATTATGCT 

TCCTGTGAATTGTCTTTTACTGGCATCTTTGTTTTCCTCTTTGATGTTAGTAAATTTGGTGTAATACGTGGGGCT 

TCCATATTTCAAAGTGGAAGCTTTCTTCTCTGAAGTCGATAXATGGTTXTGAATTACTAGAGCTTTGGTCAGTAT 

TTCCTTCCCTATATGTCACAGAGGGCACCACTGAGAACTGCGTGCATAGGACCTCAAAATACAAAATTAGCAGGG 

CCTCACAGTCAGCTTCCTCATGGCTAGTTTTTCCCCCTTATATTACAATTTTTGTTTTATAAGTCATTTTTTTCC 

TGATATTTCCACCACTTTTCAGAGTCATCTACAAAATTTTTCTTTCCTCAAGAAAAGAGTTCCTTTTGCCTTATT 

CCTTATGCCTTCCCCACTGGTATTGAGGGTTTTGATAATAAATTGGTAGGAAAAAAAAGTACCTCCTAGAAGGAA 

GCCTTCCCCACCATTTCCAGGTGCCAACTGCTAAGCAGATATATTCCAAAAATGGTAACTGTCATGTGCACACTG 

TTGGTTATTTTTAATAAGCCTCTTCCTACTAGAACATTTTATTTTCCTTGTTCACCATACAATCATGTACTCTTT 

AACAGAAATTGCTTTTAAAAAATATCTGGAACTATCTTTAAAAAAACTTTATTAATAATCATGTATTTTTACTGA 

TCACATTTTGAAATGCCTAAAAGACTTTATTGTTCTAATTATCCAGATGTACCTTTGTAAAATAGCTCTTTTATG ' 

AATTAGCTGATAAGGCTGTATGTTTCTGGAACAAAATATTGGTCATCTAAAAACTTTCTGTTTTCTGGGGTCTGG 

GAAAATAGAAAATAAGATTTCAAATATTAAATAAGCTTAAAGGAACCAAGCATGTGACTTTTACTTTGTATTCTG 

GTTGATTTGTCTTGTCCAAGTXATATTAGAAAAGTTGAGGAGTCGAGGAGCCTGTAATTAATTTTCCTGTCAGTG 

ACTGTCAGACATCTTCCTGCTTATTAGAGCATCCCTAGCAACAAGGCTAAACCTTCATGACAGTGCTGGCAGGTG 

GGCTTGCCCTAGCATGTGGGGCAGGTTTGTTGTTTTTTTAATAGCTTTATTGAGATATTCACATATCATATAATT 

CATCCATTTAAAGTGTATAATCAGATGGGTTTTGGTATATTATTGATTTTTAATTGTGGTGAAATATATATATAA 

CAAAATTTGCTATTGTAACTATTTTTAAGTATAAAGTTCAGTGAGGTAGGCCAGCTTTTATGACGCACCTGAAGA 

TAACTTTGGTTTTAATCCTACCCTAAATGAAGCATATGCCTCTATTTTTCCTGTCCCCAGTGCTGGGCTTCTTCA 

CATACCAACATTTCTGTGCTTTTACCAACAGCATTTTAGCTCAGAAGGCTCGCTTACTTTGGGCATTTGCTGTATv 

TTTGGTTTTGAAATACTTGTAATTTGACTTATTCTTGGGATAATATTTTAGTTTTCAGTCATTCAAGGGCACATT 

TGGCTGACGGAGCTAATAAGCGTAATAAAATGCTTAGTAGTTTATACCATCTTTTAGTTAAACATTTTAAAGATT 

AAGACTATTCAAATGTACTTTGCGGAAATTAACCTGTTTGTATGCCTGGCTTTGTTTACAAACATATATCTATAT 

CTATATATATAGATACAGATACAGATACATATCTGGTGGAACAAAGAAATACCTGTACCATTCCCACTTGCTCTT 

TGATAGCCACCTCCTAGGAATGGAGACAATAAAACTCTGTATTTGCATGTG 
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MSGTQSTITDRFPLKKPIRHGSILNRESPTDKKQKVERIASHDFDPTDSSSKKTKSSSEESRSEIYGLVQRCVII 
QKDDNGFGLTVSGDNPVFVQSVKEDGAAMRAGVQTGDRIIKVNGTLVTHSNHLEWKLIKSGSYVALTVQGRPPG 
SPQIPLADSEVEPSVIGHMSPIMTSPHSPGASGNMERITSPVLM 

DYNRTPAQRLLKEIQEAKKHIPQLQEQLSKATGSAQDGAWTPSRPLGDTLTVSEAETDPGDVLGRTDCSSGDAS 

RPSSDNADSPKSGPKERIYLEENPEKSETIQDTDTQSLVGSPSTRIAPHIIGAEDDDFGTEHEQINGQCSCFQSI 

ELLKSRPAHLAVFLHHWSQFDPATLLCYLYSDLYKHTNSKETRRIFLEFHQFFLDRSAHLKVSVPDEMSADLEK 

RRPELIPEDLHRHYIQTMQERVHPEVQRHLEDFRQKRSMGLTLAESELTKLDAERDKDRLTLEKERTCAEQIVAK 

I EEVLMTAQAVEEDKS S TMQY VI LMYMKHLGVKVKEPRNLEHKRGRI GFLPK I KQ SMKKDKEGEEKGKRRGFP S I 

LGPPRRPSRHDNSAIGRAMELQKARHPKHLSTPSSVSPEPQDSAKLRQSGLANEGTDAGYLPANSMSSVASGASF 

SQEGGKENDTGSKQVGETSAPGDTLDGTPRTLNTVFDFPPPPLDQVQEEECEVERVTEHGTPKPFRKFDSVAFGE 

SQSEDEQFENDLETDPPNWQQLVSREVLLGLKPCEIKRQEVINELFYTERAHVRTLKVLDQVFYQRVSREGILSP 

SELRKIFSNLEDILQLHIGLNEQMKAVRKRNETSVIDQIGEDLLTWFSGPGEEKLKHAAATFCSNQPFALEMIKS 

RQKKDSRFQTFVQDAESNPLCRRLQLKDIIPTQMQRLTKYPLLLDNIAKYTEWPTEREKVKKAADHCRQILNYVN 

QAVPCEAENKQRLEDYQRRLDTSSLKLSEYPNVEELRNLDLTKRKMIHEGPLVWKVNRDKTIDLYTLLLEDILVLL 

QKQDDRLVLRCHSKILASTADSKHTFSPVIKLSTVLVRQVATDNKALFVISMSDNGAQIYELVAQTVSEKTVWQD 

LICRMAASVKEQSTKPIPLPQSTPGEGDNDEEDPSKLKEEQHGISVTG'LQSPDRDLGLESTLISSKPQSHSLSTS 

GKSEVRDLFVAERQFAKEQHTDGTLKEVGEDYQIAIPDSHLPVSEERWALDALRNLGLLKQLLVQQLGLTEKSVQ 

EDWQHFPRYRTASQGPQTDSVIQNSENIKAYHSGEGHMPFRTGTGDIATCYSPRTSTESFAPRDSVGLAPQDSQA 

SNILVMDHMIMTPEMPTMEPEGGLDDSGEHFFDAREAHSDENPSEGDGAVNKEEKDVNLRISGNYLILDGYDPVQ 

ESSTDEEVASSLTLQPMTGIPAVESTHQQQHSPQNTHSDGAISPFTPEFLVQQRWGAMEYSCFEIQSPSSCADSQ 

SQIMEYIHKIEADLEHLKKVEESYTILCQRLAGSALTDKHSDKS , 
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GAGTTCCAGCAGTCCGCGAGCTGCCGTCGGCTCCGCGGGGGGGGCGGGCCGGGCACCCCGGGGCGCGGAGGAGCG 

CTCCTCGCTTCTCTCCTTCCCCCCTGCCGCACTCCGCCGGACCCTCCCGCCGGCCCGCGCCGCTGCACTCGCCCT 

CTCCTCTCGCCCCCCGGCAAACTTTCGGCCCCTCCCCGCCCCTCGCCCGTTATTCGTCGTGGCTCAAGCCCGGCC 

ACGCCGCCCCAAGGGCTCCTCCCGACCTCCCGGCCTGCCGCTCCGGCCACTGCGGGAXCCAGAAACATGTCGACC 

ACACTTCTGTCCGCCTTCTACGATGTCGACTTCTTGTGCAAGACAGAGAAATCCCTGGCCAACCTCAACCTGAAC 

AACATGCTGGACAAGAAGGCGGTGGGGACGCCTGTGGCCGCCGCCCCCAGCTCGGGCTTCGCGCCGGGATTCCTC 

CGACGGCACTCGGCCAGCAACCTGCATGCACTCGCCCACCCCGCGCCCAGCCCCGGCAGCTGCTCGCCCAAGTTC 

CCGGGCGCCGCTAACGGCAGCAGCTGCGGCAGCGCGGCGGCCGGCGGTCCGACCTCCTACGGCACCCTTAAGGAG 

CCGTCGGGGGGCGGCGGCACAGCCCTGCTCAACAAGGAGAACAAATTCCGGGACCGCTCGTTTAGCGAGAACGGC 

GATCGCAGCCAGCACCTCCTGCACCTGCAGCAGCAGCAGAAGGGGGGCGGCGGCTCCCAGATCAACTCCACGCGC 

TACAAGACCGAGCTGTGCCGGCCCTTCGAGGAGAGCGGCACGTGCAAGTACGGCGAAAAGTGCCAGTTCGCGCAT 

GGCTTCCACGAGCTGCGCAGCCTGACTCGCCATCCGAAGTACAAGACCGAGCTGTGCCGCACCTTTCATACCATC 

GGCTTCTGCCCCTATGGGCCGCGCTGCCACTTCATCCACAACGCGGACGAGCGGCGGCCCGCGCCGTCGGGGGGC 

GCCTCCGGGGACCTGCGTGCCTTTGGCACGCGCGATGCGTTGCACCTGGGCTTCCCGCGGGAGCCGCGGCCCAAG 

TTGCACCACAGCCTCAGCTTCTCGGGCTTCCCGTCGGGCCACCATCAGCCCCCGGGCGGCCTCGAGTCGCCGCTG 

CTGCTCGACAGCCCCACGTCGCGCACGCCGCCGCCGCCCTCCTGCTCTTCGGCCTCGTCCTGCTCCTCCTCCGCC 

TCCTCCTGTTCCTCGGCCTCCGCGGCCTCCACGCCCTCGGGCGCCCCGACATGCTGCGCCTCCGCGGCGGCCGCG 

GCTGCGGCCGCTCTGCTGTACGGCACCGGGGGCGCCGAGGACCTGCTGGCGCCGGGGGCCCCGTGCGCGGCCTGC 

TCGTCGGCCTCGTGCGCCAACAACGCCTTCGCCTTCGGTCCGGAGCTCAGCAGCCTCATCACGCCGCTCGCCATC 

CAGACCCACAACTTTGCCGCCGTGGCCGCCGCCGCCTACTACCGCAGTCAGCAGCAGCAGCAGCAGCAGGGCCTG 

GCGCCCCCCGCGCAGCCGCCGGCGCCGCCCAGCGCGACCCTCCCCGCCGGGGCCGCCGCACCTCCeTCGCCGCCC 

TTCAGCTTCCAGCTGCCGCGCCGCCTGTCCGACTCGCCCGTGTTCGACGCGCCCCCCAGCCCCCCGGACTCGCTG 

TCGGACCGCGACAGCTACCTAAGCGGCTCCCTGAGCTCCGGCAGCCTCAGCGGCTCTGAGTCTCCCAGCCTCGAC 

CCTGGCCGCCGCCTGCCAATCTTCAGCCGCCTCTCCATCTCCGACGACTGAGGCAAGAGGGCGCCAGTGAGGAGG 

AAGGGAAGGCGGTTCAGAGATGTTGGAGGACACCCCTCGCCATCTCGCCCTTGCTGGGGGCACGGGAGTGGGGGG 

GGTGACATGGGCCCTAGGCAGACTGCAAGCCCGACCGAGCACTTGGACTCGAACTCTGTGCCGGGAGGGGCCCCC 

ACCCCTCCTTTTTCGGTTTCCTCTTGTCTTTTTTTTTTTATTTTTATTACGAAGTTTCATTCTTTTTGAGCAAAA 

AAGTCGAACTTTTTCTGTTGAACAAAATATTCACAACAGGGCAGTTGTGATACGAATAGAACAAAAAAAAAAAAA 

AAACACTTAAACTTTGTTAGGACTCCGATGAGTTTGGGACTTCAGGAAAAATCAACCCAGCACCAGCAGCTACCA 

ACCACCATTCCATCTCTTCACTTGAACAGCATTAGTTAAGTCCAGATGTGGGAACCCTTCTCTTGGAAGAAGTTC 

CTAATTGTGTCTCAGACCGGTGTAAACAAACCAGCCAGCCGCCACCTTGCTAAACCTATAAGCTTTTTAAAATCC 

AATATATTCTGCCAAGAATATGCCTTGATAGTTAGCCCTCAGCCCATAGGTGTTTTTTGTTTTTTAACAGAATTA 

TATATGTCTGGGGGTGAAAAAACCCTTGCATTCCAAAGGTCCATACTGGTTACTTGGTTTCATTGCCACCACTTA 

GTGGATGTTCAGTTTAGAACCATTTTGTCTGCTCCCTCTGGAAGCCTTGCGCA 
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MSTTLLSAFYDVDFLCKTEKSLANLNLNNMLDKKAVGTPVAAAPSSGFAPGFLRRHSASNLHALAHPAPSPGSCS 
PKFPGAANGSSCGSAAAGGPTSYGTLKEPSGGGGTALLNKENKFRDRSFSENGDRSQHLLHLQQQQKGGGGSQIN 
STRYKTELCRPFEESGTCKYGEKCQFAHGFHELRSLTRHPKYKTELCRTFHTIGFCPYGPRCHFIHNADERRPAP 
SGGASGDLRAFGTRDALHLGFPREPRPKLHHSLSFSGFPSGHHQPPGGLESPLLLDSPTSRTPPPPSCSSASSCS 
SSASSCSSASAASTPSGAPTCCASAAAAAAAALLYGTGGAEDLLAPGAPCAACSSASCANNAFAFGPELSSLITP 
LAIQTHNFAAVAAAAYYRSQQQQQQQGLAPPAQPPAPPSATLPAGAAAPPSPPFSFQLPRRLSDSPVFDAPPSPP 
DSLSDRDSYLSGSLSSGSLSGSESPSLDPGRRLPIFSRLSISDD 
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CAGATTTACGAGGTTCTGTTCTAGTGCCAAAGGCTCTTGGTAGTAAATAGTGAGCAAAATAGATACCTGTCTCCT 

GATGGATCTTGCCAGCCCCNTCCNTATTTTTTNTTAAGTTATTTATTAAAACCACACACACCTTGCAAAGAAAAA 

GGGAAACTGGCAGTCTCTGTAGAGGAAGCCGGTGGCATCGCTCAGAGCCACAAACTGTATTTCTAAACAGCCCTT . 

TCCCTGGTTCCCTCTCTCCTGCCCCACTTTTTTTAAAATCCAGACTGTAAAAAACACATCTACTGACACTCACTT 

TACTTTAAAAAAAGAAGAGAAAAAGTAAAGCGTTACAAGACTTTCCTCCTGGAAACTATAAACTGAAAAAAAAAT 

CCATAAAAGATTAAATCCTGGCGGGTTGTGGGGTGGCGGGGGCCGGCGGGGAGGGGGCGCGGAGTGGAGATTGGC 

TCTCTGAGGTGGTCAGGGGCCCTGTGACAGCTTGGGACTTTCAGCACCTGGTTTGGGGTCATTTATCTGCTCAAC 

TGTCAGGACCCCCCACCCCCAAACCCCAGCCACCAACACAACCATCGTAGAAGGGAACACAACACAGAGGGTCTT 

TTTTCATTTTTTTAAAAAATCGGTTTGGTTGTGTTTTTGTTTTCCATGGGGGAGCTTTAAAACTCATTATTGCAA 

CACTAGTTCCATTTTTCGCCAGGGTTCCAATAACACGGCATCATAAAGGCAACGCAACCCACAGTTCTCAAGACA 

TTTACCACGGTCACTACATCCGGCAGCGGGGTGGCCCCTAGCTCCTGCTGCCCCCCCGCCCTTTCTCCCCGCCCG 

CCCCCGGAGCTCAGCCGATTTCTGAGGCTCCAACTCTACCCACTCCCTCCCCGGGCCGCCGCCGCCGCGCCTTCC 

CCCATTCTTACTCCCTCGAGGAGAGCCACAGGTTGCAAATCCAACCAACCTCGCAATCTATTTTTGCAAAATCAC 

TCACAAAGATCTCCCTTTCGCGCCCGCGCCCGCTCCTCCCGCGCCGGGTCCCCTCAGCCACGGCCACAAAGTGCC 

CTTCTCTCCTCCTGAGTCTTGCACATAAGGAACGCGGGCTGGGGCTCTGTTCGTCTTTCTCCTCGCCCAAGGTAA 

GGACCTCGGGAATCTGAAGCCTGGCGTCCACTACGCTCAGGCCCGCAGTTCCCTTTTTACAGAGCTTGCACCATG 

GGAAAAAATAAAATAAAATTTAGGAAAGGGAGGCAACAGCCATTGGGAGCCAACACAGAGTCACGCAGCGCCCAA 

AATACAAACACCGCAGCGGCCAGAAATCCCGCCACCTTTCTCGTTCTCCCAGGCTGTCCTGTCGAGGTTCCCTGA 

GTCCCCCCGCACACTGAAAGGCATCGCAGGTGCAGTGCGCACCCCTTTCCCACCCACCCCAAGAAGCCCTGTCCC 

GCCAXCAGTCTCTCTCCTCGGGATGAGCAGGGAGAGCGCGCGGAGGTTCCCGACTCCCTCGACTACAACCAAGAA 

AGAATAATTTTCAAAGTGTTCAACATCCCCGCCCCCAAGCTCCCCAAAACACAGGGGCAGGGAACACCAAAACAC 

TCGGCTCTCGTTAGGAAGATCACGGCTCTGAAAGGAAATAGTAGACACGATACTTCATCTCATCTGGATTTATGA 

CCAAAAAAACAAAAACAAAAACCCAAAGAGTTCGCTTGCATTTTTTCCTTCCAAATCTCGGTTCGGCTCGAAGGC 

AGGGAATCTAAAAGACCGAGGCCGATGGAAGAGAGCCAGCGGGGCGAGCGAGCGGGCAGCCTCCCTTTTTGCCTC 

CCGGAGTCACCCGTTATTCGTCGTGGCTCAAGCCCGGCCACGCCGCCCCAAGGGCTCCTCCCGACCTCCCGGCCT 

GCCGCTCCGGCCACTGCGGGATCCAGAAACATGTCGACCACACTTCTGTCCGCCTTCTACGATGTCGACTTCTTG 

TGCAAGACAGAGAAATCCCTGGCCAACCTCAACCTGAACAACATGCTGGACAAGAAGGCGGTGGGGACGCCTGTG 

GCCGCCGCCCCCAGCTCGGGCTTCGCGCCGGGATTCCTCCGACGGCACTCGGCCAGCAACCTGCATGCACTCGCC 

CACCCCGCGCCCAGCCCCGGCAGCTGCTCGCCCAAGJTCCCGGGCGCCGCTAACGGCAGCAGCTGCGGCAGCGCG 

GCGGCCGGCGGTCCGACCTCCTACGGCACCCTTAAGGAGCCGTCGGGGGGCGGCGGCACAGCCCTGCTCAACAAG 

GAGAACAAATTCCGGGACCGCTCGTTTAGCGAGAACGGCGATCGCAGCCAGCACCTCCTGCACCTGCAGCAGCAG 

CAGAAGGGGGGCGGCGGCTCCCAGATCAACTCCACGCGCTACAAGACCGAGCTGTGCCGGCCCTTCGAGGAGAGC 

GGCACGTGCAAGTACGGCGAAAAGTGCCAGTTCGCGCATGGCTTCCACGAGCTGCGCAGCCTGACTCGCCATCCG 

AAGTACAAGACCGAGCTGTGCCGCACCTTTCATACCATCGGCTTCTGCCCCTATGGGCCGCGCTGCCACTTCATC 

CACAACGCGGACGAGCGGCGGCCCGCGCCGTCGGGGGGCGCCTCCGGGGACCTGCGTGCCTTTGGCACGCGCGAT 

GCGTTGCACCTGGGCTTCCCGCGGGAGCCGCGGCCCAAGTTGCACCACAGCCTCAGCTTCTCGGGCTTCCCGTCG 

GGCCACCATCAGCCCCCGGGCGGCCTCGAGTCGCCGCTGCTGCTCGACAGCCCCACGTCGCGCACGCCGCCGCCG 

CCCTCCTGCTCTTCGGCCTCGTCCTGCTCCTCCTCCGCCTCCTCCTGTTCCTCGGCCTCCGCGGCCTCCACGCCC 

TCGGGCGCCCCGACATGCTGCGCCTCCGCGGCGGCCGCGGCTGCGGCCGCTCTGCTGTACGGCACCGGGGGCGCC 

GAGGACCTGCTGGCGCCGGGGGCCCCGTGCGCGGCCTGCTCGTCGGCCTCGTGCGCCAACAACGCCTTCGCCTTC 

GGTCCGGAGCTCAGCAGCCTCATCACGCCGCTCGCCATCCAGACCCACAACTTTGCCGCCGTGGCCGCCGCCGCC 

TACTACCGCAGTCAGCAGCAGCAGCAGCAGCAGGGCCTGGCGCCCCCCGCGCAGCCGCCGGCGCCGCCCAGCGCG 

ACCCTCCCCGCCGGGGCCGCCGCACCTCCCTCGCCGCCCTTCAGCTTCCAGCTGCCGCGCCGCCTGTCCGACTCG 

CCCGTGTTCGACGCGCCCCCCAGCCCCCCGGACTCGCTGTCGGACCGCGACAGCTACCTAAGCGGCTCCCTGAGC 

TCCGGCAGCCTCAGCGGCTCTGAGTCTCCCAGCCTCGACCCTGGCCGCCGCCTGCCAATCTXCAGCCGCCTCTCC 

ATCTCCGACGACTGAGGCAAGAGGGCGCCAGTGAGGAGGAAGGGAAGGCGGTTCAGAGATGTTGGAGGACACCCC 

TCGCCATCTCGCCCTTGCTGGGGGCACGGGAGTGGGGGGGGTGACATGGGCCCTAGGCAGACTGCAAGCCCGACC 

GAGCACTTGGACTCGAACTCTGTGCCGGGAGGGGCCCCCACCCCTCCTTTTTCGGTTTCCTCTTGTCTCTTTTTT 
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TXXAXXTXXAXXACGAAGXXXCAXXCXXXXXGAGCAAAAAAGTCGAACXXXXXCXGXTGAACAAAAXAXXCACAA 

CAGGGCAGTTGTGATACGAATAGAACAAAAAAGAAAAAAAAAACACTTAAACTTTGTTAGGACTCCGATGAGTTT 

GGGACTTCAGGAAAAATCAACCCAGCACCAGCAGCTACCAACCACCATTCCATCTCTTCACTTGAACAGCATTAG 

TTAAGTCCAGATGTGGGAACCCTTCTCTTGGAAGAAGTTCCTAATTGTGTCTCAGACCGGTGTAAACAAACCAGC 

CAGCCGCCACCTTGCTAAACCTATAAGCTTTTTAAAATCCAATATATTCTGCCAAGAAXATGCCTTGATAGTTAG 

CCCTCAGCCCATAGGTGTTTTTTGTTTTTTAACAGAATTATATATGTCTGGGGGTGAAAAAACCCTTGCATTCCA 

AAGGTCCATACTGGTTACTTGGTTTCATTGCCACCACTTAGTGGATGTTCAGTTTAGAACCATTTTGTCTGCTCC 

CTCTGGAAGCCTTGCGCAGAGCTTACTTTGTAATTGTTGGAGAATAACTGCTGAATTTTTAGCTGTTTTGAGTTG 

ATTCGCACCACTGCACCACAACTCAATATGAAAACTATTTAACTTATTTATTATCTTGTGAAAAGTATACAATGA 

AAATTTTGTTCATACTGTATTTATCAAGTATGATGAAAAGCAATAGATATATATXCTTTTATTATGTTAAATTAT 

GATTGCCATTATTAATCGGCAAAATGTGGAGTGTATGTTCTTTTCACAGTAATATATGCCTTTTGTAACTTCACT 

TGGTTATTTTATTGTAAATGAGTACAAAATTCTTAATTTAAGAGATTGTATGTAATATTTATTTCATTAATTTCT 

TTCCTTGTTTACGTAAATTXTGAAAGATTGCATGATTTCTTGACAGAAATCGATCTTGATGCTGTGGAAGTAGTT 

TGAGGAACATCCTATGAGTTTTCTTAGAATGTATAAAGGTTGTAGCCCATCCAACTTCAAAGAAAAAAATGACCA 

CATACTTTGCAATCAGGCTGAAATGTGGCATGCTTTTCTAATTCCAACTTTATAAACTAGCAAAAAAGTGTTTGC 

TTATTCCACCAGTTCTACTGTGACATACTCGAGTATAAAGACATGTAGCAATAACGGGGAGTGGGGGGGGAGTCT 

CACAGTGCCTTTGGAAGGGCCCGAACTTGCCTTAAATCTTCCTCAACCAAATAAGTATTTTATTAGTGCTTGAGA 

GAATCTGAATGTAGGATGGGTTCAACTGCACAAAAGGAAAAGATTTTTACCACTTTTTTTATATAGATATAAAGT 

GAAGCAACCGCCTTAGTGCTGAAATATGTAGTACATGAATATGCCTTGTXTAATTACAGAAAATTCCAAAACTTG 

XACXAXXXXXXXXXXCCAIGXAGAAAGGCAGGAAXGXCXCCXAAGCXXXCCXGGACAGCAGAXGAATGAGCGGXA 

GCXXXAGXXXGTACGXAGGXACAGXXGGAGCACXAXAXGXACXCXCTGGACXACXXXGGACAGAAGXAGGTTXXX 

GAAXGXAACAAGAXAAGXCAACXXGAGXXGXAAXAXAXXXXGGGGAAXCAGCXCACXACAAAXXGXGACXGXAAA. 

CAXXGXACXGXAAAXGTXXXGXAGXXXXCCCCCAATAAAAXXTXXGGGAAAAAAAGGXATTAACAXGXAAGAGCT 

XXCXXXXXAAACAGGAAXGXCXTAGCTXXCXAGCXXCCCAGCXAACCAXGXCXGCCAXXCCCCAGGXCXXGGCAX 

GGXGGGGGAGGACXXGGAGAGCXGGCAGAGCCAGAGXXCAGAAGAGCCXGCGXCCTCXCAGCCCGXAXAXATXXX 

AXAAGCAAGXXCXXCXAAXGAAAGAAAGXAAXXAXXXGGACTGXCAAGGGCAXXAGXX 
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FIGURE 199 

MEESQRGERAGSLPFCLPESPVIRRGSSPATPPQGLLPTSRPAAPATAGSRNMSTTLLSAFYDVDFLCKTEKSLA 
NLNLNNMLDKKAVGTPVAAAPSSGFAPGFLRRHSASNLHALAHPAPSPGSCSPKFPGAANGSSCGSAAAGGPTSY 
GTLKEPSGGGGTALLNKENKFRDRSFSENGDRSQHLLHLQQQQKGGGGSQINSTRYKTELCRPFEESGTCKYGEK 
CQFAHGFHELRSLTRHPKYKTELCRTFHTIGFCPYGPRCHFIHNADERRPAPSGGASGDLRAFGTRDALHLGFPR 
EPRPKLHHSLSFSGFPSGHHQPPGGLESPLLLDSPTSRTPPPPSCSSASSCSSSASSCSSASAASTPSGAPTCCA 
SAAAAAAAALLYGTGGAEDLLAPGAPCAACSSjASCANNAFAFGPELSSLITPLAIQTHNFAAVAAAAYYRSQQQQ 
QQQGLAPPAQPPAPPSATLPAGAAAPPSPPFSFQLPRRLSDSPVFDAPPSPPDSLSDRDSYLSGSLSSGSLSGSE 

SPSLDPGRRLPIFSRLSISDD 
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FIGURE 200 

GXCGXGGAAGCAGGACXGCGCCGCGXCXXCCXCAAGGXGGGGXXCGGGGGGCCACCGAAXCGCXGXCACGCCGGC 

AGGTTGAGAACAAAAACATGCACCTGGAGTTTCCCCGGAGCCCTCTGCGTGGTTGAGCTTCGGTGGAATTTCGGG 

GCTCTTGGCTGCCAGCCGCGCTTGCCTGGTAGCAACAGAAACCAGTCCTGCTCTCCTCCGTGGACATTTCATTAC 

CAXCCAGAAGXGXCXCCCACXGAAGGCAXCCGXGGXXGXXXXXAAGCCACAAAAAAGCCACACCCAAGAXCACCX 

GACACCCACCCTGACAAGTGTCCATGATGCTGGGCCCTGAGGGAGGTGAAGGCTTTGTGGTCAAGCTCCGTGGCC 

TGCCCTGGTCCTGCTCTGTTGAGGACGTGCAGAACTTCCTCTCTGACTGCACGATTCATGATGGGGCCGCAGGTG 

TCCATTTCATCTACACTAGAGAGGGCAGGCAGAGTGGTGAGGCTTTTGTTGAACTTGGATCAGAAGATGATGTAA 

AAATGGCCCTGAAAAAAGACAGGGAAAGCATGGGACACCGGTACATTGAGGTGTTCAAGTCCCACAGAACCGAGA 

TGGATTGGGTGTTGAAGCACAGTGGTCCCAACAGTGCCGACAGCGCCAACGATGGCTTCGTGCGGCTTCGAGGAC 

TCCCATTTGGATGCACAAAGGAAGAAATTGTTCAGTTCTTCTCAGGGTTGGAAATTGTGCCAAACGGGATCACAT 

TGCCTGTGGACCCCGAAGGCAAGATTACAGGGGAAGCGTTCGTGCAGTTTGCCTCGCAGGAGTTAGCTGAGAAGG 

CTCTAGGGAAACACAAGGAGAGGATAGGGCACAGGTACATTGAGGTGTTTAAGAGCAGCCAGGAGGAAGTTAGGT 

CATACTCAGATCCCCCTCTGAAGTTCATGTCCGTGCAGCGGCCAGGGCCCTATGACCGGCCCGGGACTGCCAGGA 

GGTACATTGGCATCGTGAAGCAGGCAGGCCTGGAAAGGATGAGGCCTGGTGCCTACAGCACAGGCTACGGGGGCT 

ACGAGGAGTACAGTGGCCTCAGTGATGGCTACGGCTTCACCACCGACCTGTTCGGGAGAGACCTCAGCTACTGXC 

TCTCCGGGATGTATGACCACAGATACGGCGACAGTGAGTTCACAGTGCAGAGCACCACAGGCCACTGTGTCCACA 

TGAGGGGCCTGCCGTACAAAGCGACCGAGAACGACATTTACAACTTCTTCTCTCCTCTCAACCCTGTGAGAGTCC 

ATATTGAGATTGGCCCAGATGGAAGAGTGACGGGTGAAGCAGATGTTGAGTTTGCTACTCATGAAGAAGCTGTGG 

CAGCTATGTCCAAAGACAGGGCCAATATGCAGCACAGATATATAGAACTCTTCTTGAATTCAACAACAGGGGCCA 

GCAATGGGGCGTATAGCAGCCAGGTGATGCAAGGCATGGGGGTGTCTGCTGCCCAGGCCACTTACAGTGGCCTGG 

AGAGCCAGTCAGTGAGTGGCTGTTACGGGGCCGGCTACAGTGGGCAGAACAGCATGGGTGGCTATGACTAGTTTT 

GTTAGGAACATTTGAGTTACTTCAATCATTTTCACAGGCAGCCAACAAGCAATTAAGAGCAGTTATAATAGAGGA 

AGCTGGGGGACCCATTTTGCACCATGAGTTTGTGAAAAATCTGGATTAAAAAATTACCTCTTCAGTGTTTTCTCA 

TGCAAAATTTTCTTCTAGCATGTGATAATGAGTAAACTAAAACTATTTTCAGCTTTTCTCAATTAACATTTTGGT 

AGTATACTTCAGAGTGATGTTATCTAAGTTTAAGTAGTTTAAGTATGTTAAATGTGGATCTTTTACACGACATCA 

CAGTGAACACACTGGGGAGACGTGCTTTTTTGGAAAACTCAAAGGTGCTAGCTCCCTGATTCAAAGAAATATTTC 

TCATGTTTGTTCATTCTAGTTTATATTTTCATTTAAAAXCCTTTAGGXTAAGTTTAAGCTTTTTAAAAGTTAGTT 

TTGAGAATTGAGACACAATACTAATACTGTAGGAATTGGTGAGGCCTTGACTTAAAACTTTCTTTGTACTGTGAT 

TTCCTTTTGGGTGTATTTTGCTAAGTGAAACTTGTTAAATTTTTTGTTAACTAAATTTTTTTCTTAAAATAAAGA 

CTTTTTCACAATGACTGGCACAGATTACTCAGCAAAAGATAGCAAAACGGGTGGTTGAAGATAATTCATTTTAAT 

CGTAATGTATTTTAGTGTGAATTTAAAAATTTCATACATCAAATCTATGATCTCCCTTATATTGTTATGATGAGG 

CTAAATAAAAGTCTAATAAAAATGTTAAATATGTGAATGGTGGAAATGGTGACTAGCAGCACACATTCTGGGAAG 

CATCAAATAGACACACGGCCCCAGCCACCTGCAACTTATGTGCACTGTTGTAAACCATTCAGAATTTTCCTGCTA 

GGCCCTTGATGCXGGAGTCACATCTGTTGATAGCTGGAGAACTTTAGTTTCAAGTACTACATTGTGAAAGCAATT 

AXXXXGXXXCXCGXXXXXAXAAAAXGCXGACXXAAACXXXX 
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^LGPEGGEGFVVKLRGLPWSCSVEDVQNFLSDCTIHDGAAGVHFIYTREGRQSGEAFVELGSEDDVKMALKKDR 
ESMGHRYIEVFKSHRTEMDWVLKHSGPNSADSANDGFVRLRGLPFGCTKEEIVQFFSGLEIVPNGITLPVDPEGK 
ITGEAFVQFASQELAEKALGKHKERIGHRYIEVFKSSQEEVRSYSDPPLKFMSVQRPGPYDRPGTARRYIGIVKQ 
AGLERMRPGAYSTGYGGYEEYSGLSDGYGFTTDLFGRDLSYCLSGMYDHRYGDSEFTVQSTTGHCVHMRGLPYKA 
TENDIYNFFSPLNPVRVHIEIGPDGRVTGEADVEFATHEEAVAAMSKDRANMQHRYIELFLNSTTGASNGAYSSQ 
VMQGMGVSAAQATYSGLESQSVSGCYGAGYSGQNSMGGYD 
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FIGURE 202 

GGCACGAGGCGATGGAGCCGGGGCGCCGGGGGGCCGCGGCGCTGCTAGCGCTGCTGTGCGTGGCCTGCGCGCTGC 

GCGCCGGGCGCGCCCAATACGAACGCTACAGCTTCCGCAGCTTCCCACGGGACGAGCTGATGCCGCTCGAGTCGG 

CCTACCGGCACGCGCTGGACAAGTACAGCGGCGAGCACTGGGCCGAGAGCGTGGGCTACCTGGAGATCAGCCTGC 

GGCTGCACCGCTTGCTGCGCGACAGCGAGGCCTTCTGCCACCGCAACTGCAGCGCCGCGCCGCAGCCCGAGCCCG 

CCGCCGGCCTCGCCAGCTATCCCGAGCTGCGCCTCTTCGGGGGCCTGCTGCGCCGCGCGCACTGCCTCAAGCGCT 

GCAAGCAGGGCCTGCCAGCCTTCCGCCAGTCCCAGCCCAGCCGCGAGGTGCTGGCGGACTTCCAGCGCCGCGAGC 

CCTACAAGTTCCTGCAGTTCGCTTACTTCAAGGCAAATAATCTCCCCAAAGCCATCGCCGCTGCTCACACCTTTC 

TACTGAAGCATCCTGATGACGAAATGATGAAGAGGAACATGGCATATTATAAGAGCCTGCCTGGTGCCGAGGACT 

ACATTAAAGACCTGGAAACCAAGTCATATGAAAGCCTGTTCATCCGAGCAGTGCGGGCATACAACGGTGAGAACT 

GGAGAACATCCATCACAGACATGGAGCTGGCCCTTCCCGACTTCTTCAAAGCCTTTTACGAGTGTCTCGCAGCCT 

GCGAGGGTTCCAGGGAGATCAAGGACTTCAAGGATTTCTACCTTTCCATAGCAGATCATTATGTAGAAGTTCTGG 

AATGCAAAATACAGTGTGAAGAGAACCTCACCCCAGTTATAGGAGGCTATCCGGTTGAGAAATTTGTGGCTACCA 

TGTATCATTACTTGCAGTTTGCCTATTATAAGTTGAACGACCTGAAGAATGCAGCCCCCTGTGCAGTCAGCTATC 

TGCTCTTTGATCAGAATGACAAGGTCATGCAGCAGAACCTGGTGTATTACCAGTACCACAGGGACACTTGGGGCC 

TCTCGGATGAGCACTTCCAGCCCAGACCTGAAGCAGTTCAGTTCTTTAATGTGACCACACTCCAGAAGGAGCTGT 

ATGACTTTGCTAAGGAAAATATAATGGATGATGATGAGGGAGAAGTTGTGGAATATGTGGATGACCTCTTGGAAC 

TGGAGGAGACCAGCTAGCCCACAGCAACCAAAGAGACTTCCTCTTGGCGTTCAGGAAACACAGATTCTTTGTCCT 

TTTCCCAACAGCCCAGGCTGTTGATACCTCAGAGCCTTCTCTTTACTCTCCAAAGTGAAAGGGAAGCCCCCGTCT 

CTCTAACTGCATGTCATCAGGGGTGAGCCTGCCTTTCCTATCTTCACACCTGCCACCTCATGTTCACACCTATCT 

TTCTCACCTTTTTTTTGAGATGGAGTCTCGCTCTCTTGCCCAGGCTGGAGTGCAATGGCACGTTCTCAGCTCACT 

GCAACCTCCGCCTCTTGGGTTCAAGCAATTCTGCTGCATCAGCCTCCCGAGTACCTGGGATTACAGGCATGTGCC 

ACCACGCCCGGCTAATTTTGTATTTTTAAGTAAGAGACGGGGTTTTGCCATGTTGGCCAGGCTGGTCTCGAACTC 

TTGACTTCAGATGATCCATCTGCCTTGGGCCTCCCACAGTGCTGGGATTACAGGCGTGAGCCACCATGCCCGGCC 

TCTTTCTCACCTTTACACCTGTCTTCTTATCCTCACATCTGTTTTCACACCTTCATCCCTGTCTTCCTCATGTTC 

ACACTTGTCTTCCCCATGTTCATAGCTGCCTTTCTTACCATTTTGGTTTGAAGGGCAGTCTTCTCTGGCTTGTTT 

TTTTGTTTTTCCCAGAAAATCAGTATTATTTTTTAAATAAGAAAAACATTCCTAGAAGATGATAATTGTGAAAAC 

CTCCTTTGGCTTATTTGCTTTTCCAGATTTTAGTCTCCTTTCTCCCCATCCGGGAAAGATGGTGGAAGACATAGG 

CTAAATTTCTCCAGCCTCACAATGGTCTTCACTTGGTCTGACTTGTACCAATTCTAGCACCCACTGAAAAACAAG 

TTGAGTAGAGAGTGTAGAGTGCAGAAATGTGGCTTTTGCCCCACTTTGCATCTCCAAAATTACAACGGTTGGCCG 

ATCCCATTTGAGGACAATGCTTAGTTATAAGTCTCCGAGTTGGAAAAGGAAGAAAGCCAGAGCTGTCTAGTTTCA 

TTCATTCTTTCAGTAAATATTTATTGAGTAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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MEPGRRGAAALLALLCVACALRAGRAQYERYSFRSFPRDEI^LESAYRHALDKYSGEHWAESVGYLEISLRLHR 
LLRDSEAFCHRNCSAAPQPEPAAGIASYPELRLFGGLLRRAHCLKRCKQGLPAFRQSQPSREVLADFQRREPYKF 
LQFAYFKANNLPKAIAAAHTFLLKHPDDEMMKRNMAYYKSLPGAEDYIKDLETKSYESLFIRAVRAYNGENWRTS 
ITDMELALPDFFKAFYECLAACEGSREIKDFKDFYLSIADHYVEVLECKIQCEENLTPVIGGYPVEKFVATMYHY 
LQFAYYKLNDLKNAAPCAVSYLLFDQNDKVMQQNLVYYQYHRDTWGLSDEHFQPRPEAVQFFNVTTLQKELYDFA 

KENIMDDDEGEWEYVDDLLELEETS 
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CTCGTCGCCGCCGCCATTTTAGCTGTTGGTTCCGGCCGCACCGTGTGGGCTGTAGTAGCGGGAGGGGTGGGGGTC 

CTCCAGAGTTAAGTGGCTGTCCTCGACTGTGCCCAXACAGCAGCCAGCTTTCTTCCTTAATAACTGCCCGTTCGA 

AGAGTGCGAGGATGTCCAAGCGGCACCGGTTGGACCTAGGGGAGGATTACCCCTCTGGCAAGAAGCGTGCGGGGA 

CCGATGGGAAGGATCGAGATCGAGACCGGGATCGTGAAGATCGGTCTAAAGATCGAGACCGAGAACGTGATAGAG 

GAGATAGAGAGCGAGAGAGGGAGAAAGAAAAGGAGAAGGAGTTGCGAGCTTCAACAAATGCTATGCTTATCAGTG 

CTGGATTACCACCCCTGAAAGCTTCCCATTCAGCTCACTCAACCCACTCAGCACATTCAACGCATTCTACACATT 

CTGCTCATTCAACGCATGCCGGACATGCAGGTCACACGTCACTTCCACAGTGCATTAATCCGTTCACCAACTTAC 

CCCATACTCCTCGATACTATGATATTCTAAAGAAACGTCTTCAGCTCCCTGTTTGGGAATACAAGGATAGGTTTA 

CAGATATTCTGGGTAGACATCAGTCCTTTGTACTGGTTGGTGAGACTGGGTCTGGTAAAACAACACAAATTCCAC 

ACCGGTGTGTGGAGTACATGCGATCATTACCAGGACCCAAGAGAGGAGTTGCCTGTACCCAACCCAGGAGAGTGG 

CTGCAATGAGTGTGGCTCAGAGAGTTGCTGATGAGATGGATGTGATGTTGGGCCAGGAAGTTGGTTACTCCATTC 

GATTTGAAGACTGCAGTAGTGCAAAAACATTTTTTATGTATATGACTGATGGGATGTTACTTCGTGAAGCTATGA 

ATGATCCCCTCCTGGAGCGTTATGGTGTAATAATTCTTGATGAGGCTCATGAGAGGACACTGGCTACAGATATTC 

TAATGGGTGTTCTGAAGGAAGTTGTAAGACAGAGATCAGATTTAAAGGTTATAGTTATGAGCGCTACTCTAGATG 

CAGGAAAATTCCAGATTTACTTTGATAACTGTCCTCTCCTAACTATTCCTGGGCGTACACATCCTGTTGAGATCT 

TCTATACTCCAGAACCAGAGAGAGATTATCTTGAAGCAGCAATTCGAACAGTTATCCAGATTCATATGTGTGAAG 

AGGAAGAGGGAGATCTTCTTCTTTTCTTAACTGGTCAAGAGGAAATTGATGAAGCCTGTAAGAGAATAAAGCGTG 

AAGTTGATGATTTGGGCCCTGAAGTTGGTGACATTAAAATCATTCCATTGTATTCTACACTTCCACCTCAGCAGC 

AGCAACGCATTTTTGAGCCTCCACCTCCCAAAAAACAGAATGGAGCAATTGGAAGAAAGGTAGTTGTGTCAACTA 

ACATAGCAGAGACGTCTTTGACAATAGATGGTGTGGTGTTTGTGATTGATCCTGGATTTGCGAAACAGAAGGTCT 

ACAATCCTCGAATCAGAGTTGAGTCCCTTTTGGTGACAGCTATTAGTAAAGCTTCAGCTCAGCAAAGGGCTGGTC 

GAGCTGGACGTACCAGACCTGGAAAATGCTTCAGACTTTACACAGAGAAAGCTTATAAAACAGAAATGCAGGATA 

ACACCTATCCTGAGATTTTGCGTTCTAATTTAGGATCAGTTGTGTTACAATTGAAGAAACTTGGTATTGATGACT 

TGGTACATTTTGATTTTATGGATCCACCAGCTCCTGAAACTCTGATGAGAGCCCTGGAACTTTTGAATTACCTGG 

CTGCTTTAAATGATGATGGAGATCTGACTGAATTGGGATCCATGATGGCAGAGTTTCCTCTAGATCCACAGCTCG 

CAAAAATGGTTATTGCAAGTTGTGACTACAACTGTTCTAATGAGGTCCTATCTATTACTGCTATGTTGTCAGTCC 

CACAGTGTTTTGTTCGCCCCACGGAGGCCAAGAAAGCCGCAGATGAGGCCAAGATGAGATTTGCCCACATAGATG 

GAGATCATCTGACACTGCTGAACGTCTACCATGCTTTTAAACAAAATCATGAATCGGTTCAGTGGXGTTATGACA 

ACTTCATTAACTACAGGTCCCTGATGXCCGCGGACAATGTACGCCAGCAGCTATCTCGAATTATGGACAGATTTA 

ATTTGCCTCGTCGAAGTACTGACTTTACAAGCAGGGACTATTATATTAATATAAGAAAAGCTTTGGTTACTGGGT 

ATTTTATGCAGGTGGCACATTTAGAACGAACAGGGCATTACTTAACTGTGAAAGATAACCAGGTGGTTCAGTIGC 

ATCCCTCTACTGTTCTTGACCACAAACCTGAATGGGTGCTTTATAATGAGTTTGTTCTAACAACAAAGAATTACA 

TCCGGACATGTACAGACATCAAGCCAGAATGGTTGGTGAAAATTGCCCCTCAATATTATGACATGAGCAATTTCC 

CACAGTGTGAAGCAAAGAGACAGTTGGACCGCATCATTGCCCAAACTTCAATCCAAGGAATATTCACAGTACTGA 

ATTCAGTGCTTAGAACTGAAGTTATTGAGAGGACAGCTTTAAAAGATGAATGAACTCAAAAGTTCGAGTTGTGCT 

CTTCACGTTGGTTCGATAATGGCCTTTATTTGAAAGCTTTTTAATTTTTCTTTACAGTAAATATTCCATTCTGAT 

TTCATAAATTAAACATTTATGCCTCCCTTTTGTGTTGACACTGTAGCTCATACTGGAAAAGTCGATCAATGTTTT 

GCAGTTTATTGAAAGTAGTTCTATATATAACAATGTTATAAGCATTTCTTTAGAAATGGTTGAAAATGCTTCTAA 

AATGTGATTATCGACCATGGTATGCATGATCGTTGTAATTGTTGACATTCCTTTTAGAAGTTGTGAAATGTTACA 

ACTTGTGCTTATGTAGACACAATTTTTTGTTTCAGTACCAGAGGCACTGACTTCAATAAAGTTTATTTATACGGA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 205 

MSKRHRLDLGEDYPSGKKRAGTDGKDRDRDRDREDRSKDRDRERDRGDREREREKEKEKELRASTNAML 

PLKASHSAHSTHSAHSTHSTHSAHSTHAGHAGHTSLPQCINPFTNLPHTPRYYDILKKRLQLPVWEYKDRFTDIL 

GRHQSFVLVGETGSGKTTQIPHRCVEYMRSLPGPKRGVACTQPRRVAAMSVAQRVADEMDVMLGQEVGYSIRFED 

CSSAKTFFMYMTDGMLLREAMNDPLLERYGVIILDEAHERTLATDILMGVLKEVVRQRSDLKVIVMSATLDAGKF 

QIYFDNCPLLTIPGRTHPVEIFYTPEPERDYLEAAIRTVIQIHMCEEEEGDLLLFLTGQEEIDEACKRIKREVDD 

LGPEVGDIKIIPLYSTLPPQQQQRIFEPPPPKKQNGAIGRKVWSTNIAETSLXIDGWFVIDPGFAKQKVYNPR 

IRVESLLVTAISKASAQQRAGRAGRTRPGKCFRLYTEKAYKTEMQDNTYPEILRSNLGSWLQLKKLGIDDLVHF 

DFMDPPAPETLMRALELLNYLAALNDDGDLTELGSMMAEFPLDPQLAKMVIASCDYNCSNEVLSITAMLSVPQCF 

VRPTEAKKAADEAKMRFAHIDGDHLTLLNVYHAFKQNHESV^ 

RSTDFTSRDYYINIRKALVTGYFMQVAHLERTGHYLTVKDNQWQLHPSTVLDHKPEWVLYNEFVLTTKNYIRTC 
TDIKPEWLVKIAPQYYDMSNFPQCEAKRQLDRIIAQTSIQGIFTVLNSVLRTEVIERTALKDE 
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FIGURE 206 

GAATTCGCGGCCGCTGGTTTGCAGCTGCTCCGTCATCGTGCGGCCCGACGCTATCTCGCGCTCGTGTGCAGGCCC 

GGCTCGGCTCCTGGTCCCCGGTGCGAGGGTTAACGCGAGGCCCCGGCCTCGGTCCCCGGACTAGGCCGTGACCCC 

GGGTGCCATGAAGCAGGAGGGCTCGGCGCGGCGCCGCGGCGCGGACAAGGCGAAACCGCCGCCCGGCGGAGGAGA 

ACAAGAACCCCCACCGCCGCCGGCCCCCCAGGATGTGGAGATGAAAGAGGAGGCAGCGACGGGTGGCGGGTCAAC 

GGGGGAGGCAGACGGCAAGACGGCGGCGGCAGCGGTTGAGCACTCCCAGCGAGAGCTGGACACAGTCACCTTGGA 

GGACATCAAGGAGCACGTGAAACAGCTAGAGAAAGCGGTTTCAGGCAAGGAGCCGAGATTCGTGCTGCGGGCCCT 

GCGGATGCTGCCTTCCACATCACGCCGCCTCAACCACTATGTTCTGTATAAGGCTGTGCAGGGCTTCTTCACTTC 

AAATAATGCCACTCGAGACTTTTTGCTCCCCTTCCTGGAAGAGCCCATGGACACAGAGGCTGATTTACAGTTCCG 

TCCCCGCACGGGAAAAGCTGCGTCGACACCCCTCCTGCCTGAAGTGGAAGCCTATCTCCAACTCCTCGTGGTCAT 

CTTCATGATGAACAGCAAGCGCTACAAAGAGGCACAGAAGATCTCTGATGATCTGATGCAGAAGATCAGTACTCA 

GAACCGCCGGGCCCTAGACCTTGTAGCCGCAAAGTGTTACTATTATCACGCCCGGGTCTATGAGTTCCTGGACAA 

GCTGGATGTGGTGCGCAGCTTCTTGCATGCTCGGCTCCGGACAGCTACGCTTCGGCATGACGCAGACGGGCAGGC 

CACCCTGTTGAACCTCCTGCTGCGGAATTACCTACACTACAGCTTGTACGACCAGGCTGAGAAGCTGGTGTCCAA 

GTCTGTGTTCCCAGAGCAGGCCAACAACAATGAGTGGGCCAGGTACCTCTACTACACAGGGCGAATCAAAGCCAT 

CCAGCTGGAGTACTCAGAGGCCCGGAGAACGATGACCAACGCCCTTCGCAAGGCCCCTCAGCACACAGCTGTCGG 

CTTCAAACAGACGGTGCACAAGCTTCTCATCGTGGTGGAGCTGTTGCTGGGGGAGATCCCTGACCGGCTGCAGTT 

CCGCCAGCCCTCCCTCAAGCGCTCACTCATGCCCTATTTCCTTCTGACTCAAGCTGTCAGGACAGGAAACCTAGC 

CAAGTTCAACCAGGTCCTGGATCAGTTTGGGGAGAAGTTTCAAGCAGATGGGACCTACACCCTAATTATCCGGCT 

GCGGCACAACGTGATTAAGACAGGTGTACGCATGATCAGCCTCTCCTATTCCCGAATCTCCTTGGCTGACATCGC 

CCAGAAGCTGCAGTTGGATAGCCCCGAAGATGCAGAGTTCATTGTTGCCAAGGCCATCCGGGATGGTGTCATTGA 

GGCCAGCATCAACCACGAGAAGGGCTATGTCCAATCCAAGGAGATGATTGACATCTATTCCACCCGAGAGCCCCA 

GCTAGCCTTCCACCAGCGCATCXCCTTCTGCCTAGATATCCACAACAXGTCTGTCAAGGCCATGAGGTTTCCTCC 

CAAATCGTACAACAAGGACTTGGAGTCTGCAGAGGAACGGCGTGAGCGAGAACAGCAGGACTTGGAGTTTGCCAA 

GGAGATGGCAGAAGATGATGATGACAGCTTCCCTTGA3CTGGGGGGCTGGGGAGGGGTAGGGGGAATGGGGACAG 

GCTCTTTCCCCCTTGGGGGTCCCCTGCCCAGGGCACTGTCCCCATTTTCCCACACACAGCTCATATGCTGCATTC 

GTGCAGGGGGTGGGGGTGCTGGGAGCCAGCCACCCTGACCTCCCCCAGGGCTCCTCCCCAGCCGGTGACTTACTG 

TACAGCAGGCAGGAGGGTGGGCAGGCAACCTCCCCGGGCAGGGTCCTGGCCAGCAGTGTGGGAGCAGGAGGGGAA 

GGATAGTTCTGTGTACTCCTTTAGGGAGTGGGGGACTAGAACTGGGATGTCTTGGCTTGTATGTTTTTTGAAGCT 

TCGATTATGATTTTTAAACAATAAAAAGTTCTCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCGAAT 

TC 
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MKQEGSARRRGADKAKPPPGGGEQEPPPPPAPQDVEMKEEAATGGGSTGEADGKTAAAAVEHSQRELDTVTLEDI 
KEHVKQLEKAVSGKEPRFVLRALI^LPSTSRRLNHYVLYKAVQGFFTSNNATRDFLLPFLEEPMDTEADLQFRPR 
TGKAASTPLLPEVEAYLQLLWIFMMNSKRYKEAQKISDDLMQKISTQNRRALDLVAAKCYYYHARVYEFLDKLD 
VVRSFLHARLRTATLRHDADGQATLLNLLLRNYLHYSLYDQAEKLVSKSVFPEQANNNEWARYLYYTGRIKAIQL 
EYSEARRTMTNALRKAPQHTAVGFKQTVHKLLIVVELLLGEIPDRLQFRQPSLKRSLMPYFLLTQAVRTGNLAKF 
NQVLDQFGEKFQADGTYTLIIRLRHNVIKTGVRMISLSYSRISLADIAQKLQLDSPEDAEFIVAKAIRDGVIEAS 
INHEKGYVQSKEMIDIYSTREPQLAFHQRISFCLDIHNMSVKAMRFPPKSYNKDLESAEERREREQQDLEFAKEM 

AEDDDDSFP 
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CAGGACAGGGAAGAGCGGGCGCTATGGGGAGCCGGACGCCAGAGTCCCCTCTCCACGCCGTGCAGCTGCGCTGGG 
GCCCCCGGCGCCGACCCCCGCTCGTGCCGCTGCTGTTGCTGCTCGTGCCGCCGCCACCCAGGGTCGGGGGCTTCA 
ACTTAGACGCGGAGGCCCCAGCAGTACTCTCGGGGCCCCCGGGCTCCTTCTTCGGATTCTCAGTGGAGTTTTACC 
GGCCGGGAACAGACGGGGTCAGTGTGCTGGTGGGAGCACCCAAGGCTAATACCAGCCAGCCAGGAGTGCTGCAGG 
GTGGTGCTGTCTACCTCTGTCCTTGGGGTGCCAGCCCCACACAGTGCACCCCCATTGAATTTGACAGCAAAGGCT 
CTCGGCTCCTGGAGTCCTCACTGTCCAGCTCAGAGGGAGAGGAGCCTGTGGAGTACAAGTCCTTGCAGTGGTTCG 
GGGCAACAGTTCGAGCCCATGGCTCCTCCATCTTGGCATGCGCTCCACTGTACAGCTGGCGCACAGAGAAGGAGC 
CACTGAGCGACCCCGTGGGCACCTGCTACCTCTCCACAGATAACTTCACCCGAATTCTGGAGTATGCACCCTGCC 
GCTCAGATTTCAGCTGGGCAGCAGGACAGGGTTACTGCCAAGGAGGCTTCAGTGCCGAGTTCACCAAGACTGGCC 
GTGTGGTTTTAGGTGGACCAGGAAGCTATTTCTGGCAAGGCCAGATCCTGTCTGCCACTCAGGAGCAGATTGCAG 
AATCTTATTACCCCGAGTACCTGATCAACCTGGTTCAGGGGCAGCTGCAGACTCGCCAGGCCAGTTCCATCTATG 
ATGACAGCTACCTAGGAXACTCTGTGGCTGTTGGTGAATTCAGTGGTGATGACACAGAAGACTTTGTTGCTGGTG 
TGCCCAAAGGGAACCTCACTTACGGCTATGTCACCATCCTTAATGGCTCAGACATTCGATCCCTCTACAACTTCT 
CAGGGGAACAGATGGCCTCCTACTTTGGCTATGCAGTGGCCGCCACAGACGTCAATGGGGACGGGCTGGATGACT 
TGCTGGTGGGGGCACCCCTGCTCATGGATCGGACCCCTGACGGGCGGCCTCAGGAGGTGGGCAGGGTCTACGTCT 
ACCTGCAGCACCCAGCCGGCATAGAGCCCACGCCCACCCTTACCCTCACTGGCCATGATGAGTTTGGCCGATTTG 
GCAGCTCCTTGACCCCCCTGGGGGACCTGGACCAGGATGGCTACAATGATGTGGCCATCGGGGCTCCCTTTGGTG 
GGGAGACCCAGCAGGGAGTAGTGTTTGTATTTCCTGGGGGCCCAGGAGGGCTGGGCTCTAAGCCTTCCCAGGTTC 
TGCAGCCCCTGTGGGCAGCCAGCCACACCCCAGACTTCTTTGGCTCTGCCCTTCGAGGAGGCCGAGACCTGGATG 
GCAATGGATATCCTGATCTGATTGTGGGGTCCTTTGGTGTGGACAAGGCTGTGGTATACAGGGGCCGCCCCATCG 
TGTCCGCTAGTGCCTCCCTCACCATCTTCCCCGCCATGTTCAACCCAGAGGAGCGGAGCTGCAGCTTAGAGGGGA 
ACCCTGTGGCCTGCATCAACCTTAGCTTCTGCCTCAATGCTTCTGGAAAACACGTTGCTGACTCCATTGGTTTCA 
CAGTGGAACTTCAGCTGGACTGGCAGAAGCAGAAGGGAGGGGTACGGCGGGCACTGTTCCTGGCCTCCAGGCAGG 
CAACCCTGACCCAGACCCTGCTCATCCAGAATGGGGCTCGAGAGGATTGCAGAGAGATGAAGATCTACCTCAGGA 
ACGAGTCAGAATTTCGAGACAAACTCTCGCCGATTCACATCGCTCTCAACTTCTCCTTGGACCCCCAAGCCCCAG 
, TGGACAGCCACGGCCTCAGGCCAGCCCTACATTATCAGAGCAAGAGCCGGATAGAGGACAAGGCTCAGATCTTGC 
TGGACTGTGGAGAAGACAACATCTGTGTGCCTGACCTGCAGCTGGAAGTGTTTGGGGAGCAGAACCATGTGTACC 
TGGGTGACAAGAATGCCCTGAACCTCACTTTCCATGCCCAGAATGTGGGTGAGGGTGGCGCCTATGAGGCTGAGC 
TTCGGGTCACCGCCCCTCCAGAGGCTGAGTACTCAGGACTCGTCAGACACCCAGGGAACTTCTCCAGCCTGAGCT 
GTGACTACTTTGCCGTGAACCAGAGCCGCCTGCTGGTGTGTGACCTGGGCAACCCCATGAAGGCAGGAGCCAGTC 
TGTGGGGTGGCCTTCGGTTTACAGTCCCTCATCTCCGGGACACTAAGAAAACCATCCAGTTTGACTTCCAGATCC 
T.CAGCAAGAATCTCAACAACTCGCAAAGCGACGTGGTTTCCTTTCGGCTCTCCGTGGAGGCTCAGGCCCAGGTCA 
CCCTGAACGGTGTCTCCAAGCCTGAGGCAGTGCTATTCCCAGTAAGCGACTGGCATCCCCGAGACCAGCCTCAGA 
AGGAGGAGGACCTGGGACCTGCTGTCCACCATGTCTATGAGCTCATCAACCAAGGCCCCAGCTCCATTAGCCAGG 
GTGTGCTGGAACTCAGCTGTCCCCAGGCTCTGGAAGGTCAGCAGCTCCTATATGTGACCAGAGTTACGGGACTCA 
ACTGCACCACCAATCACCCCATTAACCCAAAGGGCCTGGAGTTGGATCCCGAGGGTTCCCTGCACCACCAGCAAA 
AACGGGAAGCTCCAAGCCGCAGCTCTGCTTCCTCGGGACCTCAGATCCTGAAATGCCCGGAGGCTGAGTGTTTCA 
GGCTGCGCTGTGAGCTCGGGCCCCTGCACCAACAAGAGAGCCAAAGTCTGCAGTTGCATTTCCGAGTCTGGGCCA 
AGACTTTCTTGCAGCGGGAGCACCAGCCATTTAGCCTGCAGTGTGAGGCTGTGTACAAAGCCCTGAAGATGCCCT 
ACCGAATCCTGCCTCGGCAGCTGCCCCAAAAAGAGCGTCAGGTGGCCACAGCTGTGCAATGGACCAAGGCAGAAG 
GCAGCTATGGCGTCCCACTGTGGATCATCATCCTAGCCATCCTGTTTGGCCTCCTGCTCCTAGGTCTACTCATCT 
ACATCCTCTACAAGCTTGGATTCTTCAAACGCTCCCTCCCATATGGCACCGCCATGGAAAAAGCTCAGCTCAAGC 
CTCCAGCCACCTCTGATGCCTGAGTCCTCCCAATTTCAGACTCCCATTCCTGAAGAACCAGTCCCCCCACCCTCA 
TTCTACTGAAAAGGAGGGGTCTGGGTACTTCTTGAAGGTGCTGACGGCCAGGGAGAAGCTCCTCTCCCCAGCCCA 
GAGACATACTTGAAGGGCCAGAGCCAGGGGGGTGAGGAGCTGGGGATCCCTCCCCCCCATGCACTGTGAAGGACC 
CTTGTTTACACATACCCTCTTCATGGATGGGGGAACTCAGATCCAGGGACAGAGGCCCAGCCTCCCTGAAGCCTT 
TGCATTTTGGAGAGTTTCCTGAAACAACTGGAAAGATAACTAGGAAATCCATTCACAGTTCTTTGGGCCAGACAT 
GCCACAAGGACTTCCTGTCCAGCTCCAACCTGCAAAGATCTGTCCTCAGCCTTGCCAGAGATCCAAAAGAAGCCC 
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CCAGTAAGAACCTGGAACTTGGGGAGTTAAGACCTGGCAGCTCTGGACAGCCCCACCCTGGTGGGCCAACAAAGA 
ACACTAACTATGCATGGTGCCCCAGGACCAGCTCAGGACAGATGCCACAAGGATAGATGCTGGCCCAGGGCCAGA 
GCCCAGCTCCAAGGGGAATCAGAACTCAAATGGGGCCAGATCCAGCCTGGGGTCTGGAGTTGATCTGGAACCCAG 
ACTCAGACATTGGCACCAATCCAGGCAGATCCAGGACTATATTTGGGCCTGCTCCAGACCTGATCCTGGAGGCCC 
AGTTCACCCTGATTTAGGAGAAGCCAGGAATTTCCCAGGACCTGAAGGGGCCATGATGGCAACAGATCTGGAACC 
TCAGCCTGGCCAGACACAGGCCCTCCCTGTXCCCCAGAGAAAGGGGAGCCCACTGTCCTGGGCCTGCAGAATTTG 
GGTTCTGCCTGCCAGCTGCACTGATGCTGCCCCTCATCTCTCTGCCCAACCCTTCCCTCACCTTGGCACCAGACA 
CCCAGGACTTATTTAAACTCTGTTGCAAGTGCAATAAATCTGACCCAGTGCCCCCACTGACCAGAACTAGAAAAA 

AAAA 
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MGSRTPESPLHAVQLRWGPRRRPPLVPLLLLLVPPPPRVGGFNLDAEAPAVLSGPPGSFFGFSVEFYRPGTDGVS 
VLVGAPKANTSQPGVLQGGAVYLCPWGASPTQCTPIEFDSKGSRLLESSLSSSEGEEPVEYKSLQWFGATVRAHG 
SSILACAPLYSWRTEKEPLSDPVGTCYLSTDNFTRILEYAPCRSDFSWAAGQGYCQGGFSAEFTKTGRWIiGGPG 
SYFWQGQILSATQEQIAESYYPEYLINLVQGQLQTRQASSIYDDSYLGYSVAVGEFSGDDTEDFVAGVPKGNLTY 
GYVTILNGSDIRSLYNFSGEQMASYFGYAVAATDVNGDGLDDLLVGAPLLMDRTPDGRPQEVGRVYVYLQHPAGI 
EPTPTLTLTGHDEFGRFGSSLTPLGDLDQDGYNDVAIGAPFGGETQQGWFVFPGGPGGLGSKPSQVLQPLWAAS 
HTPDFFGSALRGGRDLDGNGYPDLIVGSFGVDKAWYRGRPIVSASASLTIFPAMFNPEERSCSLEGNPVACINL 
SFCLNASGKHVADSIGFTVELQLDWQKQKGGVRRALFLASRQATLTQTLLIQNGAREDCREMKIYLRNESEFRDK 
LSPIHIALNFSLDPQAPVDSHGLRPALHYQSKSRIEDKAQILLDCGEDNICVPDLQLEVFGEQNHVYLGDKNALN 
LTFHAQNVGEGGAYEAELRVTAPPEAEYSGLVRHPGNFSSLSCDYFAVNQSRLLVCDLGNPMKAGASLWGGLRFT 
VPHLRDTKKTIQFDFQILSKNLNNSQSDVVSFRLSVEAQAQVTLNGVSKPEAVLFPVSDWHPRDQPQKEEDLGPA 
VHHVYELINQGPSSISQGVLELSCPQALEGQQLLYVTRVTGLNCTTNHPINPKGLELDPEGSLHHQQKREAPSRS 
SASSGPQILKCPEAECFRLRCELGPLHQQESQSLQLHFRVWAKTFLQREHQPFSLQCEAVYKALKMPYRILPRQL 
P QKERQVATAVQWTKAEGS YGVP LW 1 1 1 LAI LF GLLLLGLL I Y I LYKLGFFKRS LP YGT AMEKAQLKPP AT S DA 
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GGGCGCGCCAGAGACGCAGCCGCGCTCCCACCACCCACACCCACCGCGCCCTCGTTCGCCTCTTCTCCGGGAGCC 

AGTCCGCGCCACCGCCGCCGCCCAGGCCATCGCCACCCTCCGCAGCCATGTCCACCAGGTCCGTGTCCTCGTCCT 

CCTACCGCAGGATGTTCGGCGGCCCGGGCACCGCGAGCCGGCCGAGCTCCAGCCGGAGCTACGTGACTACGTCCA 

CCCGCACCTACAGCCTGGGCAGCGCGCTGCGCCCCAGCACCAGCCGCAGCCTCTACGCCTCGTCCCCGGGCGGCG 

TGTATGCCACGCGCTCCTCTGCCGTGCGCCTGCGGAGCAGCGTGCCCGGGGTGCGGCTCCTGCAGGACTCGGTGG 

ACTTCTCGCTGGCCGACGCCATCAACACCGAGTTCAAGAACACCCGCACCAACGAGAAGGTGGAGCTGCAGGAGC 

TGAATGACCGCTTCGCCAACTACATCGACAAGGTGCGCTTCCTGGAGCAGCAGAATAAGATCCTGCTGGCCGAGC 

TCGAGCAGCTCAAGGGCCAAGGCAAGTCGCGCCTAGGGGACCTCTACGAGGAGGAGATGCGGGAGCTGCGCCGGC 

AGGTGGACCAGCTAACCAACGACAAAGCCCGCGTCGAGGTGGAGCGCGACAACCTGGCCGAGGACATCATGCGCC 

TCCGGGAGAAATTGCAGGAGGAGATGCTTCAGAGAGAGGAAGCCGAAAACACCCTGCAATCTTTCAGACAGGATG 

TTGACAATGCGTCTCTGGCACGTCTTGACCTTGAACGCAAAGTGGAATCTTTGCAAGAAGAGATTGCCTTTTTGA 

AGAAACTCCACGAAGAGGAAATCCAGGAGCTGCAGGCTCAGATTCAGGAACAGCATGTCCAAATCGATGTGGATG 

TTTCCAAGCCTGACCTCACGGCTGCCCTGCGTGACGTACGTCAGCAATATGAAAGTGTGGCTGCCAAGAACCTGC 

AGGAGGCAGAAGAATGGTACAAATCCAAGTTTGCTGACCTCTCTGAGGCTGCCAACCGGAACAATGACGCCCTGC 

GCCAGGCAAAGCAGGAGTCCACTGAGTACCGGAGACAGGTGCAGTCCCTCACCTGTGAAGTGGAXGCCCTTAAAG 

GAACCAATGAGTCCCTGGAACGCCAGATGCGTGAAATGGAAGAGAACTTTGCCGTTGAAGCTGCTAACTACCAAG 

ACACTATTGGCCGCCTGCAGGATGAGATTCAGAATATGAAGGAGGAAATGGCTCGTCACCTTCGTGAATACCAAG 

ACCTGCTCAATGTTAAGATGGCCCTTGACATTGAGATTGCCACCTACAGGAAGCTGCTGGAAGGCGAGGAGAGCA 

GGATTTCTCTGCCTCTTCCAAACTTTTCCTCCCTGAACCTGAGGGAAACTAATCTGGATTCACTCCCTCTGGTTG 

ATACCCACTCAAAAAGGACATTCCTGATTAAGACGGTTGAAACTAGAGATGGACAGGTTATCAACGAAACTTCTC 

AGCATCACGATGACCTTGAATAAAAATTGCACACACTCAGTGGCAGGCGATATATTACCCAGGCAAGAATAAAAA 

AGAAATCCCATATCTTAAAGAAACAGCTTTCAAGTGCCTTTCTGCAGTTTTTCAGGAGCGCAAGATAGATTTGGA 

ATAGGAATAAGCTCTAGTTCTTAACAACCGACACTCCTACAAGATTTAGAAAAAAGTTTACAACATAATCTAGTT 

TACAGAAAAATCTTGTGCTAGAATACTTTTTAAAAGGTATTTTGAATACCATTAAAACTGCTTTTTTTTTTCCAG 

CAAGTATCCAACCAACTTGGTTCTGCTTCAATAAATCTTTGGAAAACTCCA 
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MSTRSVSSSSYRRMFGGPGTASRPSSSRSYVTTSTRTYSLGSALRPSTSRSLYASSPGGVYATRSSAVRLRSSVP 

GVRLLQDSVDFSLADAINTEFKNTRTNEKVELQELNDRFANYIDKVRFLEQQNKILLAELEQLKGQGKSRLGDLY 

EEEMRELRRQVDQLTNDKARVEVERDNLAEDIMRLREKLQEEMLQREEAENTLQSFRQDVDNASLARLDLE 

SLQEEIAFLKKLHEEEIQELQAQIQEQHVQIDVDVSKPDLTAALRDVRQQYESVAAKNLQEAEEWYKSKFADLSE 

AANRNNDALRQAKQESTEYRRQVQSLTCEVDALKGTNESLERQMREMEENFAVEAANYQDTIGRLQDEIQNMKEE 

MARHLREYQDLLNVKMALDIEIATYRKLLEGEESRISLPLPNFSSLNLRETNLDSLPLVDTHSKRTFLIKTVETR 

DGQVINETSQHHDDLE 
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CAGTTTGGAGCTCAGTCTTCCACCAAAGGCCGTTCAGTTCTCCTGGGCTCCAGCCTCCTGCAAGGACTGCAAGAG 

TTTTCCTCCGCAGCTCTGAGTCTCCACTTTTTTGGTGGAGAAAGGCTGCAAAAAGAAAAAGAGACGCAGTGAGTG 

GGAAAAGTATGCATCCTATTCAAACCTAATTGAATCGAGGAGCCCAGGGACACACGCCTTCAGGTTTGCTCAGGG 

GTTCATATTTGGTGCTTAGACAAATTCAAAATQVGGAAACATCGGCACTTGCCCTTAGTGGCCGTCTTTTGCCTC 

TTTCTCTCAGGCTTTCCTACAACTCATGCCCAGCAGCAGCAAGCAGATGTCAAAAATGGTGCGGCTGCTGATATA 

ATATTTCTAGTGGATTCCTCTTGGACCATTGGAGAGGAACATTTCCAACTTGTTCGAGAGTTTCTATATGATGTT 

GTAAAATCCTTAGCTGTGGGAGAAAATGATTTCCATTTTGCTCTGGTCCAGTTCAACGGAAACCCACATACCGAG 

TTCCTGTTAAATACGTATCGTACTAAACAAGAAGTCCTTTCTCATATTTCCAACATGTCTTATATTGGGGGAACC 

AATCAGACTGGAAAAGGATTAGAATACATAATGCAAAGCCACCTCACCAAGGCTGCTGGAAGCCGGGCCGGTGAC 

GGAGTCCCTCAGGTTATCGTAGTGTXAACTGATGGACACTCGAAGGATGGCCTTGCTCTGCCCTCAGCGGAACTT 

AAGTCTGCTGATGTTAACGTGTTTGCAATTGGAGTTGAGGATGCAGATGAAGGAGCGTTAAAAGAAATAGCAAGT 

GAACCGCTCAATATGCATATGTTCAACCTAGAGAATTTTACCTCACTTCATGACATAGTAGGAAACTTAGTGTCC 

TGTGTGCATTCATCCGTGAGTCCAGAAAGGGCTGGGGACACGGAAACCCTTAAAGACATCACAGCACAAGACTCT 

GCTGACATTATTTTCCTTATTGATGGATCAAACAACACCGGAAGTGTCAATTTCGCAGTCATTCTCGACTTCCTT 

GTAAATCTCCTTGAGAAACTCCCAATTGGAACTCAGCAGATCCGAGTGGGGGTGGTCCAGTTTAGCGATGAGCCC 

AGAACCATGTTTTCCTTGGACACCTACTCCACCAAGGCCCAGGTTCXGGGTGCAGTGAAAGCCCTCGGGTTTGCT 

GGTGGGGAGTTGGCCAATATCGGCCTCGCCCTTGATTTCGTGGTGGAGAACCACTTCACCCGGGCAGGGGGCAGC 

CGCGTGGAGGAAGGGGTTCCCCAGGTGCTGGTCCTCATAAGTGCCGGGCCTTCTAGTGACGAGATTCGCTACGGG 

GTGGTAGCACTGAAGCAGGCTAGCGTGTTCTCATTCGGCCTTGGAGCCCAGGCCGCCTCCAGGGCAGAGCTTCAG 

CACATAGCTACCGATGACAACTTGGTGTTTACTGTCCCGGAATTCCGTAGCTTTGGGGACCTCCAGGAGAAATTA 

CTGCCGTACATTGTTGGCGTGGCCCAAAGGCACATTGTCTTGAAACCGCCAACCATTGTCACACAAGTCATTGAA 

GTCAACAAGAGAGACATAGTCTTCCTGGTGGATGGCTCATCTGCACTGGGACTGGCCAACTTCAATGCCATCCGA 

GACTTCATTGCTAAAGTCATCCAGAGGCTGGAAATCGGACAGGATCTTATCCAGGTGGCAGTGGCCCAGTATGCA 

GACACTGTGAGGCCTGAATTTTATTTCAATACCCATCCAACAAAAAGGGAAGTCATAACCGCTGTGCGGAAAATG 

AAGCCCCTGGACGGCTCGGCCCTGTACACGGGCTCTGCTCTAGACTTTGTTCGTAACAACCTATTCACGAGTTCA 

GCCGGCTACCGGGCTGCCGAGGGGATTCCTAAGCTTTTGGTGCTGATCACAGGTGGTAAGTCCCTAGATGAAATC 

AGCCAGCCTGCCCAGGAGCTGAAGAGAAGCAGCATAATGGCCTTTGCCATTGGGAACAAGGGTGCCGATCAGGCT 

GAGCXGGAAGAGATCGCTTTCGACTCCTCCCTGGTGTTCATCCCAGCTGAGTTCCGAGCCGGCCCATTGCAAGGC 

ATGCTGCCTGGCTTGCTGGCACCTCTCAGGACCCTCTCTGGAACCCCTGAAGTTCACTCAAACAAAAGAGATATC 

ATCTTTCTTTTGGATGGATCAGCCAACGTTGGAAAAACCAATTTCCCTTATGTGCGCGACTTTGTAATGAACCTA 

GTTAACAGCCTTGATATTGGAAATGACAATATTCGTGTTGGTTTAGTGCAATTTAGTGACACTCCTGTAACGGAG 

TTCTCTTTAAACACATACCAGACCAAGTCAGATATCCTTGGTCATCTGAGGCAGCTGCAGCTCCAGGGAGGTTCG 

GGCCTGAACACAGGCTCAGCCCTAAGCTATGTCTATGCCAACCACTTCACGGAAGCTGGCGGCAGCAGGATCCGT 

GAACACGTGCCGCAGCTCCTGCTTCTGCTCACAGCTGGGCAGTCTGAGGACTCCTATTTGCAAGCTGCCAACGCC 

TTGACACGCGCGGGCATCCTGACTTTTTGTGTGGGAGCTAGCCAGGCGAATAAGGCAGAGCTTGAGCAGATTGCT 

TTTAACCCAAGCCTGGTGTATCTCATGGATGATTTCAGCTCCCTGCCAGCTTTGCCTCAGCAGCTGATTCAGCCC 

CTAACCACATATGTTAGTGGAGGTGTGGAGGAAGTACCACTCGCTCAGCCAGAGAGCAAGCGAGACATTCTGTTC 

CTCTTTGACGGCTCAGCCAATCTTGTGGGCCAGTTCCCTGTTGTCCGTGACTTTCTCTACAAGATTATCGATGAG 

CTCAATGTGAAGCCAGAGGGGACCCGAATTGCGGTGGCTCAGTACAGCGATGATGTCAAGGTGGAGTCCCGTTTT 

GATGAGCACCAGAGTAAGCCTGAGATCCTGAATCTTGTGAAGAGAATGAAGATCAAGACGGGCAAAGCCCTCAAC 

CTGGGCTACGCGCTGGACTATGCACAGAGGTACATTTTTGTGAAGTCTGCTGGCAGCCGGATCGAGGATGGAGTG 

CTTCAGTTCCTGGTGCTGCTGGTCGCAGGAAGGTCATCTGACCGTGTGGATGGGCCAGCAAGTAACCTGAAGCAG 

AGTGGGGTTGTGCCTTTCATCTTCCAAGCCAAGAACGCAGACCCTGCTGAGTTAGAGCAGATCGTGCTGTCTCCA 

GCGTTTATCCTGGCTGCAGAGTCGCTTCCCAAGATTGGAGATCTTCATCCACAGATAGTGAATCTCTTAAAATCA 

GTGCACAACGGAGCACCAGCACCAGTTTCAGGTGAAAAGGACGTGGTGTTTCTGCTTGATGGCTCTGAGGGCGTC 

AGGAGCGGCTTCCCTCTGTTGAAAGAGTTTGTCCAGAGAGTGGTGGAAAGCCTGGATGTGGGCCAGGACCGGGTC 

CGCGTGGCCGTGGTGCAGTACAGCGACCGGACCAGGCCCGAGTTCTACCTGAATTCATACATGAACAAGCAGGAC 

GTCGTCAACGCTGTCCGCCAGCTGACCCTGCTGGGAGGGCCGACCCCCAACACCGGGGCCGCCCTGGAGTTTGTC 
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CTGAGGAACATCCTGGTCAGCTCTGCGGGAAGCAGGATAACAGAAGGTGTGCCCCAGCTGCTGATCGTCCTCACG 
GCCGACAGGTCTGGGGATGATGTGCGGAACCCCTCCGTGGTCGTGAAGAGGGGTGGGGCTGTGCCCATTGGCATT 
GGCATCGGGAACGCTGACATCACAGAGATGCAGACCATCTCCTTCATCCCGGACTTTGCCGTGGCCATTCCCACC 
TTTCGCCAGCTGGGGACCGTCCAACAGGTCATCTCTGAGAGGGTGACCCAGCTCACCCGCGAGGAGCTGAGCAGG 
CTGCAGCCGGTGTTGCAGCCTCTACCGAGCCCAGGTGTTGGTGGCAAGAGGGACGTGGTCTTTCTCATCGATGGG 
TCCCAAAGTGCCGGGCCTGAGTTCCAGTACGTTCGCACCCTCATAGAGAGGCTGGTTGACTACCTGGACGTGGGC 
TTTGACACCACCCGGGTGGCTGTCATCCAGTTCAGCGATGACCCCAAGGCGGAGTTCCTGCTGAACGCCCATTCC 
AGCAAGGATGAAGTGCAGAACGCGGTGCAGCGGCTGAGGCCCAAGGGAGGGCGGCAGATCAACGTGGGCAATGCC 
CTGGAGTACGTGTCCAGGAACATCTTCAAGAGGCCCCTGGGGAGCCGCATTGAAGAGGGCGTCCCACAGTTCCTG 
GTCCTCATCTCGTCTGGAAAGTCTGACGATGAGGTGGTCGTCCCGGCGGTGGAGCTCAAGCAGTTTGGCGTGGCC 
CCTTTCACGATCGCCAGGAACGCAGACCAGGAGGAGCTGGTGAAGATCTCGCTGAGCCCCGAATATGTGTTCTCG 
GTGAGCACCTTCCGGGAGCTGCCCAGCCTGGAGCAGAAACTGCTGACGCCCATCACGACCCTGACCTCAGAGCAG 
ATCCAGAAGCTCTTAGCCAGCACTCGCTATCCACCTCCAGTGCGAGAGTTCAGAGAGCTTCCCAACATAGAAGAA 
AGAATCATGAACTCGTTTGGACCCTCCGCAGCCACTCCTGCACCTCCAGGGGTGGACACCCCTCCTCCTTCACGG 
CCAGAGAAGAAGAAAGCAGACATTGTGTTCCTGTTGGATGGTTCCATCAACTTCAGGAGGGACAGTTTCCAGGAA 
GTGCTTCGTTTTGTGTCTGAAATAGTGGACACAGTTTATGAAGATGGCGACTCCATCCAAGTGGGGCTTGTCCAG 
TACAACTCTGACCCCACTGACGAATTCTTCCTGAAGGACTTCTCTACCAAGAGGCAGATTATTGACGCCATCAAC 
AAAGTGGTCTACAAAGGGGGAAGACACGCCAACACTAAGGTGGGCCTTGAGCACCTGCGGGTAAACCACTTTGTG 
CCTGAGGCAGGCAGCCGCCTGGACCAGCGGGTCCCTCAGATTGCCTTTGTGATCACGGGAGGAAAGTCGGTGGAA 
GATGCACAGGATGTGAGCCTGGCCCTCACCCAGAGGGGGGTCAAAGTGTTTGCTGTTGGAGTGAGGAATATCGAC 
TCGGAGGAGGTTGGAAAGATAGCGTCCAACAGCGCCACAGCGTTCCGCGTGGGCAACGTCCAGGAGCTGTCCGAA 
CTGAGCGAGCAAGTTTTGGAAACTTTGCATGATGCGATGCATGAAACCCTTTGCCCTGGTGTAACTGATGCTGCC 
AAAGCTTGTAATCTGGATGTGATTCTGGGGTTTGATGGTTCTAGAGACCAGAATGTTTTTGTGGCCCAGAAGGGC 
TTCGAGTCCAAGGTGGACGCCATCTTGAACAGAATCAGCCAGATGCACAGGGTCAGCTGCAGCGGTGGCCGCTCG 
CCCACCGTGCGTGTGTCAGTGGTGGCCAACACGCCCTCGGGCCCGGTGGAGGCCTTTGACTTTGACGAGTACCAG 
CCAGAGATGCTCGAGAAGTTCCGGAACATGCGCAGCCAGCACCCCTACGTCCTCACGGAGGACACCCTGAAGGTC 
TACCTGAACAAGTTCAGACAGTCCTCGCCGGACAGCGTGAAGGTGGTCATTCATTTTACTGATGGAGCAGACGGA 
GATCTGGCTGATTTACACAGAGCATCTGAGAACCTCCGCCAAGAAGGAGTCCGTGCCTTGATCCTGGTGGGCCTT 
GAACGAGTGGTCAACTTGGAGCGGCTAATGCATCTGGAGTTTGGGCGAGGGTTTATGTATGACAGGCCCCTGAGG 
CTTAACTTGCTGGACTTGGATTATGAACTAGCGGAGCAGCTTGACAACATTGCCGAGAAAGCTTGCTGTGGGGTT 
CCCTGCAAGTGCTCTGGGCAGAGGGGAGACCGCGGGCCCATCGGCAGCATCGGGCCAAAGGGTATTCCTGGAGAA 
GACGGCTACCGAGGCTATCCTGGTGAXGAGGGTGGACCCGGTGAGCGTGGTCCGCCTGGTGTGAACGGCACTCAA 
GGTTTCCAGGGCTGCCCGGGCCAGAGAGGAGTAAAGGGCTCTCGGGGATTCCCAGGAGAGAAGGGCGAAGTAGGA 
GAAATTGGACTGGATGGTCTGGATGGTGAAGATGGAGACAAAGGATTGCCTGGTTCTTCTGGAGAGAAAGGGAAT 
CCTGGAAGAAGGGGTGATAAAGGACCTCGAGGAGAGAAAGGAGAAAGAGGAGATGTTGGGATTCGAGGGGACCCG 
GGTAACCCAGGACAAGACAGCCAGGAGAGAGGACCCAAAGGAGAAACCGGTGACCTCGGCCCCATGGGTGTCCCA 
GGGAGAGATGGAGTACCTGGAGGACCTGGAGAAACTGGGAAGAATGGTGGCTTTGGCCGAAGGGGACCCCCCGGA 
GCTAAGGGCAACAAGGGCGGTCCTGGCCAGCCGGGCTTTGAGGGAGAGCAGGGGACCAGAGGTGCACAGGGCCCA 
GCTGGTCCTGCTGGTCCTCCAGGGCTGATAGGAGAACAAGGCATTTCTGGACCTAGGGGAAGCGGAGGTGCCCGT 
GGCGCTCCTGGAGAACGAGGCAGAACCGGTCCACTGGGAAGAAAGGGTGAGCCCGGAGAGCCAGGACCAAAAGGA 
GGAATCGGGAACCCGGGCCCTCGTGGGGAGACGGGAGATGACGGGAGAGACGGAGTTGGCAGTGAAGGACGCAGA 
GGCAAAAAAGGAGAAAGAGGATTTCCTGGATACCCAGGACCAAAGGGTAACCCAGGTGAACCTGGGCTAAATGGA 
ACAACAGGACCCAAAGGCATCAGAGGCCGAAGGGGAAATTCGGGACCTCCAGGGATAGTTGGACAGAAGGGGAGA 
•CCTGGCTACCCAGGACCAGCTGGTCCAAGGGGCAACAGGGGCGACTCCATCGATCAATGTGCCCTCATCCAAAGC 
ATCAAAGATAAATGCCCTTGCTGTTACGGGCCCCTGGAGTGCCCCGTCTTCCCAACAGAACTAGCCTTTGCTTTA 
GACACCTCTGAGGGAGTCAACCAAGACACTTTCGGCCGGATGCGAGATGTGGTCTTGAGTATTGTGAATGTCCTG 
ACCATTGCTGAGAGCAACTGCCCGACGGGGGCCCGGGTGGCTGTGGTCACCTACAACAACGAGGTGACCACGGAG 
ATCCGGTTTGCTGACTCCAAGAGGAAGTCGGTCCTCCTGGACAAGATTAAGAACCTTCAGGTGGCTCTGACATCC 
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AAACAGCAGAGTCTGGAGACTGCCATGTCGTTTGTGGCCAGGAACACATTTAAGCGTGTGAGGAACGGATTCCTA 

ATGAGGAAAGTGGCTGTTTTCTTCAGCAACACACCCACAAGAGCATCCCCACAGCTCAGAGAGGCTGTGCTCAAA 

CTCTCAGATGCGGGGATCACCCCCTTGTTCCTTACAAGGCAGGAAGACCGGCAGCTCATCAACGCTTTGCAGATC 

AATAACACAGCAGTGGGGCATGCGCTTGTCCTGCCTGCAGGGAGAGACCTCACAGACTTCCTGGAGAATGTCCTC 

ACGTGTCATGTTTGCTTGGACATCTGCAACATCGACCCATCCTGTGGATTTGGCAGTTGGAGGCCTTCCTTCAGG 

GACAGGAGAGCGGCAGGGAGTGATGTGGACATCGACATGGCTTTCATCTTAGACAGCGCTGAGACCACCACCCTG 

TTCCAGTTCAATGAGATGAAGAAGTACATAGCGTACCTGGTCAGACAACTGGACATGAGCCCAGATCCCAAGGCC 

TCCCAGCACTTCGCCAGAGTGGCAGTTGTGCAGCACGCGCCCTCTGAGTCCGTGGACAATGCCAGCATGCCACCT 

GTGAAGGTGGAATTCTCCCTGACTGACTATGGCTCCAAGGAGAAGCTGGTGGACTTCCTCAGCAGGGGAATGACA 

CAGTTGCAGGGAACCAGGGCCTTAGGCAGTGCCATTGAATACACCATAGAGAATGTCTTTGAAAGTGCCCCAAAC 

CCACGGGACCTGAAAATTGTGGTCCTGATGCTGACGGGCGAGGTGCCGGAGCAGCAGCTGGAGGAGGCCCAGAGA 

GTCATCCTGCAGGCCAAATGCAAGGGCTACTTCTTCGTGGTCCTGGGCATTGGCAGGAAGGTGAACATCAAGGAG 

GTATACACCTTCGCCAGTGAGCCAAACGACGTCTTCTTCAAATTAGTGGACAAGTCCACCGAGCTCAACGAGGAG 

CCTTTGATGCGCTTCGGGAGGCTGTTGCCGTCCTTCGTCAGCAGTGAAAATGCTTTTTACTTGTCCCCAGATATC 

AGGAAACAGTGTGATTGGTTCCAAGGGGACCAACCCACAAAGAACCTTGTGAAGTTTGGTCACAAACAAGTAAAT 

GTTCCGAATAACGTTACTTCAAGTCCTACATCCAACCCAGTGACGACAACGAAGCCGGTGACTACGACGAAGCCG 

GTGACCACCACAACAAAGCCTGTAACCACCACAACAAAGCCTGTGACTATTATAAATCAGCCATCTGTGAAGCCA 

GCCGCTGCAAAGCCGGCCCCTGCGAAACCTGTGGCTGCCAAGCCTGTGGCCACAAAGACGGCCACTGTTAGACCC 

CCAGTGGCGGTGAAGCCAGCAACAGCAGCGAAGCCTGTAGCAGCAAAGCCAGCAGCTGTAAGACCCCCCGCTGCT 

GCTGCAAAACCAGTGGCGACCAAGCCTGAGGTCCCTAGGCCACAGGCAGCCAAACCAGCTGCCACCAAGCCAGCC 

ACCACTAAGCCCGTGGTTAAGATGCTCCGTGAAGTCCAGGTGTTTGAGATAACAGAGAACAGCGCCAAACTCCAC 

TGGGAGAGGCCTGAGCCCCCCGGTCCTTATTTTTATGACCTCACCGTCACCTCAGCCCATGATCAGTCCCTGGTT 

CTGAAGCAGAACCTCACGGTCACGGACCGCGTCATTGGAGGCCTGCTCGCTGGGCAGACATACCATGTGGCTGTG 

GTCTGCTACCTGAGGTCTCAGGTCAGAGCCACCTACCACGGAAGXTTCAGTACAAAGAAATCTCAGCCCCCACCT 

CCACAGCCAGCAAGGTCAGCTTCTAGTTCAACCATCAATCTAATGGTGAGCACAGAACCATTGGCTCTGACTGAA 

ACAGATATATGCAAGTTGCCGAAAGACGAAGGAACTTGCAGGGATTTCATATTAAAATGGTACTATGATCCAAAC 

ACCAAAAGCTGTGCAAGATTCTGGTATGGAGGTTGTGGTGGAAACGAAAACAAATTTGGATCACAGAAAGAATGT 

GAAAAGGTTTGCGCTCCTGTGCTCGCCAAACCCGGAGTCATCAGTGTGATGGGAACCTAAGCGTGGGTGGCCAAC 

ATCATATACCTCTTGAAGAAGAAGGAGTCAGCCATCGCCAACTTGTCTCTGTAGAAGCTCCGGGTGTAGATTCCC 

TTGCACTGTATCATTXCATGCTTTGATTTACACTCGAACTCGGGAGGGAACATCCTGCTGCATGACCTATCAGTA 

TGGTGCTAATGTGTCTGTGGACCCTCGCTCTCTGTCTCCAGCAGTTCTCTCGAATACTTTGAATGTTGTGTAACA 

GTTAGCCACTGCTGGTGTTTATGTGAACATTCCTATCAATCCAAATTCCCTCTGGAGTTTCATGTTATGCCTGTT 

GCAGGCAAATGTAAAGTCTAGAAAATAATGCAAATGTCACGGCTACTCTATATACTTTTGCTTGGTTCATTTTTT 

TTCCCTTTTAGTTAAGCATGACTTTAGATGGGAAGCCTGTGTATCGTGGAGAAACAAGAGACCAACTTTTTCATT 

CCCTGCCCCCAATTTCCCAGACTAGATTTCAAGCTAATTTTCTTTTTCTGAAGCCTCTAACAAATGATCTAGTTC 

AGAAGGAAGCAAAATCCCTTAATCTATGTGCACCGTTGGGACCAATGCCTTAATTAAAGAATTTAAAAAAGTTGT 

AATAGAGAATATTTTTGGCATTCCTCTCAATGTTGTGTGTTTTTTTTTTTTGTGTGCTGGAGGGAGGGGATTTAA 

TTTTAATTTTAAAATGTTTAGGAAATTTATACAAAGAAACTTTTTAATAAAGTATATTGAAAGTTTAAAAAAAAA % 

AAAAAAA 
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MRKHRHLPLVAVFCLFLSGFPTTHAQQQQADVKNGAAADIIFLVDSSWTIGEEHFQLVREFLYDVVKSLAVGEND 

FHFALVQFNGNPHTEFLLNTYRTKQEVLSHISNMSYIGGTNQTGKGLEYIMQSHLTKAAGSRAGDGVPQVIWLT 

DGHSKDGLALPSAELKSADVNVFAIGVEDADEGALKEIASEPLNMHMFNLENFTSLHDIVGNLVSCVHSSVSPER 

AGDTETLKDITAQDSADIIFLIDGSNNTGSVNFAVILDFLVNLLEKLPIGTQQIRVGWQFSDEPRTMFSLDTYS 

TKAQVLGAVKALGFAGGELANIGLALDFWENHFTRAGGSRVEEGVPQVLVLISAGPSSDEIRYGWALKQASVF 

SFGLGAQAASRAELQHIATDDNLVFTVPEFRSFGDLQEKLLPYIVGVAQRHIVLKPPTIVTQVIEVNKRDIVFLV 

DGSS ALGL ANFNAI RDF I AKVIQRLE IGQDLIQVAVAQYADTVRPEFYFNTHP TKREVI TAVRKMKPLDGS ALYT 

GSALDFVRNNLFTSSAGYRAAEGIPKLLVLITGGKSLDEISQPAQELKRSSIMAFAIGNKGADQAELEEIAFDSS 

LVFIPAEFRAAPLQGMLPGLLAPLRTLSGTPEVHSNKRDIIFLLDGSANVGKTNFPYWDFVMNLVNSLDIGNDN 

IRVGLVQFSDTPVTEFSLNTYQTKSDILGHLRQLQLQGGSGLNTGSALSYVYANHFTEAGGSRIREHVPQLLLLL 

TAGQSEDSYLQAANALTRAGILTFCVGASQANKAELEQIAFNPSLVYLMDDFSSLPALPQQLIQPLTTYVSGGVE 

EVPLAQPESKRDILFLFDGSANLVGQFPWRDFLYKIIDELNVKPEGTRIAVAQYSDDVKVESRFDEHQSKPEIL 

NLVKRMKIKTGKALNLGYALDYAQRYIFVKSAGSRIEDGVLQFLVLLVAGRSSDRVDGPASNLKQSGWPFIFQA 

KNADPAELEQIVLSPAFILAAESLPKIGDLHPQIVNLLKSVHNGAPAPVSGEKDWFLLDGSEGVRSGFPLLKEF 

VQRWESLDVGQDRVRVAWQYSDRTRPEFYLNSYMNKQDWNAVRQLTLLGGPTPNTGAALEFVLRNILVSSAG 

SRITEGVPQLLIVLXADRSGDDVRNPSVWKRGGAVPIGIGIGNADITEMQTISFIPDFAVAIPTFRQLGTVQQV 

ISERVTQLTREELSRLQPVLQPLPSPGVGGKRDWFLIDGSQSAGPEFQYVRTLIERLVDYLDVGFDTTRVAVIQ 

FSDDPKAEFLLNAHSSKDEVQNAVQRLRPKGGRQINVGNALEYVSRNIFKRPLGSRIEEGVPQFLVLISSGKSDD 

EVWPAVELKQFGVAPFTIARNADQEELVKISLSPEYVFSVSTFRELPSLEQKLLTPITTLTSEQIQKLLASTRY 

PPPVREFRELPNIEERIMNSFGPSAATPAPPGVDTPPPSRPEKKKADIVFLLDGSINFRRDSFQEVLRFVSEIVD 

TVYEDGDSIQVGLVQYNSDPTDEFFLKDFSTKRQIIDAINKWYKGGRHANTKVGLEHLRVNHFVPEAGSRLDQR 

VPQIAFVITGGKSVEDAQDVSLALTQRGVKVFAVGVRNIDSEEVGKIASNSATAFRVGNVQELSELSEQVLETLH 

DAMHETLCPGVTDAAKACNLDVILGFDGSRDQNVFVAQKGFESKVDAILNRISQMHRVSCSGGRSPTVRVSWAN 

TPSGPVEAFDFDEYQPEMLEKFRNMRSQHPYVLTEDTLKVYLNKFRQSSPDSVKWIHFTDGADGDLADLHRASE 

NLRQEGVRALILVGLERVWLERLMHLEFGRGFMYDRPLRLNLLDLDYELAEQLDNIAEKACCGVPCKCSGQRGD 

RGPIGSIGPKGIPGEDGYRGYPGDEGGPGERGPPGVNGTQGFQGCPGQRGVKGSRGFPGEKGEVGEIGLDGLDGE 

DGDKGLPGSSGEKGNPGRRGDKGPRGEKGERGDVGIRGDPGNPGQDSQER 



> 



REPLACEMENT SHEET 

233/2682 

FIGURE 214 

GTTGGTGAGCATCATGGCAACCGTTACAGCCACAACCAAAGTCCCGGAGATCCGTGATGTAACAAGGATTGAGCG 

AATCGGTGCCCACTCCCACATCCGGGGACTGGGGCTGGACGATGCCTTGGAGCCTCGGCAGGCTTCGCAAGGCAT 

GGTGGGTCAGCTGGCGGCACGGCGGGCGGCTGGCGTGGTGCTGGAGATGATCCGGGAAGGGAAGATTGCCGGTCG 

GGCAGTCCTTATTGCTGGCCAGCCGGGCACGGG6AAGACGGCCATCGCCATGGGCATGGCGCAGGCCCTGGGCCC 

TGACACGCCATTCACAGCCATCGCCGGCAGTGAAATCTTCTCCCTGGAGATGAGCAAGACCGAGGCGCTGACGCA 

GGCCTTCCGGCGGTCCATCGGCGTTCGCATCAAGGAGGAGACGGAGAXCATCGAAGGGGAGGTGGTGGAGATCCA 

GATTGATCGACCAGCAACAGGGACGGGCTCCAAGGTGGGCAAACTGACCCTCAAGACCACAGAGATGGAGACCAT 

CTACGACCTGGGCACCAAGATGATTGAGTCCCTGACCAAGGACAAGGTCCAGGCCGGGGACGTGATCACCATCGA 

CAAGGCGACGGGCAAGATCTCCAAGCTGGGCCGCTCCTTCACACGCGCCCGCGACTACGACGCTATGGGCTCCCA 

GACCAAGTTCGTGCAGTGCCCAGATGGGGAGCTCCAGAAACGCAAGGAGGTGGTGCACACCGTGTCCCTGCACGA 

GATCGACGTCATCAACTCTCGCACCCAGGGCTTCCTGGCGCTCTTCTCAGGTGACACAGGGGAGATCAAGTCAGA 

AGTCCGTGAGCAGATCAATGCCAAGGTGGCTGAGTGGCGCGAGGAGGGCAAGGCGGAGATCATCCCTGGAGTGCT 

GTTCATCGACGAGGTCCACATGCTGGACATCGAGAGCTTCTCCTTCCTCAACCGGGCCCTGGAGAGTGACATGGC 

GCCTGTCCTGATCATGGCCACCAACCGTGGCATCACGCGAATCCGGGGCACCAGCTACCAGAGCCCTCACGGCAT 

CCCCATAGACCTGCTGGACCGGCTGCTTATCGTCTCCACCACCCCCTACAGCGAGAAAGACACGAAGCAGATCCT 

CCGCATCCGGTGCGAGGAAGAAGATGTGGAGATGAGTGAGGACGCCTACACGGTGCTGACCCGCATCGGGCTGGA 

GACGTCACTGCGCTACGCCATCCAGCTCATCACAGCTGCCAGCTTGGTGTGCCGGAAACGCAAGGGTACAGAAGT 

GCAGGTGGATGACATCAAGCGGGTCTACTCACTCTTCCTGGACGAGTCCCGCTCCACGCAGTACATGAAGGAGTA 

CCAGGACGCCTTCCTCTTCAACGAACTCAAAGGCGAGACCATGGACACCTCCTGAGTTGGATGTCATCCCCCGAC 

CCCACCCTGTTTTCCACCAGAGTTCTGACACTGTGACTCTGTATAAAATGGTTGGGAAGCTGC 
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MATVTATTKVPEIRDVTRIERIGAHSHIRGLGLDDALEPRQASQGWGQLAARRAAGVVLEMIREGKIAGRAVLI 
AGQPGTGKTAIAMGMAQALGPDTPFTAIAGSEIFSLEMSKTEALTQAFRRSIGVRIKEETEIIEGEWEIQIDRP 
ATGTGSKVGKLTLKTTEMETIYDLGTKMIESLTKDKVQAGDVITIDKATGKISKLGRSFTRARDYDAMGSQTKFV 
QCPDGELQKRKEWHTVSLHEIDVINSRTQGFLALFSGDTGEIKSEVREQINAKVAEWREEGKAEIIPGVLFIDE 
VHMLDIESFSFLNRALESDMAPVLIMATNRGITRIRGTSYQSPHGIPIDLLDRLLIVSTTPYSEKDTKQILRIRC 
EEEDVEMSEDAYTVLTRIGLETSLRYAIQLITAASLVCRKRKGTEVQVDDIKRVYSLFLDESRSTQYMKEYQDAF 

LFNELKGETMDTS 
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GAGCAGCGCGGCCTGACGGGACCAAGGCGGCGGGAGTCTGCGGTCGTTCCCTCGGCTGTGGACCGGGCGGCACGC 

ACGCGGTGCAGGGTAACATGGCGGATGCGGAAGTAATTATTTXGCCAAAGAAACATAAGAAGAAAAAGGAGCGGA 

AGTCATTGCCAGAAGAAGATGTAGCCGAAATACAACACGCTGAAGAATTTCTTATCAAACCTGAATCCAAAGTXG 

CTAAGTTGGACACGTCTCAGTGGCCCCTTTTGCTAAAGAATTTTGATAAGCTGAATGTAAGGACAACACACTATA 

CACCTCTTGCATGTGGTTCAAATCCTCTGAAGAGAGAGATTGGGGACTATATCAGGACAGGTTTCATTAATCTTG 

ACAAGCCCTCTAACCCCTCTTCCCATGAGGTGGTAGCCTGGATTCGACGGATACTTCGGGTGGAGAAGACAGGGC 

ACAGTGGTACTCTGGATCCCAAGGTGACTGGTTGTTTAAXCGTGTGCATAGAACGAGCCACTCGCTTGGTGAAGT 

CACAACAGAGTGCAGGCAAAGAGTATGTGGGGATTGTCCGGCTGCACAATGCTATTGAAGGGGGGACCCAGCTTT 

CTAGGGCCCTAGAAACTCTGACAGGTGCCTTATTCCAGCGACCCCCACTTATTGCTGCAGTAAAGAGGCAGCTCC 

GAGTGAGGACCATCTACGAGAGCAAAATGATTGAATACGATCCTGAAAGAAGATTAGGAATCTTTTGGGTGAGTT 

GTGAGGCTGGCACCTACATTCGGACATTATGTGTGCACCTTGGTTTGTTATTGGGAGTTGGTGGTCAGATGCAGG 

AGCTTCGGAGGGTTCGTTCTGGAGTCATGAGTGAAAAGGACCACATGGTGACAATGCATGATGTGCTTGATGCTC 

AGTGGCTGTATGATAACCACAAGGATGAGAGTTACCTGCGGCGAGTTGTTTACCCTTTGGAAAAGCTGTTGACAT 

CTCATAAACGGCTGGTTATGAAAGACAGTGCAGTAAATGCCATCTGCTATGGGGCCAAGATTATGCTTCCAGGTG 

XXCXXCGAXAXGAGGACGGCAXTGAGGXCAATCAGGAGAXXGTGGXTATCACCACCAAAGGAGAAGCAATCTGCA 

TGGCTATTGCATTAATGACCACAGCGGTCATCTCTACCTGCGACCATGGTATAGTAGCCAAGATCAAGAGAGTGA 

TCATGGAGAGAGACACTTACCCTCGGAAGTGGGGTTTAGGTCCAAAGGCAAGTCAGAAGAAGCTGATGATCAAGC 

AGGGCCTTCTGGACAAGCATGGGAAGCCCACAGACAGCACACCTGCCACCTGGAAGCAGGAGTATGTTGACTACA 

GTGAGTCTGCCAAAAAAGAGGTGGTTGCTGAAGTGGTAAAAGCCCCGCAGGTAGTTGCCGAAGCAGCAAAAACTG 

CGAAGCGGAAGCGAGAGAGTGAGAGTGAAAGTGACGAGACTCCTCCAGCAGCTCCTCAGTTGATCAAGAAGGAAA 

AGAAGAAGAGTAAGAAGGACAAGAAGGCCAAAGCTGGTCTGGAGAGCGGGGCCGAGCCTGGAGATGGGGACAGTG 

ATACCACCAAGAAGAAGAAGAAGAAGAAGAAAGCAAAAGAGGTAGAATT GGTTTCTGAGTAGTGAAGGCCACTTG 

AAGCTGGAGGAGAAACTAAAGCCTTATTGAGAAAACATGTTATAGATCCTTTTGTTGCTGAGAGAGTGGAACATA 

GGTCCTAGACAGGGTGAAGAGTTCTGGCACATTTTAGCTGCTACTTTGAGACCTCGGTGATGTTACCTGGTGTGG 

TCATCCCATCTTGTCCTGTTTTAAGGATATGGGTGGTGAAAGATGAAAGAGGCAGAGTTTATCCCAATGACTTCT 

CTGTTTGAGTTGGGAAGCCTCACCTTCAGACCCAGTAACTGTCCGCAGCTGTCTGCTAGTGGTTGTCTTAACATC 

GTAGTCCTAGTTTGCATTTTTTAAATCCCCTCTGTTTAAAAGGTTTGTAAAACAAAAACAAAAAACTAAGTCTGC 

TCAGTGAAATGCTGTAGAACCCTAAATAAGTGGTAGAAGAGTGTCACTGAATTTTGTCTCTGAATTCAGTATAAC 

TGAGTTTTGTCCATGCTGGTGTCTGGGTTATAGGCCTGATGGGCCTGGTAGTTTTCCATCTTGTTCTGGCCTAGA 

GGTCAGTCCTTTGCACTTCCTCAAAGCTTGTGTACAGTGCTCACCTAAATCCATCTGACTACTTGTTCCTGTGCC 

CTCTTGTTTTAGGCCTCGTTTACTTTTAAAAAATGAAATTGTTCATTGCTGGGAGAAGAATGTTGTAATTTTTAC 

TTATTAAAGTCAACTTGTTAAGTTTTTTAXGTATTCCTGTTGGGTTTTCTTGTTGATCTCATGCTAGCAGAGCAA 

AAATXGXAAAAXAXXTXGAXXAAAAATCXAGGGACCXXXAXGXCCXAXTXGGAAXXCGAXAXCAA 
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MADAEVIILPKKHKKKKERKSLPEEDVAEIQHAEEFLIKPESKVAKLDTSQWPLLLKNFDKLNVRTTHYTPLACG 
SNPLKREIGDYIRTGFINLDKPSNPSSHEWAWIRRILRVEKTGHSGTLDPKVTGCLIVCIERATRLVKS.QQSAG 
KEYVGIVRLHNAIEGGTQLSRALETLTGALFQRPPLIAAVKRQLRVRTIYESKMIEYDPERRLGIFWVSCEAGTY 
IRTLCVHLGLLLGVGGQMQELRRVRSGVMSEKDHMVTMHDVLDAQW1YDNHKDESYLRRWYPLEKLLTSHKRLV 
MKDSAVNAICYGAKIMLPGVLRYEDGIEVNQEIWITTKGEAICMAIALMTTAVISTCDHGIVAKIKRVIMERDT 
YPRKWGLGPKASQKKLMIKQGLLDKHGKPTDSTPATWKQEYVDYSESAKKEWAEWKAPQWAEAAKTAKRKRE 
SESESDETPPAAPQLIKKEKKKSKKDKKAKAGLESGAEPGDGDSDTTKKKKKKKKAKEVELVSE 
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TCTGGGCGCGCGCGACGTCAGTTTGAGTTCTGTGTTCTCCCCGCCCGTGTCCCGCCCGACCCGCGCCCGCGATOC 

TGGCGCTGCGCTGCGGCTCCCGCTGGCTCGGCCTGGTCTCCGTCCCGCGCTCCGTGCCGCTGCGCCTCCCCGCGG 

CCCGCGCCTGCAGCAAGGGCTCCGGCGACCCGTCCTCTTCCTCCTCCTCCGGGAACCCGCTCGTGTACCTGGACG 

TGGACGCCAACGGGAAGCCGCTCGGCCGCGTGGTGCTGGAGCTGAAGGCAGATGTCGTCCCAAAGACAGCTGAGA 

ACTTCAGAGCCCTGTGCACTGGTGAGAAGGGCTTCGGCTACAAAGGCTCCACCTTCCACAGGGTGATCCCTTCCT 

TCATGTGCCAGGCGGGCGACTTCACCAACCACAATGGCACAGGCGGGAAGTCCATCTACGGAAGCCGCTTTCCTG 

ACGAGAACTTTACACTGAAGCACGTGGGGCCAGGTGTCCTGTCCATGGCTAATGCTGGTCCTAACACCAACGGCT 

CCCAGTTCTTCATCTGCACCATAAAGACAGACTGGTTGGATGGCAAGCATGTTGTGTTCGGTCACGTCAAAGAGG 

GCATGGACGTCGTGAAGAAAATAGAATCTTTCGGCTCTAAGAGTGGGAGGACATCCAAGAAGATTGTCATCACAG 

ACTGTGGCCAGTTGAGCTAATCTGTGGCCAGGGTGCTGGCATGGTGGCAGCTGCAAATGTCCATGCACCCAGGTG 

GCCGCGTTGGGCTGTCAGCCAAGGTGCCTGAAACGATACGTGTGCCCACTCCACTGTCACAGTGTGCCTGAGGAA 

GGCTGCTAGGGATGTTAGACCTCGGCCAGGACCCACCACATTGCTTCCTAATACCCACCCTTCCTCACGACCTCA 

TTTCTGGGCATCTTTGTGGACATGATGTCACCCACCCCTTGTCAAGCATTGCCXGTGATTGCCCAGCCCAGATTC 

ATCTGTGCCTTGGACATGGTGATGGTGATGGGTTGCCATCCAAGTGAAAGTCTTTTCCTTGACCAAGGGGGACAG 

TCAGTTTTGCAAAAGGACTCTAATACCTGTTTAATATTGTCTTCCTAATTGGGATAATTTAATTAACAAGATTGA 

CTAGAAGTGAAACTGCAACACTAACTTCCCCGTGCTGTGGTGTGACCTGAGTTGGTGACACAGGCCACAGACCCC 

AGAGCTTGGCTTTTGAAACACAACTCAGGGCTTTTGTGAAGGTTCCCCCGCTGAGATCTTTCCTCCTGGTTACTG 

TGAAGCCTGTTGGTTTGCTGCTGTCGTTTTTGAGGAGGGCCCATGGGGGTAGGAGCAGTTGAACCTGGGAACAAA 

CCTCACTTGAGCTGTGCCTAGACAATGTGAATTCCTGTGTTGCTAACAGAAGTGGCCTGTAAGCTCCTGTGCTCC 

GGAGGGAAGCATTTC.CTGGTAGGCTTTGATTTTTCTGTGTGTTAAAGAAATTCAATCTACTCATGATGTGTTATG 

CATAAAACATTTCTGGAACATGGATTTGTGTTCACCTTAAATGTGAAAATAAATCCTATTTTCTATGGAAAAAAA 

AAAAAAAAAAAAAAAA 



REPLACEMENT SHEET 

238/2682 

FIGURE 219 

MLALRCGSRWLGLLSVPRSVPLRLPAARACSK 

ENFRALCTGEKGFGYKGSTFHRVIPSFMCQAGDFTNHNGTGGKSIYGSRFPDENFTLKHVGPGVLSMANAGPNTN 
GSQFFICTIKTDWLDGKHWFGHVKEGMDWKKIESFGSKSGRTSKKIVITDCGQLS 
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TCTGGGCGCGCGCGACGTCAGTTTGAGTTCTGTGTTCTCCCCGCCCGTGTCCCGCCCGACCCGCGCCCGCGATQC 

TGGCGCTGCGCTGCGGCTCCCGCTGGCTCGGCCTGCTCTCCGTCCCGCGCTCCGTGCCGCTGCGCCTCCCCGCGG 

CCCGCGCCTGCAGCAAGGGCTCCGGCGACCCGTCCTCTTCCTCCTCCTCCGGGAACCCGCTCGTGTACCTGGACG 

TGGACGCCAACGGGAAGCCGCTCGGCCGCGTGGTGCTGGAGCTGAAGGCAGATGTCGTCCCAAAGACAGCTGAGA 

ACTTCAGAGCCCTGTGCACTGGTGAGAAGGGCTTCGGCTACAAAGGCTCCACCTTCCACAGGGTGATCCCTTCCT 

TCATGTGCCAGGCGGGCGACTTCACCAACCACAATGGCACAGGCGGGAAGTCCATCTACGGAAGCCGCTTTCCTG 

ACGAGAACTTTACACTGAAGCACGTGGGGCCAGGTGTCCTGTCCATGGCTAATGCTGGTCCTAACACCAACGGCT 

CCCAGTTCTTCATCXGCACCATAAAGACAGACTGGTTGGATGGCAAGCATGTTGTGTTCGGTCACGTCAAAGAGG 

GCATGGACGTCGTGAAGAAAATAGAATCTTTCGGCTCTAAGAGTGGGAGGACATCCAAGAAGATTGTCATCACAG 

ACTGTGGCCAGTTGAGCTAATCTGTGGCCAGGGTGCTGGCATGGTGGCAGCTGCAAATGTCCATGCACCCAGGTG 

GCCGCGTTGGGCTGTCAGCCAAGGTGCCTGAAACGATACGTG.TGCCCACTCCACTGTCACAGTGTGCCTGAGGAA 

GGCTGCTAGGGATGTTAGACCTCGGCCAGGACCCACCACATTGCTTCCTAATACCCACCCTTCCTCACGACCXCA 

TTTCTGGGCATCTTTGTGGACATGATGTCACCCACCCCTTGTCAAGCATTGCCTGTGATTGCCCAGCCCAGATTC 

ATCTGTGCCTTGGACATGGTGATGGTGATGGGTTGCCATCCAAGTGAAAGTCTTTTCCTTGACCAAGGGGGACAG 

TCAGTTTTGCAAAAGGACTCTAATACCTGTTTAATATTGTCTTCCTAATTGGGATAATTTAATTAACAAGATTGA 

CTAGAAGTGAAACTGCAACACTAACTTCCCCGTGCTGTGGTGTGACCTGAGTTGGTGACACAGGCCACAGACCCC 

AGAGCTTGGCTTTTGAAACACAACTCAGGGCTTTTGTGAAGGTTCCCCCGCTGAGATCTTTCCTCCTGGTXACTG 

TGAAGCCTGTTGGTTTGCTGCTGTCGTTTTTGAGGAGGGCCCATGGGGGTAGGAGCAGTTGAACCTGGGAACAAA 

CCTCACTTGAGCTGTGCCTAGACAATGTGAATTCCTGTGTTGCTAACAGAAGTGGCCTGTAAGCTCCTGTGCTCC 

GGAGGGAAGCATTTCCTGGTAGGCTTTGATTTTTCTGTGTGTTAAAGAAATTCAATCTACTCATGATGTGTTATG 

CATAAAACATTTCTGGAACATGGATTTGTGTTCACCTTAAATGTGAAAATAAATCCTATTTTCTATGGAAAAAAA 

AAAAAAAAAAAAAAAA 



REPLACEMENT SHEET 

240/2682 

FIGURE 221 

MLALRCGSRWLGLLSVPRSVPLRLPAARACSKGSGDPSSSSSSGNPLVYLDVDANGKPLGRVVLELKADW 

ENFRALCTGEKGFGYKGSTFHRVIPSFMCQAGDFTNHNGTGGKSIYGSRFPDENFTLKHVGPGVLSMANAGPNTN 

GSQFFICTIKTDWLDGKHWFGHVKEGMDWKKIESFGSKSGRTSKKIVITDCGQLS 
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FIGURE 222 

TGCCGCCGTCCCGCCCGCCAGCGCCCCAGCGAGGAAGCAGCGCGCAGCCCGCGGCCCAGCGCACCCGCAGCAGCG 

CCCGCAGCTCGTCCGCGCCATGTTCCAGGCGGCCGAGCGCCCCCAGGAGTGGGCCATGGAGGGCCCCCGCGACGG 

GCTGAAGAAGGAGCGGCTACTGGACGACCGCCACGACAGCGGCCTGGACTCCATGAAAGACGAGGAGTACGAGCA 

GATGGTCAAGGAGCTGCAGGAGATCCGCCTCGAGCCGCAGGAGGTGCCGCGCGGCTCGGAGCCCTGGAAGCAGCA 

GCTCACCGAGGACGGGGACTCGTTCCTGCACTTGGCCATCATCCATGAAGAAAAGGCACTGACCATGGAAGTGAT 

CCGCCAGGTGAAGGGAGACCTGGCTTTCCTCAACTTCCAGAACAACCTGCAGCAGACTCCACTCCACTTGGCTGT 

GATCACCAACCAGCCAGAAATTGCTGAGGCACTTCTGGGAGCTGGCTGTGATCCTGAGCTCCGAGACTTTCGAGG 

AAATACCCCCCTACACCTTGCCTGTGAGCAGGGCTGCCTGGCCAGCGTGGGAGTCCTGACTCAGTCCTGCACCAC 

CCCGCACCTCCACTCCATCCTGAAGGCTACCAACTACAATGGCCACACGTGTCTACACTTAGCCTCTATCCATGG 

CTACCTGGGCATCGTGGAGCTTTTGGTGTCCTTGGGTGCTGATGTCAATGCTCAGGAGCCCTGTAATGGCCGGAC 

TGCCCTTCACCTCGCAGTGGACCTGCAAAATCCTGACCTGGTGTCACTCCTGTTGAAGTGTGGGGCTGATGTCAA 

CAGAGTTACCTACCAGGGCTATTCTCCCTACCAGCTCACCTGGGGCCGCCCAAGCACCCGGATACAGCAGCAGCT 

GGGCCAGCTGACACTAGAAAACCTTCAGATGCTGCCAGAGAGTGAGGATGAGGAGAGCTATGACACAGAGTCAGA 

GTTCACGGAGTTCACAGAGGACGAGCTGCCCTATGATGACTGTGTGTTTGGAGGCCAGCGTCTGACGTTATGAGT 

GCAAAGGGGCTGAAAGAACATGGACTTGTATATTTGTACAAAAAAAAAGTTTTATTTTTCTAAAAAAAGAAAAAA 

GAAGAAAAAATTTAAAGGGTGTACTTATATCCACACTGCACACTGCCTAGCCCAAAACGTCTTATTGTGGTAGGA- 

TCAGCCCTCATTTTGTTGCTTTTGTGAACTTTTTGTAGGGGACGAGAAAGATCATTGAAATTCTGAGAAAACTTC 

TTTTAAACCTCACCTTTGTGGGGTTTTTGGAGAAGGTTATCAAAAATTTCATGGAAGGACCACATTTTATATTTA 

TTGTGCTTCGAGTGACTGACCCCAGTGGTATCCTGTGACATGTAACAGCCAGGAGTGTTAAGCGTTCAGTGATGT 

GGGGTGAAAAGTTACTACCTGTCAAGGTTTGTGTTACCCTCCTGTAAATGGTGTACATAATGTATTGTTGGTAAT 

TATTTTGGTACTTTTATGATGTATATTTATTAAAGAGATTTTTACAAATG 
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FIGURE 223 

MFQAAERPQEWAMEGPRDGLKKERLLDDRHDSGLDSMKDEEYEQMVKELQEIRLEPQEVPRGSEPWKQQLTEDGD 
SFLHLAIIHEEKALTMEVIRQVKGDLAFLNFQNN 

ACEQGCLASVGVLTQSCTTPHLHSILKATNYNGHTCLHLASIHGYLGIVELLVSLGADVNAQEPCNGRTALHLAV 
DLQNPDLVSLLLKCGADVNRVTYQGYSPYQLTWGRPSTRIQQQLGQLTLENLQMLPESEDEESYDTESEFTEFTE 

DELPYDDCVFGGQRLTL 
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FIGURE 224 

CGGCGGAGCTGGTCCCGTTGTGCTGCGGCGCCGCGCGGCCTGCAGTCCCGGGCCCGCGCCCCGCGCCGCCCGCCC 
GCCCGCCATGGAGCCCGGCCCCGACGGCCCCGCCGCCTCCGGCCCCGCCGCCATCCGCGAGGGCTGGTTCCGCGA 
GACCTGCAGCCTGTGGCCCGGCCAGGCCCTGTCGCTGCAGGTGGAGCAGCTGCTCCACCACCGGCGCTCGCGCTA 
CCAGGACATCCTCGTCTTCCGCAGTAAGACCTATGGCAACGTGCTGGTGTTGGACGGTGTCATCCAGTGCACGGA 
GAGAGACGAGTTCTCCTACCAGGAGATGATCGCCAACCTGCCTCTCTGCAGCCACCCCAACCCGCGAAAGGTGCT 
GATCATCGGGGGCGGAGATGGAGGTGTCCTGCGGGAGGTGGTGAAGCACCCCTCCGTGGAGTCCGTGGTCCAGTG 
TGAGATCGACGAGGATGTCATCCAAGTCTCCAAGAAGTTCCTGCCAGGCATGGCCATTGGCTACTCTAGCTCGAA 
GGTGACCCTACATGTGGGTGACGGTTTTGAGTTCATGAAACAGAATCAGGATGCCTTCGACGTGATCATCACTGA 
CTCCTCAGACCCCATGGGCCCCGCCGAAAGTCTCTTCAAGGAGTCCTATTACCAGCTCATGAAGACAGCCCTCAA 
GGAAGATGGTGTCCTCTGCTGCCAGGGCGAGTGCGAGTGGCTGCACCTGGACCTCATCAAGGAGATGCGGCAGTT 
CTGCCAGTCCCTGTTCCCCGTGGTGGCCTATGCCTACTGCACCATCCCCACCTACCCCAGCGGCCAGATCGGCTT 
CATGCTGTGCAGCAAGAACCCGAGCACGAACTTCCAGGAGCCGGTGCAGCCGCTGACACAGCAGCAGGTGGCGCA 
GATGCAGCTGAAGTACTACAACTCCGACGTGCACCGCGCCGCCTTTGTGCTGCCCGAGTTTGCCCGCAAGGCCCT 
GAATGATGTGAGCTGAGCCCAGGCGCCACCACTGATGCCACCCAGGACCTCGGACCTTGGAGCCTGCGGGGTGCC 
TCGGCCCCTCCAGCCCCGGGCCGGACCTCCTGCTGGCTCTCGCCCACCAACCAAGTGTTACAAGCCCCAGAATGC 
TGCCCGGCCTGCCCTGCTGGGCGGACTGTCTGTGTGTCTGTCTCTCTGGCGTTCCACCTCCAAGCCTATACCAGC 
TGTGTACAGCGCCATCTCTCTGCCTTCTGTTGCCCCCG 
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FIGURE 225 

MEPGPDGPAASGPAAIREGWFEIETCSLWPGQALSLQVEQLLHHRRSRYQDILVFRSKTYGNVLVLDGVIQCTERD 
EFSYQEMIANLPLCSHPNPRKVLilGGGDGGVLREWKHPSVESWQCEIDEDVIQVSKKFLPGMAIGYSSSKVT 
LHVGDGFEFMKQNQDAFDVIITDSSDPMGPAESLFKESYYQLMKTALKEDGVLCCQGECEWLHLDLIKEMRQFCQ 
SLFPWAYAYCTIPTYPSGQIGFMLCSKNPSTNFQEPVQPLTQQQVAQMQLKYYNSDVHRAAFVLPEFARKALND 

VS 
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FIGURE 226 

ACTCGTGCGTGAGGCGAGAGGAGCCGGAGACGAGACCAGAGGCCGAACTCGGGTTCTGACAAGATGGCCGGGCTG 

CCCCGCAGGATCATCAAGGAAACCCAGCGTTTGCTGGCAGAACCAGTTCCTGGCATCAAAGCCGAACCAGATGAG 

AGCAACGCCCGTTATTTTCATGTGGTCATTGCTGGCCCTCAGGATTCCCCCTTTGAGGGAGGGACTTTTAAACTT 

GAACTATTCCTTCCAGAAGAATACCCAATGGCAGCCCCTAAAGTACGTTTCATGACCAAAATTTATCATCCTAAT 

GTAGACAAGTTGGGAAGAATATGTTTAGATATTTTGAAAGATAAGTGGTCCCCAGCACTGCAGATCCGCACAGTT 

CTGCTATCGATCCAGGCCTTGTTAAGTGCTCCCAATCCAGATGATCCATTAGCAAATGATGTAGCGGAGCAGTGG 

AAGACCAACGAAGCCCAAGCCATAGAAACAGCTAGAGCATGGACTAGGCTATATGCCATGAATAATATTTAAATT 

GATACGATCATCAAGTGTGCATCACTTCTCCTGTTCTGCCAAGACTTCCTCCTCTTTGTTTGCATTTAATGGACA 

CAGTCTTAGAAACATTACAGAATAAAAAAGCCCAGACATCTTCAGTCCTTTGGTGATTAAATGCACATTAGCAAA 

TCTATGTCTTGTCCTGATTCACTGTCATAAAGCATGAGCAGAGGCTAGAAGTATCATCTGGATTGTTGTGAAACG 

TTTAAAAGCAGTGGCCCCTCCCTGCTTTTATTCATTTCCCCCATCCTGGTTTAAGTATAAAGCACTGTGAATGAA 

GGTAGTTGTCAGGTTAGCTGCAGGGGTGTGGGTGTTTTTATTTTATTTTATTTTATTTTATITTTGAGGGGGGAG 

GTAGTXTAATTTTATGGGCTCCTTTCCCCCTTTTTTGGTGATCTAATTGCATTGGTTAAAAGCAGCTAACCAGGT 

CTTTAGAATATGCTCTAGCCAAGTCTAACTTTATTTAGACGCTGTAGATGGACAAGCTTGATTGTTGGAACCAAA 

ATGGGAACATTAAACAAACATCACAGCCCTCACTAATAACATTGCTGTCAAGTGTAGATTCCCCCCTTCAAAAAA 

AGCTTGTGACCATTTTGTATGGCTTGTCTGGAAACTTCTGTAAATCTTATGTTTTAGTAAAATATTTTTTGTXAT 

TCT 
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FIGURE 227 

MAGLPRRIIKETQRLLAEPVPGIKAEPDESNARYFHWIAGPQDSPFEGGTFKLELFLPEEYPMAAPKVRFMTKI 
YHPbfVDKLGRICLDILKDKWSPALQIRTVLLSIQALLSAPNPDDPlANDVAEQWKTl^AQAIETARAWTRLYA^ 

NI 
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FIGURE 228 

CTAGTTTCTAAGGATCATGTCTGCGAGCCAGGATTCCCGATCCAGAGACAATGGCCCCGATGGGATGGAGCCCGA 
AGGCGTCATCGAGAGTAACTGGAATGAGATTGTTGACAGCTTTGATGACATGAACCTCTCGGAGTCCCTTCTCCG 
TGGCATCTACGCCTATGGTTTTGAGAAGCCCTCTGCCATCCAGCAGCGAGCCATTCTACCTTGTATCAAGGGTTA 
TGATGTGATTGCTCAAGCCCAATCTGGGACTGGGAAAACGGCCACATTTGCCATATCGATTCTGCAGCAGATTGA 
ATTAGATCTAAAAGCCACCCAGGCCTTGGTCCTAGCACCCACTCGAGAATTGGCTCAGCAGATACAGAAGGTGGT 
CATGGCACTAGGAGACTACATGGGCGCCTCCTGTCACGCCTGTATCGGGGGCACCAACGTGCGTGCTGAGGTGCA 
GAAACTGCAGATGGAAGCTCCCCACATCATCGTGGGTACCCCTGGCCGTGTGTTTGATATGCTTAACCGGAGATA 
CCTGTCCCCCAAATACATCAAGATGTTTGTACTGGATGAAGCTGACGAAATGTTAAGCCGTGGATTCAAGGACCA 
GATCTATGACATATTCCAAAAGCTCAACAGCAACACCCAGGTAGTXTTGCTGTCAGCCACAATGCCTTCTGATGT 
GCTTGAGGTGACCAAGAAGTTCATGAGGGACCCCATTCGGATTCTTGTCAAGAAGGAAGAGTTGACCCTGGAGGG 
TATCCGCCAGTTCTACATCAACGTGGAACGAGAGGAGTGGAAGCTGGACACACTATGTGACTTGTATGAAACCCT 
GACCATCACCCAGGCAGTCATCTTCATCAACACCCGGAGGAAGGTGGACTGGCTCACCGAGAAGATGCATGCTCG 
AGATTTCACTGTATCCGCCATGCATGGAGATATGGACCAAAAGGAACGAGACGTGATTATGAGGGAGTTTCGTTC 
TGGCTCTAGCAGAGTTTTGATTACCACTGACCTGCTGGCCAGAGGCATTGATGTGCAGCAGGTTTCTTTAGTCAT 
CAACTATGACCTTCCCACCAACAGGGAAAACTATATCCACAGAATCGGTCGAGGTGGACGGTTTGGCCGTAAAGG 
TGTGGCTATTAACATGGTGACAGAAGAAGACAAGAGGACTCTTCGAGACATTGAGACCTTCTACAACACCTCCAT 
TGAGGAAATGCCCCTCAATGTTGCTGACCTCATCTGAGGGGCTGTCCTGCCACCCAGCCCCAGCCAGGGCTCAAT 
CTCTGGGGGCTGAGGAGCAGCAGGAGGGGGGAGGGAAGGGAGCCAAGGGATGGACATCTTGTCATTTTTTTTCTT 
TGAATAAATGTCACTTTTTGAGGCAAAAGAAGG 
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FIGURE 229 

MSASQDSRSRDNGPDGMEPEGVIESNWNEIVDSFDDMNLSESLLRGIYAYGFEKPSAIQQRAILPCIKGYDVIAQ 

AQSGTGKTATFAISILQQIELDLKATQALVLAPTRELAQQIQKVVMALGDYMGASCHACIGGTNVRAEVQKLQME 

APHIIVGTPGRVFDMLNRRYLSPKYIKMFVLDEADEMLSRGFKDQIYDIFQKLNSNTQWLLSATMPSDVLEVTK 

KFMRDP I RI LVKKEELTLEGIRQFY INVEREEWKLDTLCDLYETLTI TQAVIF INTRRKVDWLTEKMHARDFTVS 

AMHGDMDQKERDVIMREFRSGSSRVLITTDLLARGIDVQQVSLVINYDLPTNRENYIHRIGRGGRFGRKGVAINM 
VTEEDKRTLRDIETFYNTSIEEMPLNVADLI 
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FIGURE 230 
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GCACGAg^AGCTCAATCGGCACTGGGTATGACCTGTCAGCCTCTACATTCTCTCCTGACGGAAGAGTTTTTCAAG 
TTGAATATGCTATGAAGGCTGTGGAAAATAGTAGTACAGCTATTGGAATCAGATGCAAAGATGGTGTTGTCTTTG 
GGGTAGAAAAATTAGTCCTTTCTAAACTTTATGAAGAAGGTTCCAACAAAAGACTTTTTAATGTTGATCGGCATG 
TTGGAATGGCAGTAGCAGGTTTGTTGGCAGATGCTCGTTCTTTAGCAGACATAGCAAGAGAAGAAGCTTCCAACT 
TCAGATCTAACTTTGGCTACAACATTCCACTAAAACATCTTGCAGACAGAGTGGCCATGTATGTGCATGCATATA 
CACTCTACAGTGCTGTTAGACCTTTTGGCTGCAGTTTCATGTTAGGGTCTTACAGTGTGAATGACGGTGCGCAAC 
TCTACATGATTGACCCATCAGGTGTTTCATACGGTTATTGGGGCTGTGCCATCGGCAAAGCCAGGCAAGCTGCAA 
AGACGGAAATAGAGAAGCTTCAGATGAAAGAAATGACCTGCCGTGATATCGTTAAAGAAGTTGCAAAAATAATTT 
ACATAGTACATGACGAAGTTAAGGATAAAGCTTTTGAACTAGAACTCAGCTGGGTTGGTGAATTAACTAATGGAA 
GACATGAAATTGTTCCAAAAGATATAAGAGAAGAAGCAGAGAAATATGCTAAGGAATCTCTGAAGGAAGAAGATG 
AATCAGATGATGATAATATGTAACATTTACTCCAGCATCTATTGTATTTTAAATTTCTACTCCAGTCCAATGTAA 
CTATTTAGCCCTG 
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FIGURE 231 

MSSIGTGYDLSASTFSPDGRVFQVEYA^!KAVENSSTAIGIRCKDGVVFGVEKLVLSKLYEEGSNKRLFNVDRHVG 
MAVAGLLADARSLADIAREEASNFRSNFGYNIPLKHLADRVAMYVHAYTLYSAVRPFGCSFMLGSYSVNDGAQLY 
MIDPSGVSYGYWGCAIGKARQAAKTEIEKLQMKEMTCRDIVKEVAKIIYIVHDEVKDKAFELELSWVGELTNGRH 
EIVPKDIREEAEKYAKESLKEEDESDDDNM 
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FIGURE 232 

ATTCTGAGCCGAGCCCGGTGCCAAGCGCAGCTAGCTCAGCAGGCGGCAGCGGCGGCCTGAGCTTCAGGGCAGCCA 
GCtCCTCCCGGTCTCGCCTTCCTCGCGGTCAGCATGAAAGCCTTCAGTCCCGTGAGGTCCGTTAGGAAAAACAGC 
CTGTCGGACCACAGCCTGGGCATCTCCCGGAGCAAAACCCCTGTGGACGACCCGATGAGCCTGCTATACAACATG 
AACGACTGCTACTCCAAGCTCAAGGAGCTGGTGCCCAGCATCCCCCAGAACAAGAAGGTGAGCAAGATGGAAATC 
CTGCAGCACCTCATCGACTACATCTTGGACCTGCAGATCGCCCTGGACTCGCATCCCACTATTGTCAGCCTGCAT 
CACCAGAGACCCGGGCAGAACCAGCGCTCCAGGACGCCGCTGACCACCCTCAACACGGATATCAGCATCCTGTCC 
TTGCAGGCTTCTGAATTCCCTTCTGAGTTAATGTCAAATGACAGCAAAGCACTGTGTGGCTGAATAAGCGGTGTT 
CATGATTTCTTTTATTCTTTGGACAACAACAACAACAACAAATTCACGGAATCTTTTAAGTGCTGAACTTATTTT 

TCAACCATTTCACAAGGAGGACAAGTTGAATGGACCTTTT 
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FIGURE 233 

MKAFSPVRSVRKNSLSDHSLGISRSKTPVDDPMSLLYNl^DCYSKLKELVPSIPQNKKVSKMEILQHLIDYILDL 
QIALDSHPTIVSLHHQRPGQNQRSRTPLTTLNTDISILSLQASEFPSELMSNDSKALCG 
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FIGURE 234A 

ATTGCAACACATGCAGCTGCCTGGAGAGAGGGAGCCGGTGTCCTACGTCAGAGCCGCCGCCGCCGCGAGCCGCCG 

CCGGGGAGGAGCAGCCGCTGCCGCCCAGGACTGGGCCCTTAGGGAGGAGGAGGCGAGAAGATGGCGGACGACCCC 

AGTGCTGCCGACAGGAACGTGGAGATCTGGAAGATCAAGAAGCTCATTAAGAGCTTGGAGGCGGCCCGCGGCAAT 

GGCACCAGCATGATATCATTGATCATTCCTCCCAAAGACCAGATTTCACGAGTGGCAAAAATGTTAGCGGATGAG 

TTTGGAACTGCATCTAACATTAAGTCACGAGTAAACCGCCTTTCAGTCCTGGGAGCCATTACATCTGTACAACAA 

AGACTCAAACTTTATAACAAAGTACCTCCAAATGGTCTGGTTGTATACTGTGGAACAATTGTAACAGAAGAAGGA 

AAGGAAAAGAAAGTCAACATTGACTTTGAACCTTTCAAACCAATTAATACGTCATTGTATTTGTGTGACAACAAA 

TTCCATACAGAGGCTCTTACAGCACTACTTTCAGATGATAGCAAGTTTGGATTCATTGTAATAGATGGTAGTGGT 

GCACTTTTTGGCACACTCCAAGGAAACACAAGAGAAGTCCTGCACAAATTCACTGTGGATCTCCCAAAGAAACAC 

GGTAGAGGAGGTCAGTCAGCCTTGCGTTTTGCCCGTTTAAGAATGGAAAAGCGACATAACTATGTTCGGAAAGTA 

GCAGAGACTGCTGTGCAGCTGTTTATTTCTGGGGACAAAGTGAATGTGGCTGGTCTAGTTTTAGCTGGATCCGCT 

GACTTTAAAACTGAACTAAGTCAATCTGATATGTTTGATCAGAGGTTACAATCAAAAGTTTTAAAATTAGTTGAT 

ATATCCTATGGTGGTGAAAATGGATTCAACCAAGCTATTGAGTTAXCTACTGAAGTCCTCTCCAACGTGAAATTC 

ATTCAAGAGAAGAAATTAATAGGACGATACTTTGATGAAATCAGCCAGGACACGGGCAAGTACTGTTTTGGCGTT 

GAAGATACACTAAAGGCTTTGGAAATGGGAGCTGTAGAAATTCTAATAGTCTATGAAAATCTGGATATAATGAGA 

TATGTTCTTCATTGCCAAGGCACAGAAGAGGAGAAAATTCTCTATCTAACTCCAGAGCAAGAAAAGGATAAATCT 

CATTTCACAGACAAAGAGACCGGACAGGAACATGAGCTTATCGAGAGCATGCCCCTGTTGGAATGGTTTGCTAAC 

AACTATAAAAAATTTGGAGCTACGTTGGAAATTGTCACAGATAAATCACAAGAAGGGTCTCAGTTTGTGAAAGGA 

TTTGGTGGAATTGGAGGTATCTTGCGGTACCGAGTAGATTTCCAGGGAATGGAATACCAAGGAGGAGACGATGAA 

TTTTTTGACCTTGATGACTACTAGGTAGTCGACATGGGTCCGGCAAAACGTGCCTCACCCTCCAGCATCCAACCC 

AAGGAGCATACCCATGGTGGAATCCAAACAGATCCCTGCCTTACAATTGGAACATTTCCAGAACTTAATCCATGA 

GCATTGGATATTGAAAAGAAAACCGAAACAAAACCAGACCCAGCCCTACACTTTGGTTTGTCATGGTGTCAGCGC 

AGCAGCCTACAACTAAGTTCCTAAACGCCACTTTGGACTAATTTAAAAAAGAATCCCAGTTTTTACTTTTACTGG 

ATGGTGAAATTGGTTGCTCTTGTATTTTATGAAAAAAAATGATTTTTTTAACCTTCATACATAGAAGCAAAAATA 

CTTTAACTGCTGTAAACCTTCAAAAGTTAATAGAAGTGAGATCATACTGGTTTGTTTCTTATTTTGATTGGAGAA 

AAATTAAATTGCTGCATTTCGCAGTGACCCATTTACATGGCATTCTCAGCTTAGACTGCGTAAGAAGAAATATAT 

GTGGTGAAATGTTGGAACCATTTCTCTCTTGGTCTCTGTTTAATGTTGAAAGGGTGAGCTAATAGGAGGCACTTT 

CAACTTCACTCCCTCACGCTACCCCGTCCCCCTCCAGACTGGCAGTTTCAAGGATGCAAATTGCATTGCAAAATC 

AAACTGACTCATGAAGCATTTGGGCCAGTGCACTGTTTACTTCCATCTGTTTGCAGACACATTTGTGCCCGGCGT 

TTGGGAGCCCTTTGTATCAATGTTCTGACAAGGGTCCCTATAACCTTAACCTACTCGAAACCGGTTTGGGATGGA 

TATGATGGGGCTTCTGTGCTATTGCTGGGATTGGGAGAAATAAAACATGCAATTTAAGTGGAAGCGAAGAAATTT 

AAAGAGGATTTTATTTTGCTTGGGTCAATCCTTGTTAAAAGGGAGGTGGATGTGTTTCCTTGTGTTGGATGGCAT 

GAGATTATGTGAATGTTTTGATTTATTAAAATGAACTGCAAGGTTTTTCACAGGAACGACAGACATGTATGACTG 

CATGTAATTATAAACTCCTGACCTCCTGGTGGGGTTGGAGCATCTGTTTCAAATGTGGGACTTACAAGCACTTCT 

CACATGAGAAATTAGGGGCGGGTGGGAAGGGATGGGACACAGCTTCTGGCACCATGGATTTAAGACCATGTTGGA 

TCCAAAAGTTGGCCTGAAACCCTGAAGCTGATGCTTCACAGCTGGGCTGTAAGTCAGACTTGAACCCAGCTGATA 

TGCAAGGTCATGGCGTGCCAGGGTGGTGACAGTTGAACAAAGTGTATAGTACGTGCCCAGTGGTAGCGATGGAAA 

AAAGTATACCAAATGGACTTTGAAGGACCAAAGGTTTTAAAAGTCAATTGGTATCACCTCCACACTGACTAGGGT 

AGTGGGGTGCATTTGGTTTTCAAATTGGGTACTTTTAACACTTTAGTGCCTGACTGCTGTTCTTTACTGACTTGA 

TTCAGTCACTCGTAGCTTTATTGGTCTGAACCAGCTCCTTGTTCCCAGGTTACAGACCTGCCTATCGTTCCAATA 

ATCCTGTTTCACTTGAATGAAGGGAGTATGTCTTAAATGTAAAGTTTCTGGTTCTCACACTGTACTCTGAGGTCC 

AAATACTGTCTGTCAATGTGTAACCTGATGTCTCAACCCCCTGTGAGAAGAGTCCATTATTTGGTGTTCACCAAC 

GTGGGAGACTTCACCGGAACAGGCTTXTTTGCTTTGGGCTCTGCTATTTGTTTGCAGAACACCCAAGAGCGAGCA 

AACACGCTCTCTTCACAGCAGTACCTTAGGGTTTTGCCATTGTAAATGGGTCTGATGTGATATGACAAGACCAGA 

GAAATTGGATGTAAATTTACATTTTTGAATATGCTTGTTGTTTCACATGATACATTTAGGGTATGCAGCTCCTTT 

TGTAGTTTTTATTTTTACTATTTAAGTTTGGAAATGATGCCAAATTTTTGTATTTCTTTAATCAATGTGTTCTCT 

TCGGTGATATATATTGCATTATATATTGATGTGTGTATCAATATATATTGATATGTATTACACTTACACATACAA 

ACACATATAAGAGGGGGTGAAAACCGTAGCCTTTGCATTCTCTATAGCCTCTGCAGAGAGATACTAAGCAGCAAA 
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FIGURE 234B 

ATCTTGGTGTTGTGATGTACAGAAATGGAGAAGAGTATTAAACCATATTTAAG 
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FIGURE 235 

MADDPSAADRNVEIWKIKKLIKSLEAARGNGTSMISLIIPPKDQISRVAKMLADEFGTASNIKSRVNRLSVLGA^ 
TSVQQRLKLYNKVPPNGLWYCGTIVTEEGKEKKVNIDFEPFKPINTSLYLCDNKFHTEALTALLSDDSKFGFIV 
IDGSGALFGTLQGNTREVLHKFTVDLPKKHGRGGQSALRFARLRMEKRHNYWKVAETAVQLFISGDKVNVAGLV 
LAGSADFKTELSQSDMFDQRLQSKVLKLVDISYGGENGFNQAIELSTEVLSNVKFIQEKKLIGRYFDEISQDTGK 
YCFGVEDTLKALEMGAVEILIVYENLDIMRYVLHCQGTEEEKILYLTPEQEKDKSHFTDKETGQEHELIESMPLL 
EWFANNYKKFGATLEIVTDKSQEGSQFVKGFGGIGGILRYRVDFQGMEYQGGDDEFFDLDDY 
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FIGURE 236 

TGCTGCGAACCACGTGGGTCCCGGGCGCGTTTCGGGTGCTGGCGGCTGCAGCCGGAGTTCAAACCTAAGCAGCTG 
GAAGGAACCATGGCCAACTGTGAGCGTACCTTCATTGCGATCAAACCAGATGGGGTCCAGCGGGGTCTTGTGGGA 
GAGATTATCAAGCGTTTTGAGCAGAAAGGATTCCGCCTTGTTGGTCTGAAATTCATGCAAGCTTCCGAAGATCTT 
CTCAAGGAACACTACGTTGACCTGAAGGACCGTCCATTCTTTGCCGGCCTGGTGAAATACATGCACTCAGGGCCG 
GTAGTTGCCATGGTCTGGGAGGGGCTGAATGTGGTGAAGACGGGCCGAGTCATGCTCGGGGAGACCAACCCTGCA 
GACTCCAAGCCTGGGACCATCCGTGGAGACTTCTGCATACAAGTTGGCAGGAACATTATACATGGCAGTGATTCT 
GTGGAGAGTGCAGAGAAGGAGATCGGCTTGTGGTTTCACCCTGAGGAACTGGTAGATTACACGAGCTGTGCTCAG 
AACTGGATCTATGAATGACAGGAGGGCAGACCACATTGCTTTTCACATCCATTTCCCCTCCTTCCCATGGGCAGA 
GGACCAGGCTGTAGGAAATCTAGTTATTTACAGGAACTTCATCATAATTTGGAGGGAAGCTCTTGGAGCTGTGAG 
TTCTCCCTGTACAGTGTTACCATCCCCGACCATCTGATTAAAATGCTTCCTCCCAGC 
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FIGURE 237 

MANCERTF I AI KPDGVQRGLVGE I IKRFEQKGFRLVGLKFMQAS EDLLKEHYVDLKDRPFFAGLVKYMHSGPWA 
MVWEGLNVVKTGRVMLGETNPADSKPGTIRGDFCIQVGRNIIHGSDSVESAEKEIGLWFHPEELVDYTSCAQNWI 

YE 
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FIGURE 238 

CCGCCATTTTGTGAGAAGCAAGGTGGCCTCCACGTTTCCTGAGCGTCTTCTTCGCTTTTGCCTCGACCGCCCCTT 
GACCACAGACMGTCTCGGGATCGGTTCCGGAGTCGTGGCGGTGGCGGTGGTGGCTTCCACAGGCGTGGAGGAGG 
CGGCGGCCGCGGCGGCCTCCACGACTTCCGTTCTCCGCCGCCCGGCATGGGCCTCAATCAGAATCGCGGCCCCAT 
GGGTCCTGGCCCGGGCCAGAGCGGCCCTAAGCCTCCGATCCCGCCACCGCCTCCACACCAACAGCAGCAACAGCC 
ACCACCGCAGCAGCCACCGCCGCAGCAGCCGCCACCGCATCAGCCGCCGCCGCATCCACAGCCGCATCAGCAGCA 
GCAGCCGCCGCCACCGCCGCAGGACTCTTCCAAGCCCGTCGTTGCTCAGGGACCCGGCCCCGCTCCCGGAGTAGG 
CAGCGCACCACCAGCCTCCAGCTCGGCCCCGCCCGCCACTCCACCAACCTCGGGGGCCCCGCCAGGGTCCGGGCC 
AGGCCCGACTCCGACCCCGCCGCCTGCAGTCACCTCGGCCCCTCCCGGGGCGCCGCCACCCACCCCGCCAAGCAG 
CGGGGTCCCTACCACACCTCCTCAGGCCGGAGGCCCGCCGCCTCCGCCCGCGGCAGTCCCGGGCCCGGGTCCAGG 
GCCTAAGCAGGGCCCAGGTCCGGGTGGTCCCAAAGGCGGCAAAATGCCTGGCGGGCCGAAGCCAGGTGGCGGCCC 
GGGCCTAAGTACGCCTGGCGGCCACCCCAAGCCGCCGCATCGAGGCGGCGGGGAGCCCCGCGGGGGCCGCCAGCA 
CCACCCGCCCTACCACCAGCAGCATCACCAGGGGCCCCCGCCCGGCGGGCCCGGCGGCCGCAGCGAGGAGAAGAT 
\ CTCGGACTCGGAGGGGTTTAAAGCCAATTTGTCTCTCTTGAGGAGGCCTGGAGAGAAAACTTACACACAGCGATG 
TCGGTTGTTTGTTGGGAATCTACCTGCTGATATCACGGAGGATGAATTCAAAAGACTATTTGCTAAATATGGAGA 
ACCAGGAGAAGTTTTTATCAACAAAGGCAAAGGATTCGGATTTATTAAGCTTGAATCTAGAGCTTTGGCTGAAAT 
TGCCAAAGCCGAACTGGATGATACACCCATGAGAGGTAGACAGCTTCGAGTTCGCTTTGCCACACATGCTGCTGC 
CCTTTCTGTTCGTAATCTTTCACCTTATGTTTCCAATGAACTGTTGGAAGAAGCCTTTAGCCAATTTGGTCCTAT 
TGAAAGGGCTGTTGTAATAGTGGATGATCGTGGAAGATCTACAGGGAAAGGCATTGTTGAATTTGCTTCTAAGCC 
AGCAGCAAGAAAGGCATTTGAACGATGCAGTGAAGGTGTTTTCTTACTGACGACAACTCCTCGTCCAGTCATTGT 
GGAACCACTTGAACAACTAGATGATGAAGATGGTCTTCCTGAAAAACTTGCCCAGAAGAATCCAATGTATCAAAA 
GGAGAGAGAAACCCCTCCTCGTTTTGCCCAGCATGGCACGTTTGAGTACGAATATTCTCAGCGATGGAAGTCTTT 
GGATGAAATGGAAAAACAGCAAAGGGAACAAGTTGAAAAAAACATGAAAGATGCAAAAGACAAATTGGAAAGTGA 
AATGGAAGATGCCTATCATGAACATCAGGCAAATCTTTTGCGCCAAGATCTGATGAGACGACAGGAAGAATTAAG 
ACGCATGGAAGAACTTCACAATCAAGAAATGCAGAAACGTAAAGAAATGCAATTGAGGCAAGAGGAGGAACGACG 
TAGAAGAGAGGAAGAGATGATGATTCGTCAACGTGAGATGGAAGAACAAATGAGGCGCCAAAGAGAGGAAAGTTA 
CAGCCGAATGGGCTACATGGATCCACGGGAAAGAGACATGCGAATGGGTGGCGGAGGAGCAATGAACATGGGAGA 
TCCCTATGGTTCAGGAGGCCAGAAATTTCCACCTCTAGGAGGTGGTGGTGGCATAGGTTATGAAGCTAATCCTGG 
CGTTCCACCAGCAACCATGAGTGGTTCCATGATGGGAAGTGACATGCGTACTGAGCGCTTTGGGCAGGGAGGTGC 
GGGGCCTGTGGGTGGACAGGGTCCTAGAGGAATGGGGCCTGGAACTCCAGCAGGATATGGTAGAGGGAGAGAAGA 
GTACGAAGGCCCAAACAAAAAACCCCGATTTTAaTGTGATATTTAGGCTTTCATTCCAGTTTGTTTTGTTTTTT 
TGTTTAGATACCAATCTTTTAAATTCTTGCATTTTAGTAAGAAAGCTATCTTTTTATGGATGTTAGCAGTTTATT 
GACCTAATATTTGTAAATGGTCTGTTTGGGCAGGTAAAATTATGTAATGCAGTGTTTGGAACAGGAGAATTTTTT 
TTTCCTTTTTATTTCTTTATTTTTTCTTTTTTACTGTATAATGTCCCTCAAGTTTATGGCAGTGTACCTTGTGCC 
ACTGAATTTCCAAAGTGTACCAATTTTTTTTTTTTTACTGTGCTTCAAATAAATAGAAAAATAGTTATAATATTG 
GATCTTCAACTTTGCCATTCATGCTTCTATGCATATTAGGCTACGTATTCCACATTGAAAGCATGAGAGTGTCTA 
GGCCTTTGAATGGCATATGCCATTTCTGGGAAATGCATCTGGAGGCTAAGTATTGCTXTCTACAAATAATTGCCC 
CCTTTGTTTTAAAAAGAAGAAATGCATATTGAAGTAGTTTGATGATTTGTTTGGCATATAGGAAGCACGCTGGTG 
CTAAGTATTTTTTAAATGGTTATGTAAGCAAAGCTGAACTGTAAATCTTCAGGAATATGTATTAAGATTGTGGAA 
TGGGTGTAAGACAATTGGTAGGGGGTGAAAGTGGGTTTGATTAAATGGATCTTTTATGGCCCTATGATCTATCCT 
TTACTTGAAAGCTTTTGAAAAGTGGAAAGGTCATTTTGTTGCATTTCCCCATTTCTTGTTTTTAAAAGACCAACA 
AATCTCAAGCCCTATAAATGGCTTGTATTGAACTTTTACATTTGAATTAAAGATGTTAAACATGAAAAAAA 
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FIGURE 239 

MSRDRFRSRGGGGGGFHRRGGGGGRGGLHDFRSPPPGMGLNQNRGPMGPGPGQSGPKPPIPPPPPHQQQQQPPPQ 
QPPPQQPPPHQPPPHPQPHQQQQPPPPPQDSSKPWAQGPGPAPGVGSAPPASSSAPPATPPTSGAPPGSGPGPT 
PTPPPAVTSAPPGAPPPTPPSSGVPTTPPQAGGPPPPPAAVPGPGPGPKQGPGPGGPKGGKMPGGPKPGGGPGLS 
TPGGHPKPPHRGGGEPRGGRQHHPPYHQQHHQGPPPGGPGGRSEEKISDSEGFKANLSLLRRPGEKTYTQRCRLF 
VGNLPADITEDEFKRLFAKYGEPGEVFINKGKGFGFIKLESRALAEIAKAELDDTPMRGRQLRVRFATHAAALSV 
RNLSPYVSNELLEEAFSQFGPIERAWIVDDRGRSTGKGIVEFASKPAARKAFERCSEGVFLLTTTPRPVIVEPL 
EQLDDEDGLPEKLAQKNPMYQKERETPPRFAQHGTFEYEYSQRWKSLDEMEKQQREQVEKNMKDAKDKLESEMED 
AYHEHQANLLRQDLMRRQEELRRMEELHNQEMQKRKEMQLRQEEERRRREEEMMIRQREMEEQMRRQREESYSRM 
GYMDPRERDMRMGGGGAMNMGDPYGSGGQKFPPLGGGGGIGYEANPGVPPATMSGSMMGSDMRTERFGQGGAGPV 

GGQGPRGMGPGTPAGYGRGREEYEGPNKKPRF 
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GCCCGTCCCGCCGCCCGCCCGCCAGCCATQ^GCTCCACGCAGTTCAACAAGGGCCCCTCGTACGGGCTGTCGGCC 

GAGGTCAAGAACCGGCTCCTGTCCAAATATGACCCCCAGAAGGAGGCAGAGCTCCGCACCTGGATCGAGGGACTC 

ACCGGCCTCTCCATCGGCCCCGACTTCCAGAAGGGCCTGAAGGATGGAACTATCTTATGCACACTCATGAACAAG 

CTACAGCCGGGCTCCGTCCCCAAGATCAACCGCTCCATGCAGAACTGGCACCAGCTAGAAAACCTGTCCAACTTC 

ATCAAGGCCATGGTCAGCTACGGCATGAACCCTGTGGACCTGTTCGAGGCCAACGACCTGTTTGAGAGTGGGAAC 

ATGACGCAGGTGCAGGTGTCTCTTCTCGCCCTGGCGGGGAAGGCCAAGACTAAGGGGCTGCAGAGCGGGGTGGAC 

ATTGGCGTCAAGTACTCGGAGAAGCAGGAGCGGAATTTCGACGATGCCACCATGAAGGCTGGCCAGTGCGTCATC 

GGGCTGCAGATGGGCACCAACAAATGCGCCAGCCAGTCGGGCATGACTGCCTACGGCACGAGAAGGCATCTCTAT 

GACCCCAAGAACCATATCCTGCCCCCCATGGACCACTCGACCATCAGCCTCCAGATGGGCACGAACAAGTGCGCC 

AGCCAGGTGGGCATGACGGCTCCCGGGACCCGGCGGCACATCTATGATACCAAGCTGGGAACCGACAAGTGTGAC 

AACTCCTCCATGTCCCTGCAGATGGGCTACACGCAGGGCGCCAACCAGAGCGGCCAGGTCTTCGGCCTGGGCCGG 

CAGATATATGACCCCAAGTACTGCCCGCAAGGCACAGTGGCCGATGGGGCTCCCTCGGGCACCGGCGACTGCCCG 

GACCCGGGGGAGGTCCCTGAATATCCCCCTTACTACCAGGAGGAGGCCGGCTACTGMGCTCCCAGCACGCTCTC 

TCCCCACATCGTCTTCCCATCTGGGTTTTTGGGTTTTTCTGTGTTTTCATCTTTTTTTTTTTTTTTCTTGACCCG 

TTCAGTGCTGCCAGTCAACCAAGGGTCTGTGAGTGTCAGCGTGGGATCAGGCAGCAGAGCTTTTTTCCCCTTTGC 

CTTGATCCTTCGCAAGGCTGAGCCACTGGGCTGTGGGGGAAGGGGTCAAGGCCATATCCCAATACGTGTAGGGCG 

AGGGTCCCTGCTGGCACATTCAGGCTGTGCTGGGAAGAAGAGACCTGGGCTTGGAAGGAACCGGTCCCCGACGGT 

TTCTGGTTGCCTCGCCTCTTCCCCCTTTTGTCAGCTGAGCAGTTTGTGGTTTCTATGCCCGCAAGTTTCAGGAAG 

TATTCACAAAAGAAAAATACATTTTTTCCCCCAGGGGTGGGGCAAGGACAGTGGAGAGAGTGCTAGGAAATGAGT 

CCCCTGGGAAAGGGGACCGGGCCGTGATGTTAAATATCTCCGGCTC.CCAAGTGACTGGATTTGCCTAGGACCTTC 

AGATCAACAGACTTCAGACCCTCAGACCTGCCCCGGGGCCAGGTGGAGAAAGTGAGGGCCGTACAAGGAAGTGAA 

ATTCTGAGTTGTTGGGGCTAAGCCTGACCCCCTCTCCATGCTCCCCGCCCCAACTCACTCTGGCCTCAGTAGATT 

TTTTTTTCAGTTGTGGTTGTTGCCCAGGCTGGAGTGCAGTGGCGCCATCXTGGCTCACTGCACCTCCACCTTCCG 

GGCTCAAGCGATTCTCCAGCCTCAGCCTCCTGAGTAGCTAGGACTGCAGGTGCTCCACCACGCCCGGCTAATTTT 

TGTATTTTTAGTAGAGATGGGGTTTCCCCATGTTGGCCAGGCTGGTCTCGAACT.CCTGGCCTCAGGTGTGATCCG 

CCCGCCTCCGCCTCCCCAAGCGCTGAGATTACAGGTGTGAGCCACCGTGCCCAGGCCCTCAGTAGGTTTTAAGGA 

GTCCCCAGCCCTCCTCCCTTCTGGGCCCGACCAGCTTATACTGCTCCATCTTCCCCGGCCACATGCCCCGCCAAG 

TACTGCACAGGGACCCCCCACCCAGGGGCCCTGCTCCGTGAGATAATGTGAAATACGACTGTGGACCAAACGCAA 

TAAAACCTTTGTTTGTAGGAAG 
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FIGURE 241 

MSSTQFNKGPSYGLSAEVKNRLLSKYDPQKEAELRTWIEGLTGLSIGPDFQKGLKDGTILCTLMNKLQPGSVPKI 
NRSMQNWHQLENLSNFIKAMVSYGMNPVDLFEANDLFESGNMTQVQVSLLALAGKAKTKGLQSGVDIGVKySEKQ 
ERNFDDATMKAGQCVIGLQMGTNKCASQSGMTAYGTRRHLYDPKNHILPPMDHSTISLQMGTNKCASQVGMTAPG 
XRRHIYDTKLGTDKCDNSSMSLQMGYTQGANQSGQVFGLGRQIYDPKYCPQGTVADGAPSGTGDCPDPGEVPEYP 

PYYQEEAGY 
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FIGURE 242 

CTGAAGATGGCGGCTGCTGTAGGACGGTTGCTCCGAGCGTCGGTTGCCCGACATGTGAGTGCCATTCCTTGGGGC 

ATTTCTGCCACTGCAGCCCTCAGGCCTGCTGCATGTGGAAGAACGAGCTTGACAAATTTATTGTGTTCTGGTTCC 

AGTCAAGCAAAATTATTCAGCACCAGTTCCTCATGCCATGCACCTGCTGTCACCCAGCATGCACCCTATTTTAAG 

GGTACAGCCGTTGTCAATGGAGAGTTCAAAGACCTAAGCCTTGATGACTTTAAGGGGAAATATTTGGTGCTTTTC 

TTCTATCCTTTGGATTTCACCTTTGTGTGTCCTACAGAAATTGTTGCTTTTAGTGACAAAGCTAACGAATTTCAC 

GATGTGAACTGTGAAGTTGTCGCAGTCTCAGTGGATTCCCACTTTAGCCATCTTGCCTGGATAAATACACCAAGA 

AAGAATGGTGGTTTGGGCCACATGAACATCGCACTCTTGTCAGACTTAACTAAGCAGATTTCCCGAGACTACGGX 

GTGCTGTTAGAAGGTTCTGGTCTTGCACTAAGAGGTCTCTTCATAATTGACCCCAATGGAGTCATCAAGCATTTG 

AGCGTCAACGATCTCCCAGTGGGCCGAAGCGTGGAAGAAACCCTCCGCTTGGTGAAGGCGTTCCAGTATGTAGAA 

ACACATGGAGAAGTCTGCCCAGCGAACTGGACACCGGATTCTCCTACGATCAAGCCAAGTCCAGCTGCTTCCAAA 

GAGTACTTTCAGAAGGTAAATCAGTAGATCACCCATGTGTATCTGCACCTTCTCAACTGAGAGAAGAACCACAGT 

TGAAACCTGCTTTTATCATTTTCAAGATGGTTATTTGTAGAAGGCAAGGAACCAATTATGCTTGTATTCATAAGT 

ATTACTCTAAATGTTTTGTTTTTGTAATTCTGGCTAGGACCTTTTAAACATGGTTAGTTGCTAGTACAGGAATCG 

TTTATTGGTAACATCTTGGTGGCTGGCTAGCTAGTTTCTACAGAACATAATTXGCCTCTATAGAAGGCTATTCTT 

AGATCATGTCTCAATGGAAACACTCTTCTTTCTTAGCCTTACTTGAATCTTGCCTATAATAAAGTAGAGCAACAC 

ACATTGAAAGCTTCTGATCAACGGTCCTGAAATTTTCATCTTGAATGTCTTTGTATTAAACTGAATTTTCTTTTA 

AGCTAACAAAGATCATAATTTTCAATGATTAGCCGTGTAACTCCTGCAATGAATGTTTATGTGATTGAAGCAAAT 

GTGAATCGTATTATTTTAAAAAGTGGCAGAGTGACTTAACTGATCATGCATGATCCCTCATCCCTGAAATTGAGT 

TTATGTAGTCATTTTACTTATTTTATTCATTAGCTAACTTTGTCTATGTATATTTCTAGATATTGATTAGTGTAA 

TCGATTATAAAGGATATTTATCAAATCCAGGGATTGCATTTTGAAATTATAATTAXTTTCTTTGCTGAAGTATTC 

ATTGTAAAACATACAAATAACATATTTAAACAAAAAAAAAAA 
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FIGURE 243 

MAAAVGRLLRASVARHVSAIPWGISATAALRPAACGRTSLTNLLCSGSSQAKLFSTSSSCHAPAVTQHAPYFKGT 
AXAmGEFKDLSLDDFKGKYLVLFFYPLDFTFVCPTEIVAFSDKANEFHDVNCEWAVSVDSHFSHIAWINTPRra 
GGLGHMNIALLSDLTKQISRDYGVLLEGSGLALRGLFIIDPNGVIKHLSVNDLPVGRSVEETLRLVKAFQYVETH 
GEVCPANWTPDSPTIKP SPAAS KEYFQKVNQ 
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FIGURE 244 

TGGCCGGAATTCCGGGGAGGGAGAAGCCCCTTTGGCCTGCCTTACGGAAGCCTGCGAGGGAGGGTGGTGTCCACT 

GCCCAGTTCCGTGTCCCGATGCCCAGCGCCACGCAGCGCAAGAGTCAGGAGAAGCCGCGGGAGATCATGGACGCG 

GCGGAAGATTATGCTAAAGAGAGATATGGAATATCTTCAATGATACAATCACAAGAAAAACCAGATCGAGTTTTG 

GTTCGGGTTAGAGACTTGACAATACAAAAAGCTGATGAAGTTGTTTGGGTACGTGCAAGAGTTCATACAAGCAGA 

GCTAAAGGGAAACAGTGCTTCTTAGTCCTACGTCAGCAGCAGTTTAATGTCCAGGCTCTTGTGGCGGTGGGAGAC 

CATGCAAGCAAGCAGATGGTTAAATTTGCTGCCAACATCAACAAAGAGAGCATTGTGGATGTAGAAGGTGTTGTG 

AGAAAAGTGAATCAGAAAATTGGAAGCTGTACACAGCAAGACGTTGAGTTACATGTTCAGAAGATTTATGTGATC 

AGTTTGGCTGAACCCCGTCTGCCCCTGCAGCTGGATGATGCTGTTCGGCCTGAGCAAGAAGGAGAAGAGGAAGGA 

AGAGCTACTGTTAACCAGGATACAAGATTAGACAACAGAGTCATTGATCTTAGGACATCAACTAGTCAGGCAGTC 

TTCCGTCTCCAGTCTGGCATCTGCCATCTCTTCCGAGAAACTTTAATTAACAAAGGTTTTGTGGAAATCCAAACT 

CCTAAAATTATTTCAGCTGCCAGTGAAGGAGGAGCCAATGTTTTTACTGTGTCATATTTTAAAAATAATGCATAC 

CTGGCTCAGTCCCCACAGCTATATAAGCAAATGTGCATTTGTGCTGATTTTGAGAAGGTTTTCTCTATTGGACCA 

GTATTCAGAGCGGAAGACTCTAATACCCATAGACATCTAACTGAGTTTGTTGGTTTGGACATTGAAATGGCTTTT 

AATTACCATTACCACGAAGTTATGGAAGAAATTGCTGACACCATGGTACAAATATTCAAAGGACTTCAAGAAAGG 

TTTCAGACTGAAATTCAAACAGTGAATAAACAGTTCCCATGTGAGCCATTCAAATTTTTGGAGCCAACTCTAAGA 

CTAGAATATTGTGAAGCATTGGCTATGCTTAGGGAAGCTGGAGTCGAAATGGGAGATGAAGACGATCTGAGCACA 

CCAAATGAAAAGCTGTTGGGTCATTTGGTAAAGGAAAAGTATGATACAGATTTTTATATTCTTGATAAATATCCA 

TTGGCTGTAAGACCTTTCTATACCATGCCTGACCCAAGAAATCCCAAACAGTCCAAGTCTTACGATATGTTCATG 

AGAGGAGAAGAAATATTGTCAGGAGCTCAAAGAATACATGATCCTCAACTGCTAACAGAGAGAGCTTTACATCAT 

GGAAATGATTTGGAGAAAATTAAGGCTTACATTGATTCCTTCCGCTTTGGAGCCCCTCCTCATGCTGGTGGAGGC 

ATTGGATTGGAACGAGTTACTATGCTGTTTCTGGGATTGCATAATGTTCGTCAGACCTCCATGTTCCCTCGTGAT 

CCCAAACGACTCACTCCTTAAATTCACACTTTGCCACTTAACTCCAGTGTGGATGACAGAGCGAGACCCTQCCTC 

j^vkAAAAAAAAAAAAAAAAAAAAAAAAAAAAA^ 

ATTCTTTTCAGTAACCTGCTAGTGCACAGGCTGTACTTTAGGTACTTAAAATATGCACTAGAATAAATTTGCAAG 
GCCCTAAAATATCACTGTTATTTTTGGAGTAATTCAGTATAGGTTCGTTTAAAAGAGATTTTTATAACTTCAGAC 
ATGCATCAGTAGGAAATAACTTGAGAAATTCATATGGTTATGTTACAAATTCATATTCTGTTACTACAGTAAACG 
TTAAGAGTTTTAAACAGTTAAGATTGTACAATTTTTCTTCTTTTCTATATTACAAGGGCCCCAGTGTTAATGTCT 
TAGATTTTCAGTATTTGAACTTATTTTTTTAAATTCTGTCATTGAGATAAGAATAATTCAGGTAGCATCTGAAAT 
TTTAATGAATGTATAATTGGCATATCATGGAAAATTAACCAGAAAGTATCAGTTCTTAAAAGTTATGCCTAGAAA 
TTATGTAAAGCTAAACTACTGGTTAGAAAGTATTCAGTGTAATATTGTATTAATTTGTTAAATTCTAAACTTGAA 

TTTCAATAAAATTTTAAAGCT 
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FIGURE 245 

MPSATQRKSQEKPREIMDAAEDYAKERYGISSMIQSQEKPDRVLVRVRDLTIQKADEWWVRARVHTSRAKGKQC 
FLVLRQQQFNVQALVAVGDHASKQMVKFAANINKESIVDVEGWRKVNQKIGSCTQQDVELHVQKIYVISLAEPR 
LPLQLDDAVRPEQEGEEEGRATVNQDTRLDNRVIDLRTSTSQAVFRLQSGICHLFRETLINKGFVEIQTPKIISA 
ASEGGANVFTVSYFKNNAYLAQSPQLYKQMCICADFEKVFSIGPVFRAEDSNTHRHLTEFVGLDIEMAFNYHYHE 
VMEEIADTMVQIFKGLQERFQTEIQTVNKQFPCEPFKFLEPTLRLEYCEALAMLREAGVEMGDEDDLSTPNEKLL 
GHLVKEKYDTDFYILDKYPLAVRPFYTMPDPRNPKQSKSYDMFMRGEEILSGAQRIHDPQLLTERALHHGNDLEK 
IKAYIDSFRFGAPPHAGGGIGLERVTMLFLGLHNVRQTSMFPRDPKRLTP 
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ACTTGGCCTTACACTCCGCTCGGCTCACCATCTGTCACTCTCGCAGCTGCCACCCGACCATGACCATCCTGCAGG 

CCCCGACCCCGGCCCCCTCCACCATCCCGGGACCCCGGCGGGGCTCCGGTCCTGAGATCTTCACCTTCGACCCTC 

TCCCGGAGCCCGCAGCGGCCCCTGCCGGGCGCCCCAGCGCCTCTCGCGGGCACCGAAAGCGCAGCCGCAGGGTCT 

CTCTACCCTCGAGTGGTGAGTATCGCCGAAGTGGGCATTCGCGGTGTGCGCTGCCCTGGAGTCACTGGGGAACGA 

CCCGACTCCAGAGCCTCGACCTGACCTGTCTCCTGTTTTGTCTCCCCTTAGTCCGGCGCCAGCTGCCAGTCGAGG 

AACCGAACCCAGCCAAAAGGCTTCTCTTTCTGCTGCTCACCATCGTCTTCTGCCAGATCCTGATGGCTGAAGAGG 

GTGTGCCGGCGCCCCTGCCTCCAGAGGACGCCCCTAACGCCGCATCCCTGGCGCCCACCCCTGTGTCCCCCGTCC 

TCGAGCCCTTTAATCTGACTTCGGAGCCCTCGGACTACGCTCTGGACCTCAGCACTTTCCTCCAGCAACACCCGG 

CCGCCTTCTAACTGTGACTCCCCGCACTCCCCAAAAAGAATCCGAAAAACCACAAAGAAACACCAGGCGTACCTG 

GTGCGCGAGAGCGTATCCCCAACTGGGACTTCCGAGGCAACTTGAACTCAGAACACTACAGCGGAGACGCCACCC 

GGTGCTTGAGGCGGGACCGAGGCGCACAGAGACCGAGGCGCATAGAGACCGAGGCACAGCCCAGCTGGGCTAGGC 

CGGTGGGAAGGAGAGCGTCGTTAATTTATTTCTTATTGCTCCTAATTAATATTTATATGTATTTATGTACGTCCT 

CCTAGGTGATGGAGATGTGTACGTAATATTTATTTTAACTTATGCAAGGGTGTGAGATGTTCCCTCTGCTGTAAA 

TGCAGGTCTCTTGGTATTTATTGAGCTTTGTGGGACTGGTGGAAGCAGGACACCTGGAACTGCGGCAAAGTAGGA 

GAAGAAATGGGGAGGACTCGGGTGGGGGAGGACGTCCCGGCTGGGATGAAGTCTGGTGGTGGGTCGTAAGTTTAG 

GAGGTGACTGCATCCTCCAGCATCTCAACTCCGTCTGTCTACTGTGTGAGACTTCGGCGGACCATTAGGAATGAG 

ATCCGTGAGATCCTTCCATCTTCTTGAAGTCGCCTTTAGGGTGGCTGCGAGGTAGAGGGTTGGGGGTTGGTGGGC 

TGTCACGGAGCGACTGTCGAGATCGCCTAGTATGTTCTGTGAACACAAATAAAATTGATTTACTGTCTGC 
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FIGURE 247 

MCHSRSCHPTMTILQAPTPAPSTIPGPRRGSGPEIFTFDPLPEPAAAPAGRPSASRGHRKRSRRVSLPSSGEYRR 
SGHSRCALPWSHWGTTRLQSLDLTCLLFCLPLVRRQLPVEEPNPAKRLLFLLLTIVFCQILMAEEGVPAPLPPED 
APNAASLAPTPVSPVLEPFNLTSEPSDYALDLSTFLQQHPAAF 
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GCGCGACCGTCCCGGGGGTGGGGCCGGGCGCAGCGGCGAGAGGAGGCGAAGGTGGCTGCGGTAGCAGCAGCGCGG 

CAGCCTCGGACCCAGCCCGGAGCGCAGGGCGGCCGCTGCAGGTCCCCGCTCCCCTCCCCGTGCGTCCGCCCATGG 

CCGCCGCCGGGCAGCTGTGCTTGCTCTACCTGTCGGCGGGGCTCCTGTCCCGGCTCGGCGCAGCCTTCAACTTGG 

ACACTCGGGAGGACAACGTGATCCGGAAATATGGAGACCCCGGGAGCCTCTTCGGCTTCTCGCTGGCCATGCACT 

GGCAACTGCAGCCCGAGGACAAGCGGCTGTTGCTCGTGGGGGCCCCGCGCGGAGAAGCGCTTCCACTGCAGAGAG 

CCAACAGAACGGGAGGGCTGTACAGCTGCGACATCACCGCCCGGGGGCCATGCACGCGGATCGAGTTTGATAACG 

ATGCTGACCCCACGTCAGAAAGCAAGGAAGATCAGTGGATGGGGGTCACCGTCCAGAGCCAAGGTCCAGGGGGCA 

AGGTCGTGACATGTGCTCACCGATATGAAAAAAGGCAGCATGTTAATACGAAGCAGGAATCCCGAGACATCTTTG 

GGCGGTGTTATGTCCTGAGTCAGAATCTCAGGATTGAAGACGATATGGATGGGGGAGATTGGAGCTTTTGTGATG 

GGCGATTGAGAGGCCATGAGAAATTTGGCTCTTGCCAGCAAGGTGTAGCAGCTACTTTTACTAAAGACTTTCATT 

ACATTGTATTTGGAGCCCCGGGTACTTATT^ACTGGAAAGGGATTGTTCGTGTAGAGCAAAAGAATAACACTTTTT 

TTGACATGAACATCTTTGAAGATGGGCCTTATGAAGTTGGTGGAGAGACTGAGCATGATGAAAGTCTCGTTCCTG 

TTCCTGCTAACAGTTACTTAGGTTTTTCTTTGGACTCAGGGAAAGGTATTGTTTCTAAAGATGAGATCACTTTTG 

TATCTGGTGCTCCCAGAGCCAATCACAGTGGAGCCGTGGTTTTGCTGAAGAGAGACATGAAGTCTGCACATCTCC 

TCCCTGAGCACATATTCGATGGAGAAGGTCTGGCCTCTTCATTTGGCTATGATGTGGCGGTGGTGGACCTCAACA 

AGGATGGGTGGCAAGATATAGTTATTGGAGCCCCACAGTATTTTGATAGAGATGGAGAAGTTGGAGGTGCAGTGT 

ATGTCTACATGAACCAGCAAGGGAGATGGAATAATGTGAAGCCAATTCGTCTTAATGGAACCAAAGATTCTATGT 

TTGGCATTGCAGTAAAAAATATTGGAGATATTAATCAAGATGGCTACCCAGATATTGCAGTTGGAGCTCCGTATG 

ATGACTTGGGAAAGGTTTTTATCTATCATGGATCTGCAAATGGAATAAATACCAAACCAACACAGGTTCTCAAGG 

GTATATCACCTTATTTTGGATATTCAATTGCTGGAAACATGGACCTTGATCGAAATTCCTACCCTGATGTTGCTG 

TTGGTTCCCTCTCAGATTCAGTAACTATTTTCAGATCCCGGCCTGTGATTAATATTCAGAAAACCATCACAGTAA 

CTCCTAACAGAATTGACCTCCGCCAGAAAACAGCGTGTGGGGCGCCTAGTGGGATATGCCTCCAGGTTAAATCCT 

GTTTTGAATATACTGCTAACCCCGCTGGTTATAATCCTTCAATATCAATTGTGGGCACACTTGAAGCTGAAAAAG 

AAAGAAGAAAATCTGGGCTATCCTCAAGAGTTCAGTTTCGAAACCAAGGTTCTGAGCCCAAATATACTCAAGAAC 

TAACTCTGAAGAGGCAGAAACAGAAAGTGTGCATGGAGGAAACCCTGTGGCTACAGGATAATATCAGAGATAAAC 

TGCGTCCCATTCCCATAACTGCCTCAGTGGAGATCCAAGAGCCAAGCTCTCGTAGGCGAGTGAATTCACTTCCAG 

AAGTTCTTCCAATTCTGAATTCAGATGAACCCAAGACAGCTCATATTGATGTTCACTTCTTAAAAGAGGGATGTG 

GAGACGACAATGTATGTAACAGCAACCTTAAACTAGAATATAAATTTTGCACCCGAGAAGGAAATCAAGACAAAT 

TTTCTTATTTACCAATTCAAAAAGGTGTACCAGAACTAGTTCTAAAAGATCAGAAGGATATTGCTTTAGAAATAA 

CAGTGACAAACAGCCCTTCCAACCCAAGGAATCCCACAAAAGATGGCGATGACGCCCATGAGGCTAAACTGATTG 

CAACGTTTCCAGACACTTTAACCTATTCTGCATATAGAGAACTGAGGGCTTTCCCTGAGAAACAGTTGAGTTGTG 

TTGCCAACCAGAATGGCTCGCAAGCTGACTGTGAGCTCGGAAATCCTTTTAAAAGAAATTCAAATGTCACTTTTT 

ATTTGGTTTTAAGTACAACTGAAGTCACCTTTGACACCCCATATCTGGATATTAATCTGAAGTTAGAAACAACAA 

GCAATCAAGATAATTTGGCTCCAATTACAGCTAAAGCAAAAGTGGTTATTGAACTGCTTTTATCGGTCTCGGGAG 

TTGCTAAACCTTCCCAGGTGTATTTTGGAGGTACAGTTGTTGGCGAGCAAGCTATGAAATCTGAAGATGAAGTGG 

GAAGTTTAATAGAGTATGAATTCAGGGTAATAAACTTAGGTAAACCTCTTACAAACCTCGGCACAGCAACCTTGA 

ACATTCAGTGGCCAAAAGAAATTAGCAATGGGAAATGGTTGCTTTATTTGGTGAAAGTAGAATCCAAAGGATTGG 

AAAAGGTAACTTGTGAGCCACAAAAGGAGATAAACTCCCTGAACCTAACGGAGTCTCACAACTCAAGAAAGAAAC 

GGGAAATTACTGAAAAACAGATAGATGATAACAGAAAATTTTCTTTATTTGCTGAAAGAAAATACCAGACTCTTA 

ACTGTAGCGTGAACGTGAACTGTGTGAACATCAGATGCCCGCTGCGGGGGCTGGACAGCAAGGCGTCTCTTATTT 

TGCGCTCGAGGTTATGGAACAGCACATTTCTAGAGGAATATTCCAAACTGAACTACTTGGACATTCTCATGCGAG 

CCTTCATTGATGTGACTGCTGCTGCCGAAAATATCAGGCTGCCAAATGCAGGCACTCAGGTTCGAGTGACTGTGT 

TTCCCTCAAAGACTGTAGCTCAGTATTCGGGAGTACCTTGGTGGATCATCCTAGTGGCTATTCTCGCTGGGATCT 

TGATGCTTGCTTTATTAGTGTTTATACTATGGAAGTGTGGTTTCTTCAAGAGAAATAAGAAAGATCATTATGATG 

CCACATATCACAAGGCTGAGATCCATGCTCAGCCATCTGATAAAGAGAGGCTTACTTCTGATGCATACTATTGAT 

CTACTTCTGTAATTGTGTGGATTCTTTAAACGCTCTAGGTACGATGACAGTGTTCCCCGATACCATGCTGTAAGG 

ATCCGGAAAGAAGAGCGAGAGATCAAAGATGAAAAGTATATTGATAACCTTGAAAAAAAACAGTGGATCACAAAG 

TGGAACAGAAATGAAAGCTACTCATAGCGGGGGCCTAAAAAAAAAAAAGCTTCACAGTACCCAAACTGCTTTTTC 
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FIGURE 248B 

CAACTCAGAAATTCAATTTGGATTTAAAAGCCTGCTCAATCCCTGAGGACTGATTTCAGAGTGACTACACACAGT 

ACGAACCTACAGTTTTAACTGTGGATATTGTTACGTAGCCTAAGGCTCCTGTTTTGCACAGCCAAATTTAAAACT 

GTTGGAATGGATTTTTCTTTAACTGCCGTAATTTAACTTTCTGGGTTGCCTTTGTTTTTGGCGTGGCTGACTTAC 

ATCATGTGTTGGGGAAGGGCCTGCCCAGTTGCACTCAGGTGACATCCTCCAGATAGTGTAGCTGAGGAGGCACCT 

ACAGTCACCTGCACTAACAGAGTGGCCGTCCTAACCTCGGGCCTGCTGCGCAGACGTCCATCACGTTAGCTGTCC 

CACATCACAAGACTATGCCATTGGGGTAGTTGTGTTTCAACGGAAAGTGCTGTCTTAAACTAAATGTGCAATAGA 

AGGTGATGTTGCCATCCTACCGTCTTTTCCTGTTTCCTAGCTGTGTGAATACCTGCTCACGTCAAATGCATACAA 

GTTTCATTCTCCCTTTCACTAAAAACACACAGGTGCAACAGACTTGAATGCTAGTTATACTTATTTGTATATGGT 

ATTTATTTTTTCTTTTCTTTACAAACCATTTTGTTATTGACTAACAGGCCAAAGAGTCTCCAGTTTACCCTTCAG 

GTTGGTTTAATCAATCAGAATTAGAATTAGAGCATGGGAGGGTCATCACTATGACCTAAATTATTTACTGCAAAA 

AGAAAATCTTTATAAATGTACCAGAGAGAGTTGTTTTAATAACTTATCTATAAACTATAACCTCTCCTTCATGAC 

AGCCTCCACCCCACAACCCAAAAGGTTTAAGAAATAGAATTATAACTGTAAAGATGTTTATTTCAGGCATTGGAT 

ATTTTTTACTTTAGAAGCCTGCATAATGTTTCTGGATTTACATACTGTAACATTCAGGAATTCTTGGAGAAGATG 

GGTTTATTCACTGAACTCTAGTGCGGTTTACTCACTGCTGCAAATACTGTATATTCAGGACTTGAAAGAAATGGT 

GAATGCCTATGGAACTAGTGGATCCAAACTGATCCAGTATAAGACTACTGAATCTGCTACCAAAACAGTTAATCA 

GTGAGTCGAGTGTTCTATTTTTTGTTTTGTTTCCTCCCCTATCTGTATTCCCAAAAATTACTTTGGGGCTAATTT 

AACAAGAACTTTAAATTGTGTTTTAATTGTAAAAATGGCAGGGGGTGGAATTATTACTCTATACATTCAACAGAG 

ACTGAATAGATATGAAAGCTGATTTTTTTTAATTACCATGCTTCACAATGTTAAGTTATATGGGGAGCAACAGCA 

AACAGGTGCTAATTTGTTTTGGATATAGTATAAGCAGTGTCTGTGTTTTGAAAGAATAGAACACAGTTTGTAGTG 

CCACTGTTGTTTTGGGGGGGGCTTTTTTTCTTTTTCCGGAAAATCCTTAAACCTTAAGATACTAAGGACGTTGTT 

TTGGTTGTACTTGGAATTCTTAGTCACAAAATATATTTTGTTTACAAAAATTTCTGTAAAACAGGTTATAACAGT 

GTTTAAAGTCTCAGTXTCTTGCTTGGGGAACTTGTGTCCCTAATGTGTTAGATTGCTAGATTGCTAAGGAGCTGA 

TACTTGACAGTTTTTTAGACCTGTGTTACTAAAAAAAAGATGAATGTCGGAAAAGGGTGTTGGGAGGGTGGTCAA 

CAAAGAAACAAAGATGTTATGGTGTTTAGACTTATGGTTGTTAAAAATGTCATCTCAAGTCAAGTCACTGGTCTG 

TTTGCATTTGATACATTTTTGTACTAACTAGCATTGTAAAATTATTTCATGATTAGAAATTACCTGTGGATATTT 

GTATAAAAGTGTGAAATAAATTTTTTATAAAAGTGTTCATTGTTTCGTAACACAGCATTGTATATGTGAAGCAAA 

CTCTAAAATTATAAATGACAACCTGAATTATCTATTTCATCAAAAAAAAAAAAAAAAAAAA 
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MAAAGQLCLLYLSAGLLSRLGAAFNLDTREDOTIRKYGDPGSLFGFSLAMHWQLQPEDKRLLLVGAPRG 

RANRTGGLYSCDITARGPCTRIEFDNDADPTSESKEDQWMGVTVQSQGPGGKWTCAHRYEKRQHVNTKQESRDI 

FGRCYVLSQNLRIEDDMDGGDWSFCDGRLRGHEKFGSCQQGVAATFTKDFHYIVFGAPGTYNWKGIVRVEQKNNT 

FFDMNIFEDGPYEVGGETEHDESLVPVPANSYLGFSLDSGKGIVSKDEITFVSGAPRANHSGAWLLKRDMKSAH 

LLPEHIFDGEGLASSFGYDVAWDLNKDGWQDIVIGAPQYFDRDGEVGGAVYVYMNQQGRWNNVKPIRLNGTKDS 

MFGIAVKNIGDINQDGYPDIAVGAPYDDLGKVFIYHGSANGINTKPTQVLKGISPYFGYSIAGNMDLDRNSYPDV 

AVGSLSDSVTIFRSRPVINIQKTITVTPNRIDLRQKTACGAPSGICLQVKSCFEYTANPAGYNPSISIVGTLEAE 

KERRKSGLSSRVQFRNQGSEPKYTQELTLKRQKQKVCMEETLWLQDNIRDKLRPIPITASVEIQEPSSRRRVNSL 

PEVLPILNSDEPKTAHIDVHFLKEGCGDDNVCNSNLKLEYKFCTREGNQDKFSYLPIQKGVPELVLKDQKDIALE 

ITVTNSPSNPRNPTKDGDDAHEAKLIATFPDTLTYSAYRELRAFPEKQLSCVANQNGSQADCELGNPFKRNSNVT 

FYLVLSTTEVTFDTPYLDINLKLETTSNQDNLAPITAKAKWIELLLSVSGVAKPSQVYFGGTWGEQAMKSEDE 

VGSLIEYEFRVINLGKPLTNLGTATLNIQWPKEISNGKWLLYLVKVESKGLEKVTCEPQKEINSLNLTESHNSRK 

KREITEKQIDDNRKFSLFAERKYQTLNCSV1WNCVNIRCPLRGLDSKASLILRSRLWNSTFLEEYSKLNYLDILM 

RAF I DVTAAAEN I RLPN AGTQVRVTVFP SKT VAQY SGVP WWI I LVAI L AG I LMLALLVF I LWKCGFFKRNKKDH Y 

DATYHKAEIHAQPSDKERLTSDA 
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GGAAACTCCCGCAGACTTCTCTGTAGATCGCTGAGCGATACTTTCGGCAGCACCTCCTTGATTCTCAGTTTTGCT 
GGAGGCCGCAACCAGGCCCGCGCCGCCACCATGTTTCGAAATCAGTATGACAATGATGTCACTGTTTGGAGCCCC 
CAGGGCAGGATTCATCAAATTGAATATGCAATGGAAGCTGTTAAACAAGGTTCAGCCACAGTTGGTCTGAAATCA 
AAAACTCATGCAGTTTTGGTTGCATTGAAAAGGGCGCAATCAGAGCTTGCAGCTCATCAGAAAAAAATTCTCCAT 
GTTGACAACCACATTGGTATCTCAATTGCGGGGCTTACTGCTGATGCTAGACTGTTATGTAATTTTATGCGTCAG 
GAGTGTTTGGATTCCAGATTTGTATTCGATAGACCACTGCCTGTGTCTCGTCTTGTATCTCTAATTGGAAGCAAG 
ACCCAGATACCAACACAACGATATGGCCGGAGACCATATGGTGTTGGTCTCCTTATTGCTGGTTATGATGATATG 
GGCCCTCACATTTTCCAAACCTGTCCATCTGCTAACTATTTTGACTGCAGAGCCATGTCCATTGGAGCCCGTTCC 
CAATCAGCTCGTACTTACTTGGAGAGACATATGTCTGAATTTATGGAGTGTAATTTAAATGAACTAGTTAAACAT 
GGTCTGCGTGCCTTAAGAGAGACGCTTCCTGCAGAACAGGACCTGACTACAAAGAATGTTTCCATTGGAATTGTT 
GGTAAAGACTTGGAGTTTACAATCTATGATGATGATGATGTGTCTCCATTCCTGGAAGGTCTTGAAGAAAGACCA 
CAGAGAAAGGCACAGCCTGCTCAACCTGCTGATGAACCTGCAGAAAAGGCTGATGAACCAATGGAACATTAAGTG 
ATAAGCCAGXCTATATATGTATTATCAAATATGTAAGAATACAGGCACCACATACTGATGACAATAATCTATACT 
TTGAACCAAAAGTTGCAGAGTGGTGGAATGCTATGCTATGTTTTAGGAATCAGTCCAGATGTGAGTTTTTTCCAA 
GCAACCTCACTGAAACCTATATAATGGAATACATTTTTCTTTGAAAGGGTCTGTATAATCATTTTCTAGAAGTAT 
GGGTATCTATACTAATGTTTTTTATATAAGAACATAGGTGTCTTTGTGGTTTTAAAGACAACTGTGAAATAAAAT 
TGTTTCACCGCCTGGTAAAAAAAAAAAAAAAAAAAAAAAAAAAA ' 
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MFRNQYDNDVTVWSPQGRIHQIEYAMEAVKQGSATVGLKSKTHAVLVALKRAQSELAAHQKKILHVDNHIGISIA 
GLTADARLLCNFMRQECLDSRFWDRPLPVSRLVSLIGSKTQIPTQRYGRRPYGVGLLIAGYDDMGPHIFQTCPS 
ANYFDCRAMSIGARSQSARTYLERHMSEFMECNLNELVKHGLRALRETLPAEQDLTTKNVSIGIVGKDLEFTIYD 
DDDVSPFLEGLEERPQRKAQPAQPADEPAEKADEPMEH 
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GGGGTGACGCAGGCGCAGCGCGGGCTGCGCGCGCTACTGCCCATCCCCGGTTGTCCCACTTTTGTTCGCCTCTCT 

TCGGTCCTCTACTCAAGAGCTCCGTCTCCGTCTCGCCCTCCTCGAAGTCCTCGTCGCGCGCCCGCGACCCAGGTC 

GCCCTGAAATCTAGCCCGTCCGAGCGCGAGTCCAACGGCCGCGGCCGCACCAAGGCCCCCTCAGACCGTGCCATG 

GGTGACAGTGATGACGAGTACGATCGAAGGCGCAGGGACAAGTTCAGAAGAGAGCGCAGCGACTACGACCGTTCC 

CGCGAGAGAGATGAAAGACGTCGAGGGGACGATTGGAATGACAGAGAGTGGGACCGTGGCCGTGAGCGCCGTAGT 

CGGGGTGAATATCGGGACTATGACCGGAATCGGCGAGAGCGCTTCTCGCCACCTCGCCACGAACTCAGCCCGCCA 

CAGAAGCGCATGAGGAGAGACTGGGATGAGCACAGCTCTGACCCATACCACAGTGGCTATGAGATGCCCTATGCT 

GGGGGGGGGTGGGGGCCCAACTTATGGCCCCCCTCAGCCCTGGGGCCACCCTGACGTCCACATCATGCAGCACCA 

TGTCCTGCCTATCCAGGCCAGGCTGGGCAGCATTGCAGAGATTGACCTGGGTGTGCCGCCGCCCGTGATGAAGAC 

CTTCAAGGAGTTTCTCCTCTCCCTGGAXGACTCGGTGGATGAGACGGAGGCCGTCAAGCGCTATAATGACTACAA 

GCTGGATTTCCGGAGGCAACAGATGCAGGATTTCTTCCTGGCGCACAAAGATGAGGAGTGGTTTCGGTCTAAGTA 

CCACCCAGATGAGGTGGGGAAGCGTCGGCAGGAGGCCCGGGGGGCCCTGCAAAACCGACTGAGGGTCTTCCTGTC 

CCTCATGGAGACTGGCTGGTTTGATAACCTTCTCCTGGACATAGACAAAGCTGATGCCATTGTCAAGATGCTGGA 

TGCAGCCGTGATTAAGATGGAAGGAGGCACGGAGAATGATCTCCGCATCCTGGAGCAGGAGGAGGAGGAGGAGCA 

GGCAGGAAAGCCTGGGGAGCCCAGCAAGAAAGAAGAAGGACGGGCTGGAGCAGGCCTAGGGGACGGGGAGCGCAA 

AACCAACGACAAGGATGAGAAGAAGGAAGACGGCAAGCAGGCTGAGAATGACAGTTCTAATGATGACAAAACAAA 

GAAGTCGGAGGGTGATGGGGACAAGGAAGAGAAGAAAGAAGACTCCGAGAAGGAAGCCAAAAAGAGTAGCAAGAA 

GCGGAACCGGAAGCACAGTGGTGACGACAGCTTTGACGAGGGCAGCGTGTCAGAGTCTGAGTCGGAGTCAGAGAG 

CGGCCAGGCTGAGGAGGAGAAGGAGGAGGCCGAAGCGCTCAAGGAGAAGGAGAAGCCCAAGGAAGAAGAATGGGA 

GAAGCCCAAGGACGCCGCGGGGCTGGAGTGCAAGCCGCGGCCGCTGCATAAGACCTGCTCCCTCTTCATGCGCAA 

CATCGCGCCCAACATCTCCCGGGCCGAGATCATCTCCCTTTGTAAAAGGTACCCAGGCTTTATGCGGGTGGCGCT 

CTCAGAGCCCCAGCCAGAGAGGAGGTTTTTCCGTCGTGGCTGGGTGACCTTCGACCGCAGTGTTAACATTAAAGA 

GATCTGTTGGAACCTGCAGAACATCCGTCTCCGGAGTGTGAGCTGAGCCCTGGTGTGAACTGGGACCTGACCCGG 

CGCGTTCGCAACATCAACGGCATCACCCAGCACAAGCAGATTGTGCGCAACGACATCAAGCTGGGGGCCAAGCTG 

ATCCACACGCTGGATGACAGGACACAGCTTTGGGCCTCAGAACCAGGGACGCCTCCCCTGCCCACGAGCCTGCCC 

TCGCAAAACCCGATCTTGAAGAATATCACCGACTACCTGATCGAGGAAGTAAGCGCCGAGGAGGAGGAGCTGCTG 

GGGAGCAGCGGGGGCGCTCCTCCTGAGGAGCCTCCTAAGGAAGGGAACCCGGCAGAGATCAACGTGGAGCGGGAX 

GAGAAGTTGATTAAGGTCTTGGACAAGCTCCTCCTTTACCTGCGCATCGTGCATTCCTTGGATTATTACAACACC 

TGTGAGTACCCCAACGAGGACGAGATGCCCAATCGCTGTGGGATCATCCACGTTCGGGGGCCCATGCCACCCAAC 

CGCATCAGTCACGGGGAAGTGCTGGAGTGGCAGAAGACTTTTGAGGAGAAGCTCACGCCGTTGCTGAGTGTGCGG 

GAGTCACTCTCAGAGGAAGAGGCCCAGAAGATGGGGCGCAAAGACCCAGAGCAGGAAGTGGAGAAGTTCGTCACC 

TCCAACACGCAGGAACTGGGCAAGGATAAGTGGCTGTGTCCTCTCAGTGGCAAGAAATTCAAGGGTCCTGAGTTT 

GCGCGCAAACATATCTTCAACAAGCATGCAGAGAAAATTGAGGAAGTGAGAAAGGAAGTCGCGTTTTTTAACAAC 

TTCCTCACTGATGCTAAGCGCCCAGCTCTGCCTGAGATCAAGCCAGCCCAGCCACCTGGCCCCGCCCAGATACTC 

CCCCCAGGTTTGACCCCAGGACTCCCCTACCCACACCAGACTCCCCAGGGCCTGATGCCCTATGGTCAGCCCCGG 

CCCCCGATCTTGGGCTATGGAGCXGGTGCTGTCCGCCCTGCAGTCCCCACAGGAGGCCCTCCATACCCCCATGCC 

CCGTATGGTGCTGGTCGAGGGAACTATGATGCCTTCCGAGGCCAGGGAGGCTATCCTGGGAAACCTCGCAACAGG 

ATGGTTCGTGGAGACCCAAGGGCCATTGTGGAATATCGGGACCTGGATGCCCCAGACGATGTTGATTTCTTTTGA 

GCCGTCCCCCGTTCCTCAGTCCTGTATCATCCATACTTGTACTACCTTGTCCTATGAAGCTCTGAGAATTTTTTG 

TACGATCAGCCTTACTGCTAATAAAAGCACTTCCACAGGGAAAAAAAAAAAAAAAAAA 
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CCGCAGAACTTGGGGAGCCGCCGCCGCCATCCGCCGCCGCAGCCAGCTTCCGCCGCCGCAGGACCGGCCCCTGCC 

CCAGCCTCCGCAGCCGCGGCGCGTCCACGCCCGCCCGCGCCCAGGGCGAGTCGGGGTCGCCGCCTGCACGCTTCT 

CAGTGTTCCCCGCGCCCCGCATGTAACCCGGCCAGGCCCCCGCAACGGTGTCCCCTGCAGCTCCAGCCCCGGGCT 

GCACCCCCCCGCCCCGACACCAGCTCTCCAGCCTGCTCGTCCAGGATGGCCGCGGCCAAGGCCGAGATGCAGCTG 

ATGTCCCCGCTGCAGATCTCTGACCCGTTCGGATCCTTTCCTCACTCGCCCACCATGGACAACTACCCTAAGCTG 

GAGGAGATGATGCTGCTGAGCAACGGGGCTCCCCAGTTCCTCGGCGCCGCCGGGGCCCCAGAGGGCAGCGGCAGC 

AACAGCAGCAGCAGCAGCAGCGGGGGCGGTGGAGGCGGCGGGGGCGGCAGCAACAGCAGCAGCAGCAGCAGCACC 

TTCAACCCTCAGGCGGACACGGGCGAGCAGCCCTACGAGCACCTGACCGCAGAGTCTTTTCCTGACATCTCTCTG 

AACAACGAGAAGGTGCTGGTGGAGACCAGTTACCCCAGCCAAACCACTCGACTGCCCCCCATCACCTATACTGGC 

CGCTTTTCCCTGGAGCCTGCACCCAACAGTGGCAACACCTTGTGGCCCGAGCCCCTCTTCAGCTTGGTCAGTGGC 

CTAGTGAGCATGACCAACCCACCGGCCTCCTCGTCCTCAGCACCATCTCCAGCGGCCTCCTCCGCCTCCGCCTCC 

CAGAGCCCACCCCTGAGCTGCGCAGTGCCATCCAACGACAGCAGTCCCATTTACTCAGCGGCACCCACCTTCCCC 

ACGCCGAACACTGACATTTTCCCTGAGCCACAAAGCCAGGCCTTCCCGGGCTCGGCAGGGACAGCGCTCCAGTAC 

CCGCCTCCTGCCTACCCTGCCGCCAAGGGTGGCTTCCAGGTTCCCATGATCCCCGACTACCTGTTTCCACAGCAG 

CAGGGGGATCTGGGCCTGGGCACCCCAGACCAGAAGCCCTTCCAGGGCCTGGAGAGCCGCACCCAGCAGCCTTCG 

CTAACCCCTCTGTCTACTATTAAGGCCTTTGCCACTCAGTCGGGCTCCCAGGACCTGAAGGCCCTCAATACCAGC 

TACCAGTCCCAGCTCATCAAACCCAGCCGCATGCGCAAGTATCCCAACCGGCGCAGCAAGACGCCCCCCCACGAA 

CGCCCTTACGCTTGCCCAGTGGAGTCCTGTGATCGCCGCTTCTCCCGCTCCGACGAGCTCACCCGCCACATCCGC 

ATCCACACAGGCCAGAAGCCCTTCCAGTGCCGCATCTGCATGCGCAACTTCAGCCGCAGCGACCACCTCACCACC 

CACATCCGCACCCACACAGGCGAAAAGCCCTTCGCCTGCGACATCTGTGGAAGAAAGTTTGCCAGGAGCGATGAA 

CGCAAGAGGCATACCAAGATCCACTTGCGGCAGAAGGACAAGAAAGCAGACAAAAGTGTTGTGGCCTCTTCGGCC 

ACCTCCTCTCTCTCTTCCTACCCGTCCCCGGTTGCTACCTCTTACCCGTCCCCGGTTACTACCTCTTATCCATCC 

CCGGCCACCACCTCATACCCATCCCCTGTGCCCACCTCCTTCTCCTCTCCCGGCTCCTCGACCTACCCATCCCCT 

GTGCACAGTGGCTTCCCCTCCCCGTCGGTGGCCACCACGTACTCCTCTGTTCCCCCTGCTTTCCCGGCCCAGGTC 

AGCAGCTTCCCTTCCTCAGCTGTCACCAACTCCTTCAGCGCCTCCACAGGGCTTTCGGACATGACAGCAACCTTT 

TCTCCCAGGACAATTGAAATTTGCTAAAGGGAAAGGGGAAAGAAAGGGAAAAGGGAGAAAAAGAAACACAAGAGA 

CTTAAAGGACAGGAGGAGGAGATGGCCATAGGAGAGGAGGGTTCCTCTTAGGTCAGATGGAGGTTCTCAGAGCCA 

AGTCCTCCCTCTCTACTGGAGTGGAAGGTCTATTGGCCAACAATCCTTTCTGCCCACTTCCCCTTCCCCAATTAC 

TATTCCCTTTGACTTCAGCTGCCTGAAACAGCCATGTCCAAGTTCTTCACCTCTATCCAAAGAACTTGATTTGCA 

TGGATTTTGGATAAATCATTTCAGTATCATCTCCATCATATGCCTGACCCCTTGCTCCCTTCAATGCTAGAAAAT 

CGAGTTGGCAAAATGGGGTTTGGGCCCCTCAGAGCCCTGCCCTGCACCCTTGTACAGTGTCTGTGCCATGGATTT 

CGTTTTTCTTGGGGTACTCTTGATGTGAAGATAATTTGCATATTCTATTGTATTATTTGGAGTTAGGTCCTCACT 

TGGGGGAAAAAAAAAAAAAAAAGCCAAGCAAACCAATGGTGATCCTCTATTTTGTGATGATGCTGTGACAATAAG 

TTTGAACCTTTTTTTTTGAAACAGCAGTCCCAGTATTCTCAGAGCATGTGTCAGAGTGTTGTTCCGTTAACCTTT 

TTGTAAATACTGCTTGACCGTACTCTCACATGTGGCAAAATATGGTTTGGTTTTTCTTTTTTTTTTTTGAAAGTG 

TTTTTTCTTCGTCCTTTTGGTTTAAAAAGTTTCACGTCTTGGTGCCTTTTGTGTGATGCCCCTTGCTGATGGCTT 

GACATGTGCAATTGTGAGGGACATGCTCACCTCTAGCCTTAAGGGGGGCAGGGAGTGATGATTTGGGGGAGGCTT 

TGGGAGCAAAATAAGGAAGAGGGCTGAGCTGAGCTTCGGTTCTCCAGAATGTAAGAAAACAAAATCTAAAACAAA 

ATCTGAACTCTCAAAAGTCTATTTTTTTAACTGAAAATGTAAATTTATAAATATATTCAGGAGTTGGAATGTTGT 

AGTTACCTACTGAGTAGGCGGCGATTTTTGTATGTTATGAACATGCAGTTCATTATTTTGTGGTTCTATTTTACT 

TTGTACTTGTGTTTGCTTAAACAAAGTGACTGTTTGGCTTATAAACACATTGAATGCGCTTTATTGCCCATGGGA 

TATGTGGTGTATATCCTTCCAAAAAATTAAAACGAAAATAAAGTAGCTGCGATTGGG 



REPLACEMENT SHEET 

275/2682 

FIGURE 254 

MAAAKAEMQLMSPLQISDPFGSFPHSPTMDNYPK^ 

GSNSSSSSSTFNPQADTGEQPYEHLTAESFPDISLNNEKVLVETSYPSQTTRLPPITYTGRFSLEPAPNSGNTLW 
PEPLFSLVSGLVSMTNPPASSSSAPSPAASSASASQSPPLSCAVPSNDSSPIYSAAPTFPTPNTDIFPEPQSQAF 
PGSAGTALQYPPPAYPAAKGGFQVPMIPDYLFPQQQGDLGLGTPDQKPFQGLESRTQQPSLTPLSTIKAFATQSG 
SQDLKALNTSYQSQLIKPSRMRKYPNRPSKTPPHERPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMR 
NFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHLRQKDKKADKSWASSATSSLSSYPSPVATSY 
PSPVTTSYPSPATTSYPSPVPTSFSSPGSSTYPSPVHSGFPSPSVATTYSSVPPAFPAQVSSFPSSAVTNSFSAS 

TGLSDMTATFSPRTIEIC 
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CTTCCCCTTCTCTGCCCTGCTCCAGGCACCAGGCTCTTTCCCCTTCAGTGTCTCAGAGGAGGGGACGGCAGCACC 

ATGGACCCCCGCTTGTCCACTGTCCGCCAGACCTGCTGCTGCTTCAATGTCCGCATCGCAACCACCGCCCTGGCC 

ATCTACCATGTGATCATGAGCGTCTTGTTGTTCATCGAGCACTCAGTAGAGGTGGCCCATGGCAAGGCGTCCTGC 

AAGCTCTCCCAGATGGGCTACCTCAGGATCGCTGACCTGATCTCCAGCTTCCTGCTCATCACCATGCTCTTCATC 

ATCAGCCTGAGCCTACTGATCGGCGTAGTCAAGAACCGGGAGAAGTACCTGCTGCCCTTCCTGTCCCTGCAAATC 

ATGGACTATCTCCTGTGCCTGCTCACCCTGCTGGGCTCCTACATTGAGCTGCCCGCCTACCTCAAGTTGGCCTCC 

CGGAGCCGTGCTAGCTCCTCCAAGTTCCCCCTGATGACGCTGCAGCTGCTGGACTTCTGCCTGAGCATCCTGACC 

CTCTGCAGCTCCTACATGGAAGTGCCCACCTATCTCAACTTCAAGTCCATGAACCACATGAATTACCTCCCCAGC 

CAGGAGGATATGCCTCATAACCAGTTCATCAAGATGATGATCATCTTTTCCATCGCCTTCATCACTGTCCTTATC 

TTCAAGGTCTACATGTTCAAGTGCGTGTGGCGGTGCTACAGATTGATCAAGTGCATGAACTCGGTGGAGGAGAAG 

AGAAACTCCAAGATGCTCCAGAAGGTGGTCCTGCCGTCCTACGAGGAAGCCCTGTCTTTGCCATCGAAGACCCCA 

GAGGGGGGCCCAGCACCACCCCCATACTCAGAGGTGTGACCCTCGCCAGGCCCCAGCCCCAGTGCTGGGAGGGGT 

GGAGCTGCCTCATAATCTGCTTTTTTGCTTTGGTGGCCCCTGTGGCCTGGGTGGGCCCTCCCGCCCCTCCCTGGC 

AGGACAATCTGCTTGTGTCTCCCTCGCTGGCCTGCTCCTCCTGCAGGGCCTGTGAGCTGCTCACAACTGGGTCAA 

CGCTTTAGGCTGAGTCACTCCTCGGGTCTCTCCATAATTCAGCCCAACAATGCTTGGTTTATTTCAATCAGCTCT 

GACACTTGTTTAGACGATTGGCCATTCTAAAGTTGGTGAGTTTGTCAAGCAACTATCGACTTGATCAGTTCAGCC 

AAGCAACTGACAAATCAAAAACCCACTTGTCAGTTCAGTAAAATAATTTGGTCAAACAACAGTCTATTGCATTGA 

TTTATAAATAGTTGTCAGTTCACATAGCAATTTAATCAAGTAATCATTAATTAGTTACCCCCTATATATAAATAT 

ATGTAATCAATTTCTTCAAATAGCTTGCTTACATGATAATCAATTAGCCAACCATGAGTCATTTAGAATAGTGAT 

AAATAGAATACACAGAATAGTGATGAAATTCAATTTAAAAAATCACGTTAGCCTCCAAACCATTTAATTCAAATG 

AACCCATCAACTGGATGCCAACTCTGGCGAATGTAGGACCTCTGAGTGGCTGTATAATTGTTAATTCAAATGAAA 

TTCATTTAAACAGTTGACAAACTGTCATTCAACAATTAGCTCCAGGAAATAACAGTTATTTCATCATAAAACAGT 

CCCTTCAAACACACAATTGTTCTGCTGAAGAGTTGTCATCAACAATCCAATGCTCACCTATTCAGTTGCTCTGTG 

GTCAGTGTGGCTGCATAGCAGTGGATTCCATGAAAGGAGTCATTTTAGTGATGAGCTGCCAGTCCATTCCCAGGC 

CAGGCTGTCGCTGGCCATCCATTCAGTCGATTCAGTCATAGGCGAATCTGTTCTGCCCGAGGCTTGTGGICAAGC 

AAAAATTCAGCCCTGAAATCAGGCACATCTGTTCGTTGGACTAAACCCACAGGTTAGTTCAGTCAAAGCAGGCAA 

CCCCCTTGTGGGCACTGACCCTGCCACTGGGGTCATGGCGGTTGTGGCAGCTGGGGAGGTTTGGCCCCAACAGCC 

CTCCTGTGCCTGCTTCCCTGTGTGTCGGGGTCCTCCAGGGAGCTGACCCAGAGGTGGAGGCCACGGAGGCAGGGT 

CTCTGGGGACTGTCGGGGGGTACAGAGGGAGAAGGCTCTGCAAGAGCTCCCTGGCAATACCCCCTTGTGTAATTG 

CTTTGTGTGCGACAGGGAGGAAGTTTCAATAAAGCAACAACAAGCTTCAAGGAATTC 



REPLACEMENT SHEET 

277/2682 

FIGURE 256 

MDPRLSTVRQTCCCFNVRI ATTALAI YHVIMS VLLF IEHS VEVAHGKASCKLSQMGY LRI ADL I S SFLLI TMLF I 

ISLSLLIGWKNREKYLLPFLSLQIMDYLLCLLTLLGSYIELPAYLKLASRSRASSSKFPLMTLQLLDFCLSILT 

LCSSYMEVPTYLNFKSMNHMNYLPSQEDMP^ 

RNSKMLQKWLPSYEEALSLPSKTPEGGPAPPPYSEV 
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FIGURE 257 

CACGAGGGAGCGCTAACGTCTTTCTGTCTCCCCGCGGTGGTGAT®lCGGTGAAAACTGAGGCTGCTAAGGGCACC 

CTCACTTACTCCAGGATGAGGGGCATGGTGGCAATTCTCATCGCTTTCATGAAGCAGAGGAGGATGGGTCTGAAC 

GACTTTATTCAGAAGATTGCCAATAACTCCTATGCATGCAAACACCCTGAAGTTCAGTCCATCTTGAAGATCTCC 

CAACCTCAGGAGCCTGAGCTTATGAATGCCAACCCTTCTCCTCCACCAAGTCCTTCTCAGCAAATCAACCTTGGC 

CCGTCGTCCAATCCTCATGCTAAACCATCTGACTTTCACTTCTTGAAAGTGATCGGAAAGGGCAGTTTTGGAAAG 

GTTCTTCTAGCAAGACACAAGGCAGAAGAAGTGTTCTATGCAGTCAAAGTTTTACAGAAGAAAGCAATCCTGAAA 

AAGAAAGAGGAGAAGCATATTATGTCGGAGCGGAATGTTCTGTTGAAGAATGTGAAGCACCCTTTCCTGGTGGGC 

CTTCACTTCTCTTTCCAGACTGCTGACAAATTGTACTTTGTCCTAGACTACATTAATGGTGGAGAGTTGTTCTAC 

CATCTCCAGAGGGAACGCTGCTTCCTGGAACCACGGGCTCGTTTCTATGCTGCTGAAATAGCCAGTGCCTTGGGC 

TACCTGCATTCACTGAACATCGTTTATAGAGACTTAAAACCAGAGAATATTTTGCTAGATTCACAGGGACACATT 

GTCCTTACTGATTTCGGACTCTGCAAGGAGAACATTGAACACAACAGCACAACATCCACCTTCTGTGGCACGCCG 

GAGTATCTCGCACCTGAGGTGCTTCATAAGCAGCCTTATGACAGGACTGTGGACTGGTGGTGCCTGGGAGCTGTC 

TTGTATGAGATGCTGTATGGCCTGCCGCCTTTTTATAGCCGAAACACAGCTGAAATGTACGACAACATTCTGAAC 

AAGCCTCTCCAGCTGAAACCAAATATTACAAATTCCGCAAGACACCTCCTGGAGGGCCTCCTGCAGAAGGACAGG 

ACAAAGCGGCTCGGGGCCAAGGATGACTTCATGGAGATTAAGAGTCATGTCTTCTTCTCCTTAATTAACTGGGAT 

GATCTCATTAATAAGAAGATTACTCCCCCTTTTAACCCAAATGTGAGTGGGCCCAACGAGCTACGGCACTTTGAC 

CCCGAGTTTACCGAAGAGCCTGTCCCCAACTCCATTGGCAAGTCCCCTGACAGCGTCCTCGTCACAGCCAGCGTC 

AAGGAAGCTGCCGAGGCTTTCCTAGGCTTTTCCTATGCGCCTCCCACGGACTCTTTCCTCTGAACCCTGTTAGGG 

CTTGGTTTTAAAGGATTTTATGTGTGTTTCCGAATGTTTTAGTTAGCCTTTTGGTGGAGGCGCCAGCTGACAGGA 

CATCTTACAAGAGAATTTGCACATCTCTGGAAGCTTAGCAATCTTATTGCACACTGTTCGCTGGAATTTTTTGAA 

GAGCACATTCTCCTCAGTGAGCTCATGAGGTTTTCATTTTTATTCTTCCTTCCAACGTGGTGCTATCTCTGAAAC 

GAGCGTTAGAGTGCCGCCTTAGACGGAGGCAGGAGTTTCGTTAGAAAGCGGACCTGTTCTAAAAAAGGTCTCCTG 

CAGATCTGTCTGGGCTGTGATGACGAATATTATGAAATGTGCCTTTTCTGAAGAGATTGTGTTAGCTCCAAAGCT 

TTTCCTATCGCAGTGTTTCAGTTCTTTATTTTCCCTTGTGGATATGCTGTGTGAACCGTCGTGTGAGTGTGGTAT 

GCCTGATCACAGATGGATTTTGTTATAAGCATCAATGTGACACTTGCAGGACACTACAACGTGGGACATTGTTTG 

TTTCTTCCATATTTGGAAGATAAATTTATGTGTAGACTTTTTTGTAAGATACGGTTAATAACTAAAATTTATTGA 

AATGGTCTTGCAATGACTCGTATTCAGATGCCTAAAGAAAGCATTGCTGCTACAAATATTTCTATTTTTAGAAAG 

GGTTTTTATGGACCAATGCCCCAGTTGTCAGTCAGAGCCGTTGGTGTTTTTCATTGTTTAAAATGTCACCTGTAA 

AATGGGCATTATTTATGTTTTTTTTTTTGCATTCCTGATAATTGTATGTATTGTATAAAGAACGTCTGTACATTG 

GGTTATAACACTAGTATATTTAAACTTACAGGCTTATTTGTAATGTAAACCACCATTTTAATGTACTGTAATTAA 

CATGGTTATAATACGTACAATCCTTCCCTCATCCCATCACACAACTTTTTTTGTGTGTGATAAACTGATTTTGGT 

TTGCAAT AAAACCT TGAAAAATAAAAAAAAAAAAAAAAAAAAAAA 
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MTVKTEAAKGTLTYSRMRGMVAILI^ 

PPSPSQQINLGPSSNPHAKPSDFHFLKVI'GKGSFGKVLLARHKAEEWYAVKVLQKKAILKKKEEKHIMSERNVL 
LKNVKHPFLVGLHFSFQTADKLYFVLDYINGGELFYHLQRERCFLEPRARFYAAEIASALGYLHSLNIVYRDLKP 
ENILLDSQGHIVLTDFGLCKENIEHNSTTSTFCGTPEYLAPEVLHKQPYDRTVDWWCLGAVLYEMLYGLPPFYSR 
NTAEMYDNILNKPLQLKPNITNSARHLLEGLLQKDRTKRLGAKDDFMEIKSHVFFSLINWDDLINKKITPPFNPN 
VSGPNELRHFDPEFTEEPVPNSIGKSPDSVLVTASVKEAAEAFLGFSYAPPTDSFL 
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GGCCTGTTCTCGAGTCCGCGCTTTTCGTCACCGCCATGTCGGGAGGTGGTGTGATTCGTGGCCCCGCAGGGAACA 

ACGATTGCCGCATCTACGTGGGTAACTTACCTCCAGACATCCGAACCAAGGACATTGAGGACGTGTTCTACAAAT 

ACGGCGCTATCCGCGACATCGACCTCAAGAATCGCCGCGGGGGACCGCCCTTCGCCTTCGTTGAGTTCGAGGACC 

CGCGAGACGCGGAAGACGCGGTGTATGGTCGCGACGGCTATGATTACGATGGGTACCGTCTGCGGGTGGAGTTTC 

CTCGAAGCGGCCGTGGAACAGGCCGAGGCGGCGGCGGGGGTGGAGGTGGCGGAGCTCCCCGAGGTCGCTATGGCC 

CCCCATCCAGGCGGTCTGAAAACAGAGTGGTTGTCTCTGGACTGCCTCCAAGTGGAAGTTGGCAGGATTTAAAGG 

ATCACATGCGTGAAGCAGGTGATGTATGTTATGCTGATGTTTACCGAGATGGCACTGGTGTCGXGGAGTTTGTAC 

GGAAAGAAGATATGACCTATGCAGTTCGAAAACTGGATAACACTAAGTTTAGATCTCATGAGGGAGAAACTGCCT 

ACATCCGGGTTAAAGTTGATGGGCCCAGAAGTCCAAGTTATGGAAGATCTCGATCTCGAAGCCGTAGTCGTAGCA 

GAAGCCGTAGCAGAAGCAACAGCAGGAGTCGCAGTTACTCCCCAAGGAGAAGCAGAGGATCACCACGCTATTCTC 

CCCGTCATAGCAGATCTCGCTCTCGTACATAAGATGATTGGTGACACTTTTTGTAGAACCCATGTTGTATACAGT 

TTTCCTTTATTCAGTACAATCTTTTCATTTTTTAATTCAAACTGTTTTGTTCAGAATGGGCTAAAGTGTTGAATT 

GCATTCTTGTAATATCCCCTTGCTCCTAACATCTACATTCCCTTCGTGTCTTTGATAAATTGTATTTTAAGTGAT 

GTCATAGACAGGATTGTTTAAATTTAGTTAACTCCATACTCTTCAGACTGTGATATTGTGTAAATGTCTATCTGC 

CCTGGTTTGTGTGAACTGGGATGTTGGGGGTGTTTGTGGTTATCTTACCTGGGGAAGTTCTTATGTTTATCTTGC 

TTTTCATGTGTCTTTCTGTAGACATATCTGAAGAGATGGATTAAGAATGCTTTGGATTAAGGATTGTGGAGCACA 

TTTCAATCATTTTAGGATTGTCAAAAGGAGGATTGAGGAGGATCAGATCAATAATGGAGGCAATGGTATGACTCC 

AAGTGCTATTGTCACAGATGAAATTGGCAGTATTGACCTTATACTAAAAGGCAGGGGTTAAAAATGATTATATAC 

ATTTTCCTTAAAACACTTGCAAACATTTTATTCAGTTGTCTTTAGCTACAATTGCTTTGCTTTTTAAACCTTGGC 

AATTGTGGCAAAATTATATTGCCCATTTTGTAGCAACTTATTTTGCTCCCTTCCCCCCATTTTTGTTXTAATAGG 

GACTAATGTGGGAAGAACTGGCTAATTTGTCACAGTGCTTAGTTACAACTGTTAATGTGTGACCTGCTGTTGGTG 

TACATGTGGGTACAGGGTGTTTTTAAATCCAACAAGATAGAGTATAATAXCAATACTGCTAAATCTGCATGTCCT 

CTGTGTGACTGATAGAGCGTTGCTATTTCATTTTTTTAAGACAAAATGAAAGCAAAATATAGAGTTCCAATGTAT 

TGGTGTAGATAATCTAGTTGGGAATACTTTTAAGTCTCACCTTCCCCTTTAAACTAATATTCATAATTGGTTCAT 

ATGTTTAAAAGACTTTAATTTACAAATTAAATTGCAAATGGGAGCATTAGATTTAGTTTTAGACTTAGGTGGGTA 

GCAATGCCAGTAAACTTAAATTACGTAACTTCTTGCAACCACGAAACCTGTAATACGCTGTACAGTAACAAGTGT 

TGGCATTATCAGTTGAACTGTAAATACAAAATGCTTCTTCCAATTAGTCTCTATGATGATTAAGTTTCTAAAATT 

TATCTGAACACCATTCAGAAACTTGTTTTGGGGAATTTGATAGTTATTGATGTGCATCTGTTAAACTGATGACAG 

ACATAACTCATCATTCCCCAGAAACCTTTTTTGATTACAGTATCTAACATTTTGCCTCCTCTTTTTTGGTTTTGC 

TGGTTATAAAGGTTTGGATTGGAGAGGGCTCACTGGATCCCAATCCTTGGAGCTGGATCATTGGATTCAAATCAT 

AATGTGGATAGGATAGGGAGGATGAATTACCAGGATTCATGGAGCGGGATCAGATTACCAGGAACATAGGAGTGG 

ATTCCTGCCCCAACCAAACCGCATTCGTGTGGATTTTTTTATTCAACTTAATTGGCTATTCCAAAGATTTTTTTT 

TTCCTATTTTTGACGATTGGAGCCCTTAAGATGCACGATGGAATTGTGTTTTGCGTTTTTTGGTAAAAGGAGCAA 

AGCGAGGACCTGGAGATAAACGCTGGAGCAATCTCCTTGGAAGGATTCAGCACGAGTAGATGGTAAACATTTAAA 

GGGGAAAGGGGGGGTTTGTTTAAAATAGTAAATCAGTAAGTCACTTCTAAATTTAAAGAAAACAAAATTGGAGTT 

GAAGAATAAGTAGGTTTCCAATTGGCTATTGCCGTTTTCTTTGAAAAAATAAACATTTTTTAAAAAACAAAAAAA 

AAAAAAAA 
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FIGURE 260 

MSGGGVI RGP AGNNDCRI Y VGNLP P D I RTKD I ED VF YK YGAI RD I DLKNRRGGPPF AFVEFEDP RD AEDAVYGRD 
GYDYDGYRLRVEFPRSGRGTGRGGGGGGGGGAPRGRYGPPSRRSENRVWSGLPPSGSWQDIiKDHMREAGDVCYA 
DVYRDGTGWEFVRKEDMTYAVRKLDNTKFRSHEGETAYIRVKVDGPRSPSYGRSRSRSRSRSRSRSRSNSRSRS 
YSPRRSRGSPRYSPRHSRSRSRT 
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AGATAACAAGAGTAATCCACAGACTTAAAACATGAGCTCAGATGCCAGCCAAGGCGTGATTACCACTCCTCCTCC 

TCCCAGCATGCCTCACAAAGAGAGATATTTTGACCGCATCAATGAAAATGACCCAGAATACATTAGGGAGAGGAA 

CATGTCTCCTGATCTACGACAAGACTTCAACATGATGGAGCAGAGGAAACGAGTTACTCAGATCCTGCAAAGTCC 

TGCCTTTCGGGAAGACTTGGAATGCCTTATTCAAGAACAGATGAAGAAAGGCCACAACCCAACTGGATTACTAGC 

ATTACAGCAGATTGCAGATTACATCAXGGCCAATTCTTTCTCGGGTTTTTCTTCACCTCCTCTCAGTCTTGGCAT 

GGTCACACCTATCAATGACCTTCCTGGTGCAGATACATCCTCATATGTGAAGGGAGAAAAACTTACTCGCTGTAA 

ACTTGCCAGCCTGTACAGACTTGTAGACTTGTTTGGATGGGCACACCTGGCAAATACCTATATCTCAGTAAGAAT 

AAGTAAGGAGCAAGACCACATTATAATAATTCCCAGAGGCCTATCTTTTTCTGAAGCTACAGCCTCCAATTTGGT 

GAAAGTCAATATAATAGGAGAAGTGGTTGACCAGGGAAGTACCAATTTGAAAATTGACCATACAGGATTCAGTCC 

CCATGCTGCAATCTATTCAACACGTCCTGATGTTAAGTGTGTCATACACATCCATACCCTTGCAACAGCAGCTGT 

ATCCTCCATG7VAATGTGGGATCCTTCCAATTTCTCAAGAGTCTCTTCTTCTGGGAGATGTTGCCTATTATGACTA 

CCAAGGGTCACTTGAAGAACAGGAGGAGAGAATTCAACTGCAGAAGGTTCTGGGACCAAGTTGTAAGGTGCTGGT 

ACTCAGGAATCATGGTGTGGTTGCACTTGGAGAAACATTAGAGGAGGCTTTTCATTATATTTTTAATGTGCAACT 

AGCCTGTGAGATTCAGGTGCAGGCCGTAGCAGGTGCAGGTGGAGTAGACAATCTCCATGTACTGGACTTTCAGAA 

GTATAAAGCTTTCACTTACACTGTAGCAGCGTCTGGTGGAGGAGGTGTGAATATGGGTTCCCATCAAAAATGGAA 

GGTTGGCGAAATTGAGTTTGAAGGGCTTATGAGGACTCTGGACAACTTGGGGTATAGAACAGGCTATGCTTACAG 

GCATCCTCTCATTCGAGAGAAGCCTAGGCACAAGAGTGATGTGGAAATCCCAGCAACTGTGACTGCTTTTTCCTT 

TGAAGACGATACAGTGCCACTCTCTCCTCTCAAATACATGGCACAGAGGCAACAGCGTGAAAAAACAAGATGGCT 

GAACTCACCAAATACTTACATGAAAGTGAATGTGCCTGAGGAGTCTCGGAACGGAGAAACCAGTCCCCGAACCAA 

AATCACGTGGATGAAAGCAGAAGACTCATCTAAAGTTAGTGGTGGAACACCTATCAAAATTGAAGATCCAAATCA 

GTTTGTTCCTTTAAACACAAACCCGAATGAGGTACTAGAAAAGAGAAATAAGATTCGGGAACAAAATCGATATGA 

CTTGAAAACAGCAGGACCACAATCTCAGTTGCTTGCTGGAATTGTTGTGGATAAGGCACCTTCTACTATGCAATT 

TGAAGATGATGATCATGGCCCACCAGCTCCTCCTAACCCATTTAGTCATCTCACAGAAGGAGAACTTGAAGAGTA 

TAAGAGGACAATCGAACGTAAACAACAAGGCCTAGAAGATGCTGAGCAGGAATTACTCTCAGATGACGCTTCATC 

TGTTTCACAAATTCAGTCTCAAACTCAGTCACCGCAAAATGTCCCTGAAAAATTAGAAGAAAACCATGAGCTGTT- 

TTCCAAGAGCTTCATCTCCATGGAAGTGCCTGTCATGGTAGTAAATGGCAAGGATGATATGCATGATGTTGAAGA 

TGAGCTTGCTAAGCGAGTGAGTAGGTTAAGCACAAGTACAACCATAGAAAACATCGAGATTACTATTAAGTCTCC 

AGAGAAAATCGAAGAAGTCCTGTCACCTGAAGGCTCCCCTTCAAAATCGCCATCCAAGAAAAAGAAGAAATTCCG 

CACTCCTTCTTTTCXGAAAAAGAACAAAAAAAAGGAGAAAGTTGAGGCCTAAATAAAGTCTTTTTATAATTATTA 

TTATAACAATGTGACATTGCACATCTAAATACCACATTTAAGTTGATCATTAATATGCAATGGTAGATCAGATTG 

GGGGATGTAGCAAACTGGACTTTAAGAACTGGAAAGAGGTTTTACAAAAGAAAAACTTTCAGATTCATCTCTCAT 

TTTATATGTCCAGAAATGGCTT.TGAATTTTAAGCAATTACTAGTTTTAATTAGCTCTGCCCTCATGAAGTATTAT 

TATAATTCACCATAAACAGCTATCTGTCTGAATTACTTCAGGCCTTCTCCATAATATCTGTTAGAAAGAAATTGC 

CAGTGAGCAAGTGAGAATTTTTATTTCTCAATACCTGCTTCACTTGATAATCATATTATAATTTTTTATCATGAT 

TATTGACTATATTTTTGGAGTCCCATTGTTTCAGTGGGCATTAACAGAATGCTTTAAAAACTTCTAAGACAAGAA 

TCTATAGCATTAGTATACACTGGCACATAATTTTTTAAAAAGTTTTAAGAAAAGATTCATTTGGAATTTTATTCA 

CAGTATAAAATTTCCTCACCTGAAGTAACTTTGTTTGCCAAAAAAGTTGTTTTAATAAACTATAATTTTTGAAAA 

CTTCCTTTTTTATTAGTTTAGAAAGCCCCTTATTTTTCAACAAAGGGGATTTTGTACACATAACATGGGTTATTT 

AGTTTAACTCTGGC 
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MSSDASQGVITTPPPPSMPHKERYFDRINENDPEYIRERNMSPDLRQDFNMMEQRKRVTQILQSPAFREDLECLI 
QEQMKKGHNPTGLLALQQIADYIMANSFSGFSSPPLSLGMVTPINDLPGADTSSYVKGEKLTRCKLASLYRLVDL 
FGWAHLANTYISVRISKEQDHIIIIPRGLSFSEATASNLVKVNIIGEWDQGSTNLKIDHTGFSPHAAIYSTRPD 
VKCVIHIHTLATAAVSSMKCGILPISQESLLLGDVAYYDYQGSLEEQEERIQLQKVLGPSCKVLVLRNHGWALG 
ETLEEAFHYIFWQLACEIQVQALAGAGGVDNLHVLDFQKYKAFTYTVAASGGGGVNMGSHQKWKVGEIEFEGLM 
RTLDNLGYRTGYAYRHPLIREKPRHKSDVEIPATVTAFSFEDDTVPLSPLKYMAQRQQREKTRWLNSPNTYMKVN 
VPEESRNGETSPRTKITWMKAEDSSKVSGGTPIKIEDPNQFVPLNTNPNEVLEKRNKIREQNRYDLKTAGPQSQL 
LAGIWDKPPSTMQFEDDDHGPPAPPNPFSHLTEGELEEYKRTIERKQQGLEDAEQELLSDDASSVSQIQSQTQS 
PQNVPEKLEENHELFSKSFISMEVPVMWNGKDDMHDVEDELAKRVSRLSTSTTIENIEITIKSPEKIEEVLSPE 
G S P S KS P S KKKKKFRTP S FLKKNKKKEKVE A 



REPLACEMENT SHEET 

284/2682 
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ATATAACCGCGTGGCCCGCGCGCGCGCTTCCCTCCCGGCGCAGTCACCGGCGCGGTCTATGGCTGCGACTTCTCT 
AATGTCTGCTTTGGCTGCCCGGCTGCTGCAGCCCGCGCACAGCTGCTCCCTTCGCCTTCGCCCTTTCCACCTCGC 
GGCAGTTCGAAATGAAGCTGTTGTCATTTCXGGAAGGAAACTGGCCCAGCAGATCAAGCAGGAAGTGCGGCAGGA 
GGTAGAAGAGTGGGTGGCCTCAGGCAACAAACGGCCACACCTGAGTGTGATCCTGGTTGGCGAGAATCCTGCAAG 
TCACTCCTATGTCCTCAACAAAACCAGGGCAGCTGCAGTTGTGGGAATCAACAGTGAGACAATTATGAAACCAGC 
TTCAATTTCAGAGGAAGAATTGTTGAATTTAATCAATAAACTGAATAATGATGATAATGTAGATGGCCTCCTTGT 
TCAGTTGCCTCTTCCAGAGCATATTGATGAGAGAAGGATCTGCAATGCTGTTTCTCCAGACAAGGATGTTGATGG 
CTTTCATGTAATTAATGTAGGACGAATGTGTTTGGATCAGTATTCCATGTTACCGGCTACTCCATGGGGTGTGTG 
GGAAATAATCAAGCGAACTGGCATTCCAACCCTAGGGAAGAATGTGGTTGTGGCTGGAAGGTCAAAAAACGTTGG 
AATGCCCATTGCAATGTTACTGCACACAGATGGGGCGCATGAACGTCCCGGAGGTGATGCCACTGTTACAATATC 
TCATCGATATACTCCCAAAGAGCAGTTGAAGAAACATACAATTCTTGCAGATATTGTAATATCTGCTGCAGGTAT 
TCCAAATCTGATCACAGCAGATATGATCAAGGAAGGAGCAGCAGTCATTGATGTGGGAATAAATAGAGTTCACGA 
TCCTGTAACTGCCAAACCCAAGTTGGTTGGAGATGTGGATTTTGAAGGAGTCAGACAAAAAGCTGGGTATATCAC 
TCCAGTTCCTGGAGGTGTTGGCCCCATGACAGTGGCAATGCTAATGAAGAATACCATTATTGCTGCAAAAAAGGT 
GCTGAGGCTTGAAGAGCGAGAAGTGCTGAAGTCTAAAGAGCTTGGGGTAGCCACTAAT TAAG TACTGTGTCTTCT 
GTGTCACAAACAGCACTCCAGGCCAGCTCAAGAAGCAAAGCAGGCCAATAGAAATGCAATATTTTTAATTTATTC 
TACTGAAATGGTTTAAAATGATGCCTTGTATTTATTGAAAGCTTAAATGGGTGGGTGTTTCTGCACATACCTCTG 
CAGTACCTCACCAGGGAGCATTCCAGTATCATGCAGGGTCCTGTGATCTAGCCAGGAGCAGCCATTAACCTAGTG 
ATTAATATGGGAGACATTACCATATGGAGGATGGATGCTTCACTTTGTCAAGCACCXCAGTTACACATTCGCCTT 
TTCTAGGATTGCATTTCCCAAGTGCTATTGCAATAACAGTTGATACTCATTTTAGGTACCAGACCTTTTGAGTTC 
AACTGATCAAACCAAAGGAAAAGTGTTGCTAGAGAAAATTGGGGAAAAGGTGAAAAAGAAAAAATGGTAGTAATT 
GAGCAGAAAAAAATTAATTTATATATGTATTGATTGGCAACCAGATTTATCTAAGTAGAACTGAATTGGCTAGGA' 
AAAAAGAAAAACTGCATGTTAATCATTTTCCTAAGCTGTCCTTTTGAGGCTTAGTCAGTTTATTGGGAAAATGTT 
. TAGGATTATTCCTTGCTATTAGTACTCATTTTATGTATGTTACCCTTCAGTAAGTTCTCCCCATTTTAGTTTTCT 
AGGACTGAAAGGATTCTTTTCTACATTATACATGTGTGTTGTCATAXTTGGCTTTTGCTATATACTTTAACTTCA 
TTGTTAAATTTTTGTATTGTATAGTTTCTTTGGTGTATCTTAAAACCTATTTTTGAAAAACAAACTTGGCTTGAT 
AATCATTTGGGCAGCTTGGGTAAGTACGCAACTTACTTTTCCACCAAAGAACTGTCAGCAGCTGCCTGCTTTTCT 
GTGATGTATGTATCCTGTTGACTTTTCCAGAAATTTTTTAAGAGTTTGAGTTACTATTGAATTTAATCAGACTTT 
CTGATTAAAGGGTTTTCTTTCTTTTTTAATAAAACACATCTGTCTGGTATGGTA 
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MSALAARLLQPAHSCSLRLRPFHLAAVRNEAWISGRKLAQQIKQEVRQEVEEWVASGNKRPHLSVILVGENPAS 
HSYVLNKTRAAAVVGINSETIMKPASISEEELLNLINKLNNDDNVDGLLVQLPLPEHIDERRICNAVSPDKDVDG 
FHVIWGRMCLDQYSMLPATPWGVWEIIKRTGIPTLGKNVWAGRSKOTGMPIAMLLHTDGAHERPGGDATVTIS 
HRYTPKEQLKKHTILADIVISAAGIPNLITADMIKEGAAVIDVGINRVHDPVTAKPKLVGDVDFEGVRQKAGYIT 
PVPGGVGPMTVAMLMKNTIIAAKKVLRLEEREVLKSKELGVATN 
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FIGURE 265 

GGGGGAGTGAAAGCGAAAGCCCGGGCGACTAGCCGGGAGACCAGAGATCTAGCGACTGAAGCAGCATQSCCAAGC 
CGTGTGGGGTGCGCCTGAGCGGGGAAGCCCGCAAACAGGTGGAGGTCTTCAGGCAGAATCTTTTCCAGGAGGCTG 
AGGAATTCCTCTACAGATTCTTGCCACAGAAAATCATATACCTGAATCAGCTCTTGCAAGAGGACTCCCTCAATG 
TGGCTGACTTGACTTCCCTCCGGGCCCCACTGGACATCCCCATCCCAGACCCTCCACCCAAGGATGATGAGATGG 
AAACAGATAAGCAGGAGAAGAAAGAAGTCCCTAAGTGTGGATTTCTCCCTGGGAATGAGAAAGTCCTGTCCCTGC 
TTGCCCTGGTTAAGCCAGAAGTCTGGACTCTCAAAGAGAAATGCATTCTGGTGATTACATGGATCCAACACCTGA 
TCCCCAAGATTGAAGATGGAAATGATTTTGGGGTAGCAATCCAGGAGAAGGTGCTGGAGAGGGTGAATGCCGTCA 
AGACCAAAGTGGAAGCTTTCCAGACAACCATTTCCAAGTACTTCTCAGAACGTGGGGATGCTGTGGCCAAGGCCT 
CCAAGGAGACTCATGTAATGGATTACCGGGCCTTGGTGCATGAGCGAGATGAGGCAGCCTATGGGGAGCTCAGGG 
CCATGGTGCTGGACCTGAGGGCCTTCTATGCTGAGCTTTATCATATCATCAGCAGCAACCTGGAGAAAATTGTCA 
CCCCAAAGGGTGAAGAAAAGCCATCTATGTACTGAACCCGGGACTAGAAGGAAAATAAATGATCTATATGTTGTG 
TGG 
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^3AKPCGVRLSGEARKQVEVFRQNLFQEAEEFLYRFLPQKIIYLNQLLQEDSLNVAI)LTSLRAPLDIPIPDPPPKD 
DEMETDKQEKKEVPKCGFLPGNEKVLSLLALVKPEVWTLKEKCILVITWIQHLIPKIEDGNDFGVAIQEKVLERV 
NAVKTKVEAFQTTISKYFSERGDAVAKASKETHVMDYRALVHERDEAAYGELRAMVLDLRAFYAELYHIISSNLE 

KI VTPKGEEKP SMY 
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FIGURE 267 

AGTCAAGATGGAGGAGTACGCGCGAGAGCCTTGCCCATGGCGAATTGTGGATGACTGTGGTGGGGCCTTTACGAT 

GGGTACCATTGGTGGTGGTATCTTTCAAGCAATCAAAGGTTTTCGCAATTCTCCAGTGGGAGTAAACCACAGACT 

ACGAGGGAGTTTGACAGCTATTAAAACCAGGGCTCCACAGTTAGGAGGTAGCTTTGCAGTTTGGGGAGGGCTGTT 

TTCCATGATTGACTGTAGTATGGTTCAAGTCAGAGGAAAGGAAGATCCCTGGAACTCCATCACAAGTGGTGCCTT 

AACGGGAGCCATACTGGCAGCAAGAAATGGACCAGTGGCCATGGTTGGGTCAGCCGCAATGGGTGGCATTCTCCT 

AGCTTTAATTGAAGGAGCTGGTATCTTGTTGACAAGATTTGCCTCTGCACAGTTTCCCAATGGTCCTCAGTTTGC 

AGAAGACCCCTCCCAGTTGCCTTCAACTCAGTTACCTTCCTCACCTTTTGGAGACTATCGACAATATCAGTAGGA 

CTTCTTTCCTAGGATTTCTTTAACAGAACGAGTTGTGGTTCGAGAAGGATTTCAGAAGATCAAGTTACAGTCTGT 

TTTTAAAACCATAGGTGGGACAGCTATGGCCAATAGGCTATAAAGAGACATTTAGCACTTTTTTCTATTTAAAGG 

AACAAGCGGGGAAGGGTGCTAAAAGATAATACGTTTATTTATTCACACTTGAATTGCATTTGTGATCAAAATAAA 

TGTTTAAATCGCTAAAGGAAAATACAGTAAGTGCTTGAAAGATGAAGGACCAAAAGGCCAAAAAACAGTGAAATA 

TGATCATCATCTCTTGCGGACTTCTCTGCCTGGTTTTGTGTGTTCTGTTATTCAAACAATAAAAAGCTGGTGGAA 

CTTACTCTTTCTTTTAAGATAAGTTGTAGACTTCGATGTTTCATGCTCATGTACTTCAAATAATGCATGTTTTAT 

AGTTAGTCCCTCATCACTTGAAGTGACTTCTGAGAATTATGCAGAGTCAACATGGATCATTTCACAGTGAGATGC 

TTTATGGATTGAAGGATATGGTAAAATGTTTATAGTTTACTTTGAAAGTAAAATATACTATGTCTTGGTTTTGAG 

GATATTGGATACAAAACTCTCTTCCTTTAGGGCTACTGAGTCTTGATTCCTGATCATCAGAAATTTCACCAGAAA 

CAACTTGCTTCCAATATACCCAATTCTATATGAAGAATTCATGGAGAGTGTACTGGCACTGGAAGAGTTTAGTGT 

TTCTTGTATGCTTGAAAATAAAGTATGTACTGTTTTGAATGTGTTCCAAGTCCTCTGCATAAACGATGTATTTTG 

GGGTCTGGTTGGGCCTGGAAAATGGATGAGCACTTCAGAACAGGTCATTTTCCTGATATTGGAAGTGACATGTGG 

CCCTATAGGAGGCATGATGTTAGTTAATTACACATTTGCCTACATCTGTGGGAAATGGAGAACAAAGCCATGTGG 

GTACTGTAAACACACGTTTATCTTTTGGCCCAATGCCATACATATGGTAGGCATTTAATTACTGATTGTGTTTGG 

ATAATTTGGGAATTTTCGACTGTGGTAAAATATACATAAAATAATACTTATTAAAAAAAAAAAAAAAAAA 
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FIGURE 268 

MEEYAREPCPWRIVDDCGGAFTMGTIGGGIFQAIKGFRNSPVGVNHRLRGSLTAIKTRAPQLGGSFAVWGGLFSM 
IDCSMVQVRGKEDPWNSITSGALTGAILAARNGPVAMVGSAAMGGILLALIEGAGILLTRFASAQFPNGPQFAED 
PSQLPSTQLPSSPFGDYRQYQ 
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FIGURE 269 

AGAGGCTTCCCTGGCTGGTGCCTGAGCCCGGCGTCCCTCGCCCCCCGCCCTCCCCGCATCCCTCTCCTCCCTCGC 
GCCTGGCCCTGTGGCTCTTCCTCCCTCCCTCCTTCCCCCCCCCCCCACCCCTCGCCCGCTGCCTCCCTCGGCCCA 
GCCAGCTGTGCCGGCGTTTGTTGGCTGCCCTGCGCCCGGCCCTCCAGCCAGCCTTCTGCCGGCCCCGCCGCGATG 

GAGGTGCCCCAGCCGGAGCCCGCGCCAGGCTCGGCTCTCAGTCCAGCAGGCGTGTGCGGTGGCGCCCAGCGTCCG 

GGCCACCTCCCGGGCCTCCTGCTGGGATCTCATGGCCTCCTGGGGTCCCCGGTGCGGGCGGCCGCTTCCTCGCCG 

GTCACCACCCTCACCCAGACCATGCACGACCTCGCCGGGCTCGGCAGCCGCAGCCGCCTGACGCACCTATCCCTG 

TCTCGACGGGCATCCGAATCCTCCCTGTCGTCTGAATCCTCCGAATCTTCTGATGCAGGTCTCTGCATGGATTCC 

CCCAGCCCTATGGACCCCCACATGGCGGAGCAGACGTTTGAACAGGCCATCCAGGCAGCCAGCCGGATCATTCGA 

AACGAGCAGTTTGCCATCAGACGCTTCCAGTCTATGCCGGTGAGGCTGCTGGGCCACAGCCCCGTGCTTCGGAAC 

ATCACCAACTCCCAGGCGCCCGACGGCCGGAGGAAGAGCGAGGCGGGCAGTGGAGCTGCCAGCAGCTCTGGGGAA 

GACAAGGAGAATGTGCGCTTCTGGAAGGCCGGGGTGGGAGCTCTCCGGGAAGAGGAGGGGGCATGCTGGGGTGGT 

TCCCTGGCATGTGAGGACCCTCCTCTCCCATCTTGGCTGCAGGATGGATTTGTCTTCAAGATGCCATGGAAGCCC 

ACACATCCCAGCTCCACCCATGCTCTGGCAGAGTGGGCCAGCCGCAGGGAAGCCTTTGCCCAGAGACCCAGCTCG 

GCCCCCGACCTGATGTGTCTCAGTCCTGACCGGAAGATGGAAGTGGAGGAGCTCAGCCCCCTGGCCCTAGGTCGC 

TTCTCTCTGACCCCTGCAGAGGGGGATACTGAGGAAGATGATGGATTTGTGGACATCCTAGAGAGTGACTTAAAG 

GATGATGATGCAGTTCCCCCAGGCATGGAGAGTCTCATTAGTGCCCCACTGGTCAAGACCTTGGAAAAGGAAGAG 

GAAAAGGACCTCGTCATGTACAGCAAGTGCCAGCGGCTCTTCCGCTCTCCGTCCATGCCCTGCAGCGTGATCCGG 

CCCATCCTCAAGAGGCTGGAGCGGCCCCAGGACAGGGACACGCCCGTGCAGAATAAGCGGAGGCGGAGCGTGACC 

CCTCCTGAGGAGCAGCAGGAGGCTGAGGAACCTAAAGCCCGCGTCCTCCGCTCAAAATCACTGTGTCACGATGAG 

ATCGAGAACCTCCTGGACAGTGACCACCGAGAGCTGATTGGAGATTACTCTAAGGCCTTCCTCCTACAGACAGTA 

GACGGAAAGCACCAAGACCTCAAGTACATCTCACCAGAAACGATGGTGGCCCTATTGACGGGCAAGTTCAGCAAC 

ATCGTGGATAAGTTTGTGATTGTAGACTGCAGATACCCCTATGAATATGAAGGCGGGCACATCAAGACTGCGGTG 

AACTTGCCCCTGGAACGCGACGCCGAGAGCTTCCTACTGAAGAGCCCCATCGCGCCCTGTAGCCTGGACAAGAGA 

GTCATCCTCATTTTCCACTGTGAATTCTCATCTGAGCGTGGGCCCCGCATGTGCCGTTTCATCAGGGAACGAGAC 

CGTGCTGTCAACGACTACCCCAGCCTCTACTACCCTGAGATGTATATCCTGAAAGGCGGCTACAAGGAGTTCTTC 

CCTCAGCACCCGAACTTCTGTGAACCCCAGGACTACCGGCCCATGAACCACGAGGCCTTCAAGGATGAGCTAAAG 

ACCTTCCGCCTCAAGACTCGCAGCTGGGCTGGGGAGCGGAGCCGGCGGGAGCTCTGTAGCCGGCTGCAGGACCAG 

TGAGGGGCCTGCGCCAGTCCTGCTACCTCCCTTGCCTTTCGA^GGCCTGAAGCCAGCTGCCCTATGGGCCTGCCGG 

GCTGAGGGCCTGCTGGAGGCCTCAGGTGCTGTCCATGGGAAAGATGGTGTGGTGTCCTGCCTGTCTGCCCCAGCC 

CAGATTCCCCTGTGTCATCCCATCATTTTCCATATCCTGGTGCCCCCCACCCCTGGAAGAGCCCAGTCTGTTGAG 

TTAGTTAAGTTGGGTTAATACCAGCTTAAAGGCAGTATTTTGTGTCCTCCAGGAGCTTCTTGTTTCCTTGTTAGG 

GTTAACCCTTCATCTTCCTGTGTCCTGAAACGCTCCTTTGTGTGTGTGTCAGCTGAGGCTGGGGAGAGCCGTGGT 

CCCTGAGGATGGGTCAGAGCTAAACTCCTTCCTGGCCTGAGAGTCAGCTCTCTGCCCTGTGTACTTCCCGGGCCA 

GGGCTGCCCCTAATCTCTGTAGGAACCGTGGTATGTCTGCCATGTTGCCCCTTTCTCTTTTCCCCTTTCCTGTCC 

CACCATACGAGCACCTCCAGCCTGAACAGAAGCTCTTACTCTTTCCTATTTCAGTGTTACCTGTGTGCTTGGTCT 

GTTTGACTTTACGCCCATCTCAGGACACTTCCGTAGACTGTTTAGGTTCCCCTGTCAAATATCAGTTACCCACTC 

GGTCCCAGTTTTGTTGCCCCAGAAAGGGATGTTATTATCCTTGGGGGCTCCCAGGGCAAGGGTTAAGGCCTGAAT 

CATGAGCCTGCTGGAAGCCCAGCCCCTACTGCTGTGAACCCTGGGGCCTGACTGCTCAGAACTTGCTGCTGTCTT 

GTTGCGGATGGATGGAAGGTTGGATGGATGGGTGGATGGCCGTGGATGGCCGTGGATGCGCAGTGCCTTGCATAC 

CCAAACCAGGTGGGAGCGTTTTGTTGAGCATGACACCTGCAGCAGGAATATATGTGTGCCTATTTGTGTGGACAA 

AAATATTTACACTTAGGGTTTGGAGCTATTCAAGAGGAAATGTCACAGAAGCAGCTAAACCAAGGACTGAGCACC 

CTCTGGATTCTGAATCTCAAGATGGGGGCAGGGCTGTGCTTGAAGGCCCTGCTGAGTCATCTGTTAGGGCCTTGG 

TTCAATAAAGCACTGAGCAAGTTGAGAAAAAAAAAAAAAAAAAAA 
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MEVPQPEPAPGSALSPAGVCGGAQRPGHLPGLLLGSHGLLGSPVRAAASSPVTTLTQTMHDLAGLGSRSRLTHLS 
LSRRASESSLSSESSESSDAGLCMDSPSPMDPHMAEQTFEQAIQAASRIIRNEQFAIRRFQSMPVRLLGHSPVLR 
NITNSQAPDGRRKSEAGSGAASSSGEDKENVRFWKAGVGALREEEGACWGGSLACEDPPLPSWLQDGFVFKMPWK 
PTHPSSTHALAEWASRREAFAQRPSSAPDLMCLSPDRKMEVEELSPLALGRFSLTPAEGDTEEDDGFVDILESDL 
KDDDAVPPGMESLISAPLVKTLEKEEEKDLVMYSKCQRLFRSPSMPCSVIRPILKRLERPQDRDTPVQNKRRRSV 
TPPEEQQEAEEPKARVLRSKSLCHDEIENLLDSDHRELIGDYSKAFLLQTVDGKHQDLKYISPETMVALLTGKFS 
NIVDKFVIVDCRYPYEYEGGHIKTAVNLPLERDAESFLLKSPIAPCSLDKRVILIFHGEFSSERGPRMCRFIRER 
DRAVNDYPSLYYPEMYILKGGYKEFFPQHPNFCEPQDYRPMNHEAFKDELKTFRLKTRSWAGERSRRELCSRLQD 
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GAATTCCGCTAGACTAAGTTGGTCATGATGCAGAAGCTACTCAAATGCAGTCGGCTTGTCCTGGCTCTTGCCCTC 

ATCCTGGTTCTGGAATCCTCAGTTCAAGGTTATCCTACGCAGAGAGCCAGGTACCAATGGGTGCGCTGCAATCCA 

GACAGTAATTCTGCAAACTGCCTTGAAGAAAAAGGACCAATGTTCGAACTACTTCCAGGTGAATCCAACAAGATC 

CCCCGTCTGAGGACTGACCTTTTTCCAAAGACGAGAATCCAGGACTTGAATCGTATCTTCCCACTTTCTGAGGAC 

TACTCTGGATCAGGCTTCGGCXCCGGCTCCGGCTCTGGATCAGGATCTGGGAGTGGCTTCCTAACGGAAATGGAA 

CAGGATTACCAACTAGTAGACGAAAGTGATGCTTTCCATGACAACCTTAGGTCTCTTGACAGGAATCTGCCCTCA 

GACAGCCAGGACTTGGGTCAACATGGATTAGAAGAGGATTTTATGTTATAAAAGAGGATTTTCCCACCTTGACAC 

CAGGCAATGTAGTTAGCATATTTTATGTACCATGGTTATATGATTAATCTTGGGACAAAGAATTTTATAGAAAXT 

TTTAAACATCTGAAAAAGAAGCTTAAGTTTTATCATCCTTTTTTTTCTCATGAATTCTTAAAGGATTATGCTTTA 

ATGCTGTTATCTATCTTATTGTTCTTGAAAATACCTGCATTTTTTGGTATCATGTTCAACCAACATCATTATGAA 

ATTAATTAGATTCCCATGGCCATAAAATGGCTTTAAAGAATATATATATATTTTTAAAGTAGCTTGAGAAGCAAA 

TTGGCAGGTAATATTTCATACCTAAATTAAGACTCTGACTTGGATTGTGAATTATAATGATATGCCCCTTTTCTT 

ATAAAAACAAAAAAAAAATAATGAAACACAGTGAATTTGTAGAGTGGGGGTATTTGACATATTTTACAGGGTGGA 

GTGTACTATATACTATTACCTTTGAATGTGTTTGCAGAGCTAGTGGATGTGTTTGTCTACAAGTATGATTGCTGT 

TACATAACACCCCAAATTAACTCCCAAATTAAAACACAGTTGTGCTGTCAATACCTCATACTGCTTTACCTTTTT 

TTCCTGGATATCTGTGTATTTTCAAATGTTACTATATATTAAAGCAGAAATATAACC 
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MMQKLLKCS RLVLALAL I LVLES S VQ^^ 

PKTRIQDLNRIFPLSEDYSGSGFGSGSGSGSGSGSGFLTEMEQDYQLVDESDAFHDNLRSLDRNLPSDSQDLGQH 
GLEEDFML 
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FIGURE 273 

CCGGTCCXGAGACACGCXGXGXGGCTGAAAAGXGAAGGCAAGAGCXCAXTXGGCCXCXGXGCTCCCCTCCGCAAG 

GGATCGTTTCTCCAGAAGAGCTGGATATTCTTTCGCCCAGTTATGGCAGACAAGTTAACGAGAATTGCTATTGTC 

AACCATGACAAATGTAAACCTAAGAAATGTCGACAGGAATGCAAAAAGAGTTGTCCTGTAGTTCGAATGGGAAAA 

TTATGCATAGAGGTTACACCCCAGAGCAAAATAGCATGGATTTCCGAAACTCTTTGTATTGGTTGTGGTATCTGT 

ATTAAGAAATGCCCCTTTGGCGCCTTATCAATTGTCAATCTACCAAGCAACTTGGAAAAAGAAACCACACATCGA 

TATTGTGCCAATGCCTTCAAACTTCACAGGTTGCCTATCCCTCGTCCAGGTGAAGTTTTGGGATTAGTTGGAACT 

AATGGTATTGGAAAGTCAGCTGCXTTAAAAATTTTAGCAGGAAAACAAAAGCCAAACCTTGGAAAGTACGATGAT 

CCTCCTGACTGGCAGGAGATTTTGACTTATTTCCGTGGATCTGAATTACAAAATTACTTTACAAAGATTCTAGAA 

GATGACCTAAAAGCCATCATCAAACCTCAATATGTAGCCAGATTCCTAAGGCTGGCAAAGGGGACAGTGGGATCT 

ATTTTGGACCGAAAAGATGAAACAAAGACACAGGCAATTGTATGTCAGCAGCTTGATTTAACCCACCTAAAAGAA 

CGAAATGTTGAAGATCTTTCAGGAGGAGAGTTGCAGAGATTTGCTTGTGCTGTCGTTTGCATACAGAAAGCTGAT 

ATTTTCATGTTTGATGAGCCTTCTAGXTACCTAGATGTCAAGCAGCGTTTAAAGGCTGCTATTACTATACGATCT 

CTAATAAATCCAGATAGATATATCATTGTGGTGGAACATGATCTAAGTGTATTAGACTATCTCTCCGACTTCATC 

TGCTGTTTATATGGTGTACCAAGCGCCTATGGAGTTGTCACTATGCCTTTTAGTGTAAGAGAAGGCATAAACATT 

TTTTXGGATGGCTATGTTCCAACAGAAAACTTGAGATTCAGAGATGCATCACTTGTTTTTAAAGTGGCTGAGACA 

GCAAATGAAGAAGAAGTTAAAAAGATGTGTATGTATAAATATCCAGGAATGAAGAAAAAAATGGGAGAATTTGAG 

CTAGCAATTGTAGCTGGAGAGTTTACAGATTCTGAAATTATGGTGATGCTGGGGGAAAATGGAACGGGTAAAACG 

ACATTTATCAGAATGCTTGCTGGAAGACTTAAACCTGATGAAGGAGGAGAAGTACCAGTTCTAAATGTCAGTTAT 

AAGCCACAGAAAATTAGTCCCAAATCAACTGGAAGTGTTCGCCAGTTACTACATGAAAAGATAAGAGATGCTTAT 

ACTCACCCACAATTTGTGACCGATGTAATGAAGCCTCTGCAAATTGAAAACATCATTGATCAAGAGGTGCAGACA 

TTATCTGGTGGTGAACTACAGCGAGTACGTTTACGCCTTTGCTTGGGCAAACCTGCTGATGTCTATTTAATTGAT 

GAACCATCTGCATATTTGGATTCTGAGCAAAGACTGATGGCAGCTCGAGTTGTCAAACGTTTCATACTCCATGCA 

AAAAAGACAGCCTTTGTTGTGGAACATGACTTCATCATGGCCACCTATCTAGCGGATCGCGTCATCGTTTTTGAT 

GGTGTTCCATCTAAGAACACAGTTGCAAACAGTCCTCAAACCCTTTTGGCTGGCATGAATAAATTTTTGTCTCAG 

CTTGAAATTACATTCAGAAGAGATCCAAACAACTATAGGCCACGAATAAACAAACTTAATTCAATTAAGGATGTA 

GAACAAAAGAAGAGTGGAAACTACTTTTTCTTGGATGATTA^CTGACTCTGAGAATATTGATAAGCCATTTATT 

AAAAGGAGTATTTACTAGAATTTTTTGTCATATAAAACTTGAATCAGGATTTTATGCCCCACATACTCTGGAACT 

TGAAGTATAATATACTTAATATAACATAAAAAGCCAGTTGGGTTCTAAATTGTAGTTGAAACACAGAAAATGCCA 

CTTTTCTGTTCCTGAAGAGGCTCTTTTGTGCATAATATTCTAAAATGAAGACATTTCAAGCTATACAAATTACTT 

CCAAGTTTTCATGATGTATGGGAAGATTTTCAGTAGGTGTATTATATTCACGGTACCAAATGCTGACCAGTGTTG 

CTCCATTTTTTAAATCTTGAAAAGGGTTTCTGTACTTACCTGGTTTGCCAAGTATGCCAGTGTAATGAAACTGCC 

CTTATTTTAAAAGCCAGTCAAAGATTCCACTGATTGACATTTGATAAATAAACATCAGGATTATGTTTATTGTTT 

GTTTTCAGTCTTTGCACTATATTACCAGTATATGGTTTCCGAGGAAGATTATCTACTGCAAAACACCACTGTTGG 

AAAAATAGGTATTTTTAAATTGTTTTTAATCCTTTTTTGGTGCTTTTAAACATGTTTAAGCAAAAACCAATTCAG 

TCCATTCCCCGCAAAAAACCCCTAACTTTACTCTGAACTTTTTTTGTTTTTGCATTCCATGAGGTTCTGTATTCA 

GTCATTCTCTAGGTAATGTCATTTTTGTACACATATATTTATATAATCACTGATTGAGATTTAGGAAAAAGCATT 

TCTAAAGAATATTTGCTTCCCTTAGAACTACAGACTCGAAATCTTTAAAGATGGTGCCTAAGCATCTATGTATTT 

TTTTTAAGTTCCACAGATTTTTCXGTTGGGCAGGCCAAGGATTATAAACCACTTCCCTAAAGGCAACATTAATGC 

AAAAGXCCCCAGAXGGCAATACAAAGXATCCCCXGGTACCAGAXAXATXCATTXGTGAGTTXGGAXAXAGAGCAC 

ATTATCTAAACCAXTXXGXAGXXCCAAAAACCCAXCTAAAXTTCXXGAGXXCCXGAAXXXXGAACAGGAXXACCX 

GGAGCCXGGAGCCACTXXAAGXXGTACXTCTGACXAAACXGGAAXTAXGAGTGAGGAAGAGTGTXTACXAAAXAA 

AXGACXGGGGCAAGCAAAATXGAGGAGGAAAXXAGAAACXGTXXGACAAACXTXAAGAGCXACXXGAAATAACAG 

AAGTCXTGATXAAXAXGCAAATAAXGGCXAGAAAGXAXGGTTTAACXGGACCCXATXATGCCTXXXAAAAAXAAT 

XTCAGTAACCCATAAATACAXGTTGXAAAAAAXXCAAAXATACAGAATGGAAXAAAAAAATGAXCTCCCXXXAXX 

ACCCTCCCAAAGGXXACCAGCGTXXGAATTTAATAAXGXATATXCTTXCAXGCXXXXXXCXGTGCACTTACCXAA 

GXGXGAAXAXGTAAAGGGXXXGTXTXGXAXACAAATGGGAXXATACXAAAAXAAGXAATGCCXAXXXXXAAGGAX 

AGGXXAAAXXTGXGAAXGAXCAXXXCAAAXAXAXXGAATAAAAXAAGCAAAAGCXAXXGXXAXTTACTGATCCXG 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 



REPLACEMENT SHEET 

295/2682 

FIGURE 274 

MADKLTRIAIVNHDKCKPKKCRQECKKSCPVVRMGKLCIEVTPQSKIAWISETLCIGCGICIKKCPFGALSIVNL 
PSNLEKETTHRYCANAFKLHRLPIPRPGEVLGLVGTNGIGKSAALKILAGKQKPNLGKYDDPPDWQEILTYFRGS 
ELQNYFTKILEDDLKAIIKPQYVARFLRLAKGTVGSILDRKDETKTQAIVCQQLDLTHLKERNVEDLSGGELQRF 

ACAWC IQKAD I FMFDEPS SYLDVKQRLKAAI T IRSLINPDRY 1 1 WEHDLS VLD YLSDF I CCL YGVP SAYGWT 
MPFSVREGINIFLDGYVPTENLRFRDASLVFKVAETANEEEVKKMCMYKYPGMKKKMGEFELAIVAGEFTDSEIM 
VMLGENGTGKTTFIRMLAGRLKPDEGGEVPVLNVSYKPQKISPKSTGSVRQLLHEKIRDAYTHPQFVTDVMKPLQ 
IENIIDQEVQTLSGGELQRVRLRLCLGKPADVYLIDEPSAYLDSEQRLMAARWKRFILHAKKTAFWEHDFIMA 
TYLADRVIVFDGVPSKNTVANSPQTLLAGMNKFLSQLEITFRRDPNNYRPRINKLNSIKDVEQKKSGNYFFLDD 
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CCGGAGGAGTCCGAGAGGAAGCGGAGGCGCGAGCTGGAGGCGGCGGCTCCCGTCGGCCTCCGGCAGGACTGAGCG 

CTGGGAGGCCGGAAGGCGGGCGCGCACGGCGGAGAGGCGGGCGGGAGGCCGGAGCATATTAATGAAAAGTGCCAT 

AAACTGAAAAACCAAACATGAGGGTAGCAGGTGCTGCAAAGTTGGTGGTAGCTGTGGCAGTGTTTTTACTGACAT 

TTTATGTTATTTCTCAAGTATTTGAAATAAAAATGGATGCAAGTTTAGGAAATCTATTTGCAAGATCAGCATTGG 

ACACAGCTGCACGTTCTACAAAGCCTCCCAGATATAAGTGTGGGATCTCAAAAGCTXGCCCTGAGAAGCATTTTG 

CTTTTAAAATGGCAAGTGGAGCAGCCAACGTGGTGGGACCCAAAATCTGCCTGGAAGATAATGTTTTAATGAGTG 

GTGTTAAGAATAATGTTGGAAGAGGGATCAATGTTGCCTTGGCAAATGGAAAAACAGGAGAAGTATTAGACACTA 

AATATTTTGACATGTGGGGAGGAGATGTGGCACCAXtXATTGAGTTTCTGAAGGCCATACAAGATGGAACAATAG 

TTTTAATGGGAACATACGATGATGGAGCAACCAAACTCAATGATGAGGCACGGCGGCTCATTGCTGATTTGGGGA 

GCACATCTATTACTAATCTTGGTTTTAGAGACAACTGGGTCTTCTGTGGTGGGAAGGGCATTAAGACAAAAAGCC 

CTTTTGAACAGCACATAAAGAACAATAAGGATACAAACAAATATGAAGGATGGCCTGAAGTTGTAGAAATGGAAG 

GATGCATCCCCCAGAAGCAAGACTAAXGGAAATGTGGAGAGAATTGAAGAAAGCGCACTTTCACTCTTAATGGGA 

GAGCTATAAATGGCAGAGCTATGTGTAAATATTTTAAGAGCATGCAGCCATCTTGGTGTGTGCATGAGTATTGTC 

TCTTTTGATATCAGGATTATTTATTGCTAACGTAAATAGATAGCATTGTAAATAATCATCACAATGATCAAATCA 

CTGAACCATGTCTCCGCACATTTCCCTAAAAGTACAATGTTTAGACTGCTATGGTAATACATATTTTAAATTCTA 

AAAGCATACACAATGTGT7^ACTGAATGGTTTGTGAAAAATATATTGATATATATACTAGTTGCTATGAAAATATC 

ATGGAATAATAGGGATTTTAGGGTGGATACTTTATTTTCTTTTATGTTTCTATATGTTGCGTTGTGATGACATTA 

TCTTTTAAATTAAAAAGAGATTTGGCTAGTTGTGTGTGTAATGTTACTTTACAGTCCGACTCTCCTGATGTACCT 

CTTTTCATGATCTTTTTCTTTCCTTCCCAAGAAACTGAGGAATGTTTAATATGAAAACATACATCGGATATGTGA 

AAAGCACAACA7UIATTCTTAATGTACACAGTAAAAAAGTAAATATATAAATGTAGATGGCATTTAGGACCACAGC 

TTGCTGGATTTGTGTTAGCTATGGGAATAACTTGATTTTGTATAAGCTATTTAGAGTGAGGCTGGAGGTGGCAGC 

TTCACAGAACTGGAGAACCAGGCCAAGTCCCCTCCCCAACCTAATTAGGTCATTCAGGACAGCTAAGTCAGTATA 

TTTAGAGCAATACTAGCATACGTTTTTCTTAATTGTTATCAGCATTGACCAAGTGGTTTGGAAGGAGGCATGCTT 

TAATATCACAATAATTTTGATTTGTAAACCAAGAAATTAATCCTGTGTTTATCTAACTTCATAATAGCAATTATT 

GCCCGAAGCTATAGTGGCATATTTACAAAAGTTCTTATTACTGGGCGGACTGATAACATTTAAAAAATAATTGTG 

TTTGACCCCAAATGACTTTATACCCAATTCTACATAAAAATATAGAAGATCTATCTTTTTTTGTTACCTTCAGAT 

GTTCACTAAATAACTCAGTTTTTAAGCAGAAGTTTTCAGGGCATTAAATATATGTTGTGTATGAAGTATCTCAAA 

CTGGAACATAAATTTAGTGATCAAACTGCCATTCACAGTGTAAGGCAGCACTTAAATTTCGAACCTAAAGTTTAG 

ATGCATTGTATAAAAAAACCTAAAAGCAGTATCTGTTATTTAGCTGTAAACCAAGTTGGAAGCTATTCGGATAAT 

TTCTTAAATATTGATGAACTTTGGAGTACTGTTTCTTCCTTCAAACTGAATGTAATTAATTCATGAATAAATGCA 

CCTTATATGTTTAAACAATCTTTGTATACTTTTGGGATTTTTGGTGCTTATATGCTAAATCACATTCAGCATGTG 

TATTTTGACATTTAAAATACTTCCCTCAATTCTGTAAATTAAAAGAATAGTTATTTTACAGTTCCAGGGATTGTG 

AAATAAATGTTGCAG.TTTTTTAAAATAATGAAAATAAATACTCTTGGTTTTGCTTTGTGAAAAAAAAAAAAAAAA 
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MRVAGAAKLWAVAWLLTF YVI SQWE I KMD ASL^^ 
GJU^NWGP K I CLE DNVLM S GVKNWGRG I NV^^ 

DDGATKLNDEARRLIADL'GSTSITNLGFRDNWVFCGGKGIKTKSPFEQHIK^KDTNKYEGTOEWEMEGCIPQK 
QD 
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FIGURE 277 

TACTGACTTTCAGCACCAACTTGTGGTCCCAGGTAAGTTTCCACGCTGGTACTTTAGCCCTGGGCTCGAACCTGC 

GGACACGCTGTGGCTGCAACTCCCCGCCCGCCAGACCTCAGTACGCAGCGCGGCTGGTGAGAAACATAATGCACT 

CTGACTTCCACGCGTGGAATGGGGAGATGGACTGCACGGCGGGCGGACCTGCTCGGGCTGATGGACGGCAGGTGG 

ACTGATGTGCGCAGGGACTGGCGGCAGCGCGGTCAGAGCCAGTCAGCCAAAGCCAGGCCAGCACAATAGACTGTC 

CCGGTTCCCGCCAGGAGGCGGCCGAGCACCAACTGTACGGTACTGCGCCTGCGCCGCGACCGCCAACGCGCCCAG 

TCTACGCTTGCGCGGCGCAACAGGGCCGACTGCAGCTGGAAGATGGCGGCGTCCGTGGTCTGTCGGGCCGCTACC 

GCCGGGGCACAAGTGCTATTGCGCGCCCGCCGCTCGCCGGCCCTGCTGCGGACGCCAGCCTTGCGGAGTACGGCA 

ACCTTCGCTCAGGCGCTCCAGTTCGTGCCGGAGACGCAGGTTAGCCTGCTGGACAACGGCCTGCGTGTGGCCTCC 

GAGCAGTCCTCTCAGCCCACTTGCACGGTGGGAGTGTGGATTGATGTTGGCAGCCGTTTTGAGACTGAGAAGAAT 

AATGGGGCAGGCTACTTTTTGGAGCATCTGGCTTTCAAGGGAACAAAGAATCGGCCTGGCAGTGCCCTGGAGAAG 

GAGGTGGAGAGCATGGGGGCCCATCTTAATGCCTACAGCACCCGGGAGCACACAGCTTACTACATCAAGGCGCTG 

TCCAAGGATCTGCCGAAAGCTGTGGAGCTCCTGGGTGACATTGTGCAGAACTGTAGTCTGGAAGACTCACAGATT 

GAGAAGGAACGTGATGTGATCCTGCGGGAGATGCAGGAGAATGATGCATCTATGCGAGATGTGGTCTTTAACTAC 

CTGCATGCCACAGCATTCCAGGGCACACCTCTAGCCCAGGCTGTGGAGGGGCCCAGTGAGAATGTCAGGAAGCTG 

TCTCGTGCAGACTTGACCGAGTACCTCAGCACACATTACAAGGCCCCTCGAATGGTGCTGGCAGCAGCTGGAGGA 

GTGGAGCACCAGCAACTGTTAGACCTCGCCCAGAAGCACCTCGGTGGCATCCCATGGACATATGCAGAGGACGCT 

GTGCCCACTCTTACTCCATGCCGCTTCACTGGCAGTGAGATCCGCCACCGTGATGATGCTCTACCTTTTGCCCAC 

GTGGCCATTGCAGTAGAGGGTCCTGGCTGGGCCAGCCCGGACAGTGTGGCCTTGCAAGTGGCCAATGCCATCATC 

GGCCACTATGACTGCACTTATGGTGGTGGCGTGCACCTGTCCAGCCCACTGGCTTCAGGTGCTGTGGCCAACAAG 

CTATGCCAGAGTTTCCAGACCTTCAGCATCTGCTATGCAGAGACGGGCTTGCTGGGTGCACACTTTGTCTGTGAC 

CGAATGAAAATCGATGACATGATGTTCGTCCTGCAAGGGCAGTGGATGCGCCTGTGTACCAGTGCCACGGAGAGT 

GAGGTGGCCCGGGGCAAAAACATCCTCAGAAATGCCCTGGTATCTCATCTAGATGGCACTACTCCTGTGTGTGAG 

GACATCGGACGCAGCCTCCTGACCTATGGCCGCCGCATCCCCCTGGCTGAATGGGAAAGCCGGATTGCGGAGGTG 

GATGCCAGTGTGGTACGTGAGATCTGCTCCAAGTACATCTATGACCAGTGCCCAGCAGTGGCTGGATATGGCCCC 

ATTGAGCAGCTCCCAGACTACAACCGGATCCGTAGCGGCATGTTCTGGCTGCGCTTCTAGGCGGGAAGCCTATGT 

AAGCAAGAGGGCAGGGCCGGGGTTTGTGGTCCCCCCCCCACCACAAACACAGCACTTCGGCTCCTCTAACCTGTG 

CCACAGGTGACCACCAATAAAATCCTCTGCTGAGA 
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MAASWCRAATAGAQVLLRARRSPALLRTPALRSTATFAQALQFVPETQVSLLDNGLRVASEQSSQPTCTVGWI 
DVGSRFETEKNNGAGYFLEHLAFKGTKNRPGSALEKEVESMGAHLNAYSTREHTAYYIKALSKDLPKAVELLGDI 
VQNCSLEDSQIEKERDVILREMQENDASMRDWFNYLHATAFQGTPLAQAVEGPSENVRKLSRADLTEYLSTHYK 
APRMVLAAAGGVEHQQLLDLAQKHLGGIPWTYAEDAVPTLTPCRFTGSEIRHRDDALPFAHVAIAVEGPGWASPD 
SVALQVANAIIGHYDCTYGGGVHLSSPLASGAVANKLCQSFQTFSICYAETGLLGAHFVCDRMKIDDMMFVLQGQ 
WMRLCTSATESEVARGKNILRNALVSHLDGTTPVCEDIGRSIiLTYGRRIPLAEWESRIAEVDASWREICSKYIY 
DQCPAVAGYGPIEQLPDYNRIRSGMFWLRF 
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FIGURE 279 

GGCACACACGAGGAGGAGGGTTGAGCTGCTGCCGCCGCCGCCTCTGTCGTCGTCGCGAGTGTGGAGTCGGGACTG 
GAGCTGCTGCCGCGGCGACGCCGGGGATCTTTGTCGCTAGCTCCCGGCCCTTCTGCCCCGCCGCCTTCCCTCAGT 
CAGCGTTGCCCACTCCTCTCCGGCCGGGCGCCCCTGCCTCCATTTCTCGCTCTCTGTCCACCACACACACGGCCC 
CCCCGATCATGGATCCGGGCAGTGGCGGCGGCGGCGGCGGCGGCGGCGGCGGCGGGAGCAGCAGCGGCAGCAGCA 
GCAGCGACTCGGCGCCTGACTGCTGGGACCAGGCGGACATGGAAGCCCCCGGGCCGGGCCCTTGCGGCGGCGGCG 
GCTTCCCTGGCGGCGGCGGCCGAGGCCCAGCGGGAGAACCTCAGCGCGGCCTTCAGCCGGCAACTCAACGTCAAC 
GCCAAGCCCTTCGTGCCCAACGTCCACGCCGCCGAGTTCGTGCCGTCCTTCCTGCGGGGCCCGGCAGCGCCGCCA 
CCCCCAGCTGGCGGCGCCGCCAATAACCACGGAGCCGGCAGCGGCGCGGGAGGCCGTGCGGCACCTGTGGAATCC 
TCTCAAGAGGAACAGTCATTGTGTGAAGGTTCAAATTCAGCTGTTAGC ATGG AACTTTCAGAACCTATTGTAGAA 
AATGGAGAGACAGAAATGTCTCCAGAAGAATCATGGGAGCACAAAGAAGAAATAAGTGAAGCAGAGCCAGGGGGT 
GGTTCCTTGGGAGATGGAAGGCCGCCAGAGGAAAGTGCCCATGAAATGATGGAGGAGGAAGAGGAAATCCCAAAA 
CCTAAGTCTGTGGTTGCACCGCCAGGTGCTCCTAAGAAAGAGCATGTAAATGTAGTATTCATTGGGCACGTAGAT 
GCTGGCAAGTCAACCATTGGAGGACAAATAATGTATTTGACTGGAATGGTTGACAAAAGGACGCTTGAAAAGTAT 
GAAAGAGAAGCTAAAGAGAAAAACAGAGAAACTTGGTACTTGTCTTGGGCCTTAGACACAAATCAGGAAGAACGA 
GACAAGGGTAAAACAGTAGAAGTGGGTCGTGCCTATTTTGAAACCGAAAAGAAGCATTTCACAATTCTAGATGCC 
CCTGGCCACAAGAGTTTTGTCCCAAATATGATTGGTGGTGCCTCTCAAGCTGATTTGGCTGTGCTGGTAATCTCA 
GCCAGGAAAGGAGAGTTTGAAACTGGATTTGAAAAAGGAGGACAGACAAGAGAACATGCAATGTTGGCAAAGACA 
GCAGGTGTAAAACACCTAATTGTGCTAATTAATAAGATGGATGATCCAACAGTAAATTGGAGCAATGAGAGATAT 
GAAGAATGTAAGGAGAAACTAGTGCCATTTTTGAAAAAAGTTGGCTTCAATCCCAAAAAGGACATTCACTTTATG 
CCCTGCTCAGGACTTACTGGAGCAAATCTCAAAGAGCAGTCGGATTTCTGTCCTTGGTACATTGGATTACCGTTT 
ATTCCATATCTGGATAATTTGCCGAACTTCAATAGATCAGTTGATGGACCAATCAGGCTGCCAATTGTGGATAAG 
TACAAGGATATGGGCACTGTGGTCCTGGGAAAGCTGGAATCAGGATCTATTTGTAAAGGCCAGCAGCTTGTGATG 
ATGCCAAACAAGCACAACGTGGAAGTTCTTGGAATACTTTCCGATGATGTAGAGACTGATACCGTAGCCCCAGGT 
GAAAACCTCAAAATCAGACXGAAAGGAATTGAAGAAGAGGAGATTCTTCCAGGGTTTATACTTTGTGATCCTAAT 
AATCTTTGTCATTCTGGACGCACATTTGATGCCCAGATAGTGATTATAGAGCACAAATCCATCATCTGCCCAGGC 
TATAATGCGGTGCTGCATATTCATACCTGTATTGAGGAGGTGGAAATAACAGCCTTAATCTGCTTGGTAGACAAA 
AAATCAGGAGAAAAAAGTAAGACCCGACCCCGTTTTGTGAAACAAGATCAAGTATGCATTGCTCGCTTAAGGACA 
GCAGGAACCATCTGCCTTGAGACCTTTAAAGACTTCCCTCAGATGGGTCGTTTCACCTTAAGAGATGAGGGTAAG 
ACCATTGCAATTGGAAAAGTTCTGAAACTGGTTCCAGAGAAAGACTAAGCATTTTCTTGATGACCCTGCACAATA 
CTGTGAGGAAAATTGACTGCAGAAGCCTACTTCACACCGCCTTCTCTTATTTTCTGCCCATTGATAAACCTCTCC 
CCATATTTTGCAAAGAGGAAATTCACAGCAAAAGTCCACATTATGTCAGCTTTCTCATATTGAGAGCTCTGCTAT 
GCCACTGTTGAATTTTTCCCAAGATTCCTGTCCCTAGCCCTCACTTCAAACTCTGCTTCCTTGGACAGATTTGGC 
AATAGCTTTGTAAGTGATGTGGACATAATTGCCTACAATAATGAAAACCTACAGGAATTTTTTTATTTTTCATTT 
TCCCCTTAGGCATATTTAGTATTTTTCCCCCAGGCCAGATCATTCGTGAGTGTGCGAGTGTGTGTGCACATGTTA 
C7VAAGGCAACTACCATGTTAATAAAATATTCAATTTG 
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MELSEPIVENGETEMSPEESWEHKEEISEAEPGGGSLGDGRPPEESAHEMMEEEEEIPKPKSVVAPPGAPKKEHV 
NWFIGHVDAGKSTIGGQIMYLTGMVDKRTLEKYEREA^ 

KKHFTILDAPGHKSFVPNMIGGASQADLAVLVISARKGEFETGFEKGGQTREHAMLAKTAGVKH 

TVNWSNERYEECKEKLVPFLKKVGFNPKKDIHFMPCSGLTGANLKEQSDFCPWYIGLPFIPYLDNLPNFNRSVDG 

PIRLPIVDKYKDMGTWLGKLESGSICKGQQLVMMPNKHNVEVLGILSDDVETDTVAPGENLKIRLKGIEEEEIL 

PGFILCDPNNLCHSGRTFDAQIVIIEHKSIICPGYNAVLHIHTCIEEVEITALICLVDKKSGEKSKTRPRFVKQD 

QVCIARLRTAGTICLETFKDFPQMGRFTLRDEGKTIAIGKVLKLVPEKD 
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GCGGCGCTCGCGCCAAGGGACGTGTTTCTGCGCTCGCGTGGTCATGGAGGCGCTGCCGCTGCTAGCCGCGACAAC 
TCCGGACCACGGCCGCCACCGAAGGCTGCTTCTGCTGCCGCTACTGCTGTTCCTGCTGCCGGCTGGAGCTGTGCA 
GGGCTGGGAGACAGAGGAGAGGCCCCGGACTCGCGAAGAGGAGTGCCACTTCTACGCGGGTGGACAAGTGTACCC 
GGGAGAGGCATCCCGGGTATCGGTCGCCGACCACTCCCTGCACCTAAGCAAAGCGAAGATTTCCAAGCCAGCGCC 
CTACTGGGAAGGAACAGCTGTGATCGATGGAGAATTTAAGGAGCTGAAGTTAACTGATTATCGTGGGAAATACTT 
GGTTTTCTTCTTCTACCCACTTGATTTCACATTTGTGTGTCCAACTGAAATTATCGCTTTTGGCGACAGACTTGA 
AGAATTCAGATCTATAAATACTGAAGTGGTAGCATGCTCTGTTGATTCACAGTTTACCCATTTGGCCTGGATTAA 
TACCCCTCGAAGACAAGGAGGACTTGGGCCAATAAGGATTCCACTTCTTTCAGATTTGACCCATCAGATCTCAAA 
GGACTATGGTGTATACCTAGAGGACTCAGGCCACACTCTTAGAGGTCTCTTCATTATTGATGACAAAGGAATCCT 
AAGACAAATTACTCTGAATGATCTTCCTGTGGGTAGATCAGTGGATGAGACACTACGTTTGGTTCAAGCATTCCA 
GXACACTGACAAACACGGAGAAGTCTGCCCTGCTGGCTGGAAACCXGGTAGTGAAACAATAATCCCAGATCCAGC 
TGGAAAGCTGAAGTATTTCGATAAACTGAATTGAGAAATACTTCTTCAAGTTATGATGCTTGAAAGTTCTCAATA 

AAGTTCACGGTTTCATTACCA 
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MEALPLLAATTPDHGRHRRLLLLPLLLFLLPAGAVQGWETEERPRTREEECHFYAGGQVYPGEASRVSVADHSLH 
LSKAKISKPAPYWEGTAVIDGEFKELKLTDYRGKYLVFFFYPLDFTFVCPTEIIAFGDRLEEFRSINTEWACSV 
DSQFTHLAWINTPRRQGGLGPIRIPLLSDLTHQISKDYGVYLEDSGHTLRGLFIIDDKGILRQITLNDLPVGRSV 

DETLRLVQAFQYTDKHGEVCPAGWKPGSET I IPDPAGKLKYFDKLN 
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GGAJUUVAAGCGACTTGTGGCGGTCGAGCGTGGCGCAGGCGAATCCTCGGCACTAAGCAAATATGGACCTCGCGGC 
GGCAGCGGAGCCGGGCGCCGGCAGCCAGCACCTGGAGGTCCGCGACGAGGTGGCCGAGAAGTGCCAGAAACTGTT 
CCTGGACTTCTTGGAGGAGTTTCAGAGCAGCGATGGAGAAATTAAATACTTGCAATTAGCAGAGGAACTGATTCG 
TCCTGAGAGAAACACATTGGTTGTGAGTTTTGTGGACCTGGAACAATTTAACCAGCAACTTTCCACCACCATTCA 
AGAGGAGTTCTATAGAGTTTACCCTTACCTGTGTCGGGCCTTGAAAACATTCGTCAAAGACCGTAAAGAGATCCC 
TCTTGCCAAGGATTTTTATGTTGCATTCCAAGACCTGCCTACCAGACACAAGATTCGAGAGCTCACCTCATCCAG 
AATTGGTTTGCTCACTCGCATCAGTGGGCAGGTGGTGCGGACTCACCCAGTTCACCCAGAGCTTGTGAGCGGAAC 
TTTTCTGTGCTTGGACTGTCAGACAGTGATCAGGGATGTAGAACAGCAGTTCAAATACACACAGCCAAACATCTG 
CCGAAATCCAGTTTGTGCCAACAGGAGGAGATTCTTACTGGATACAAATAAATCAAGATTTGTTGATTTTCAAAA 
GGTTCGTATTCAAGAGACCCAAGCTGAGCTTCCTCGAGGGAGTATCCCCCGCAGTTTAGAAGTAATTTTAAGGGC 
. TGAAGCTGTGGAATCAGCTCAAGCTGGTGACAAGTGTGACTTTACAGGGACACTGATTGTTGTGCCTGACGTCTC 
CAAGCTTAGCACACCAGGAGCACGTGCAGAAACTAATTCCCGTGTCAGTGGTGTTGATGGATATGAGACAGAAGG 
CATTCGAGGACTCCGGGCCCTTGGTGTTAGGGACCTTTCTTATAGGCTGGTCTTTCTTGCCTGCTGTGTTGCGCC 
AACCAACCCAAGGTTTGGGGGGAAAGAGCTCAGAGATGAGGAACAGACAGCTGAGAGCATTAAGAACCAAATGAC 
TGTGAAAGAATGGGAGAAAGTGTTTGAGATGAGTCAAGATAAAAATCTATACCACAATCTTTGTACCAGCCTGTT 
CCCTACTATACATGGCAATGATGAAGTAAAACGGGGTGTCCTGCTGATGCTCTTTGGTGGCGTTCCAAAGACAAC 
AGGAGAAGGGACCTCTCTTCGAGGGGACATAAATGTTTGCATTGTTGGTGACCCAAGTACAGCTAAGAGCCAATT 
TCTCAAGCACGTGGAGGAGTTCAGCCCCAGAGCTGTCTACACCAGTGGTAAAGCGTCCAGTGCTGCTGGCTTAAC 
AGCAGCTGTTGTGAGAGATGAAGAATCTCATGAGTTTGTCATTGAGGCTGGAGCTTTGATGTTGGCTGATAATGG 
TGTGTGTTGTATTGATGAATTTGATAAGATGGACGTGCGGGATCAAGTXGCTATTCATGAAGCTATGGAACAGCA 
GACCATATCCATCACTAAAGCAGGAGTGAAGGCTACTCTGAACGCCCGGACGTCCATTTTGGCAGCAGCAAACCC 
AATCAGTGGACACTATGACAGATCAAAATCATTGAAACAGAATATAAATTTGTCAGCTCCCATCATGTCCCGATT 
CGATCTCTTCTTTATCCTTGTGGATGAATGTAATGAGGTTACAGATTATGCCATTGCCAGGCGCATAGTAGATTT 
GCATTCAAGAATTGAGGAATCAATTGATCGTGTCTATTCCCTCGATGATATCAGAAGATATCTTCTCTTTGCAAG 
ACAGTTTAAACCCAAGATTTCCAAAGAGTCAGAGGACTTCATTGTGGAGCAATATAAACATCTCCGCCAGAGAGA 
TGGTTCTGGAGTGACCAAGTCTTCATGGAGGATTACAGTGCGACAGCTTGAGAGCATGATTCGTCTCTCTGAAGC 
TATGGCTCGGATGCACTGCTGTGATGAGGTCCAACCTAAACATGTGAAGGAAGCTTTCCGGTTACTGAATAAATC 
AATCATCCGTGTGGAAACACCTGATGTCAATCTAGATCAAGAGGAAGAGATCCAGATGGAGGTAGATGAGGGTGC 
TGGTGGCATCAATGGTCATGCTGACAGCCCTGCTCCTGTGAACGGGATCAATGGCTACAATGAAGACATAAATCA 
AGAGTCTGCTCCCAAAGCCTCCTTAAGGCTGGGCTTCTCTGAGTACTGCCGAATCTCTAACCTTATTGTGCTTCA 
CCTCAGAAAGGTGGAAGAAGAAGAGGACGAGTCAGCATTAAAGAGGAGCGAGCTTGTTAACTGGTACTTGAAGGA 
AATCGAATCAGAGATAGACTCTGAAGAAGAACTTATAAATAAAAAAAGAATCATAGAGAAAGTTATTCATCGACT 
CACACACTATGATCATGTTCTAATTGAGCTCACCCAGGCTGGATTGAAAGGCTCCACAGAGGGAAGTGAGAGCTA 
TGAAGAAGATCCCTACTTGGTAGTTAACCCTAACTACTTGCTCGAAGATTGMATAGTGAAAGTAACTGACCAGA 
GCTGAGGAACTGTGGCACAGCACCTCGTGGCCTGGAGCCTGGCTGGAGCTCTGCTAGGGACAGAAGTGTTTCTGG 
AAGTGATGCTTCCAGGATTTGTTTTCAGAAACAAGAATTGAGTTGATGGTCCTATGTGTCACATTCATCACAGGT 
TTCATACCAACACAGGCTTCAGCACTTCCTTTGGTGTGTTTCCTGTCCCAGTGAAGTTGGAACCAAATAATGTGT 
AGTCTCTATAACCAATACCTTTGTTTTCATGTGTAAGAAAAGGCCCATTACTTTTAAGGTATGTGCTGTCCTATT 
GAGCAAATAACTTTTTTTCAATTGCCAGCTACTGCTTTTATTCATCAAAATAAAATAACTTGTTCTG 
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MDLAAAAEPGAGSQHLEVRDEVAEKCQKLFLDFLEEFQSSDGEIKYLQLAEELIRPERNTLWSFVDLEQFNQQL 
STTIQEEFYRVYPYLCRALKTFVKDRKEIPLAKDFYVAFQDLPTRHKIRELTSSRIGLLTRISGQWRTHPVHPE 
LVSGTFLCLDCQTVIRDVEQQFKYTQPNICRNPVCANRRRFLLDTNKSRFVDFQKVRIQETQAELPRGSIPRSLE 
VILRAEAVESAQAGDKCDFTGTLIWPDVSKLSTPGARAETNSRVSGVDGYETEGIRGLRALGVRDLSYRLVFLA 
CCVAPTNPRFGGKELRDEEQTAESIKNQMTVKEWEKVFEMSQDKNLYHNLCTSLFPTIHGNDEVKRGVLLMLFGG 
VPKTTGEGTSLRGDINVCIVGDPSTAKSQFLKHVEEFSPRAVYTSGKASSAAGLTAAWRDEESHEFVIEAGALM 
LADNGVCC I DEFDKMDVRDQVA I HEAMEQQT I S I TKAGVKATLNARTS I LAAANP I SGH YDRSKSLKQNINLSAP 
IMSRFDLFFILVDECNEVTDYAIARRIVDLHSRIEESIDRVYSLDDIRRYLLFARQFKPKISKESEDFIVEQYKH 
LRQRDGSGVTKSSWRITVRQLESMIRLSEAMARMHCCDEVQPKHVKEAFRLLNKSIIRVETPDVNLDQEEEIQME 
VDEGAGGINGHADSPAPVNGINGYNEDINQESAPKASLRLGFSEYCRISNLIVLHLRKVEEEEDESALKRSELVN 
WYLKEIESEIDSEEELINKKRIIEKVIHRLTHYDHVLIELTQAGLKGSTEGSESYEEDPYLWNPNYLLED 



REPLACEMENT SHEET 

306/2682 

FIGURE 285 

GCCCCCACCATCAAGGGGAAGAAAGTGCTCTTCGGATTCCGGTTCGCCCTGGCCTCCCGCAGCCGCCGCGGGACC 
GGCCCCCAGCACACCCCCGGGGCGCCGGGCGCGGGGCAGCCGCCCGGACGCGCGCGGGCCTCAGGCGCCGGCGGG 
ACCCCAGCCCCCCAAACTTTGGCAAGTTGCGGGCGCCGAGCGCACCCGGAGGCGCGGGGCGCGGCCGCAGGCGGA 
GCCGCCCCCTGACGCCGGGCCGCCCCCTCCCGGCCCCGGCCGCCCCGCCGGCTCCGCGGAAAGTTTGCGGCCGCC 
CCTGCGCCGCACCCGGGGCCTGGGTGAGACTGCGGCGGCGGCAGGGCGCGGACGGCCATATTTGCCGGCGCGGCC 
CGAGCCGCCGACAACAAAAAGTGCGCGGGCGCTCGGCGGGCGCTCGGACGGGCGCGGGGCTGCAGCGCTACCGCC 
CGGCCTCGCCGCCGCCGCCGCCGCCCTCGCGGCCTGGCCCCGCCGCGCCCGGCGCGCCCGCCGCCCGGGGGGATG 

TCTTACAAACCGAACTTGGCCGCGCACATGCCCGCCGCCGCCCTCAACGCCGCTGGGAGTGTCCACTCGCCTTCC 
ACCAGCATGGCAACGTCTTCACAGTACCGCCAGCTGCTCAGTGACTACGGGCCACCGTCCCTAGGCTACACCCAG 
GGAACTGGGAACAGCCAGGTGCCCCAAAGCAAATACGCGGAGCTGCTGGCCATCATTGAAGAGCTGGGGAAGGAG 
ATCAGACCCACGTACGCAGGGAGCAAGAGTGCCATGGAGAGGCTGAAGCGCGGCATCATTCACGCTAGAGGACTG 
GTTCGGGAGTGCTTGGCAGAAACGGAACGGAATGCCAGATCCTAQCTGCCTTGTTGGTTTTGAAGGATTTCCATC 
TTTTTACAAGATGAGAAGTTACAGTTCATCTCCCCTGTTCAGATGAAACCCTTGTTTTCAAAATGGTTACAGTTT 
CGTTTTTCCTCCCATGGTTCACTTGGCTCTGAACCTACAGTCTCAAAGATTGAGAAAAGATTTTGCAGTTAATTA 
GGATTTGCATTTTAAGTAGTTAGGAACTGCCCAGGTTTTTTTTGTXTTTTAAGCATTGATTTAAAAGATGCACGG 
AAAGTTATCTTACAGCAAACTGXAGTTTGCCTCCAAGACACCATTGTCTCCCTTTAATCTTCTCTTTTGTATACA 
TTTGTTACCCATGGTGTTCTTTGTTCCTTTTCATAAGCTAATACCACTGTAGGGATTTTGTTTTGAACGCATATT 
GACAGCACGCTTTACTTAGTAGCCGGTTCCCATTTGCCATACAATGTAGGTTCTGCTTAATGTAACTTCTTTTTT 
GCTTAAGCATTTGCATGACTATTAGTGCTTCAAAGTCAATTTTTAAAAATGCACAAGTTATAAATACAGAAGAAA 
GAGCAACCCACCAAACCTAACAAGGACCCCCGAACACTTXCATACTAAGACTGTAAGTAGATCTCAGTTCTGCGT 
TTATTGTAAGTTGATAAAAACATCTGGAAGAAAATGACTAAAACTGTTTGCATCTTTGTATGTATTTATTACTTG 
AT GTAAT AAAGC TT AT T T T CAT T AAC AATT TGT ATT AAAAAAAAAAAAAAAA 
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MSYKPNLAAHMPAAALNAAGSVHSPSTSMATSSQYRQLLSDYGPPSLGYTQGTGNSQVPQSKYAELLAIIEELGK 
EIRPTYAGSKSAMER1KRGIIHARGLVRECLAETERNARS 
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GCGGGGAAGCAGCAGCGGCCAGGATGAATCCCAGGTGCTCTGGAGCTGGATGGTGAAGGTCGGCACTCTTCACCC 

TCCCGAGCCCTGCCCGTCTCGGCCCCATGCCCCCACCAGTCAGCCCCGGGCCACAGGCAGTGAGCAGGCACCTGG 

GAGCCGAGGCCCTGTGACCAGGCCAAGGAGACGGGCGCTCCAGGGTCCCAGCCACCTGTCCCCCCCATQ3AGCTG 

AGGCCCTGGTTGCTATGGGTGGTAGCAGCAACAGGAACCTTGGTCCTGCTAGCAGCTGATGCTCAGGGCCAGAAG 

GTCTTCACCAACACGTGGGCTGTGCGCATCCCTGGAGGCCCAGCGGTGGCCAACAGTGTGGCACGGAAGCATGGG 

TTCCTCAACCTGGGCCAGATCTTCGGGGACTATTACCACTTCTGGCATCGAGGAGTGACGAAGCGGTCCCTGTCG 

CCTCACCGCCCGCGGCACAGCCGGCTGCAGAGGGAGCCTCAAGTACAGTGGCTGGAACAGCAGGTGGCAAAGCGA 

CGGACTAAACGGGACGTGTACCAGGAGCCCACAGACCCCAAGTTTCCTCAGCAGTGGTACCTGTCTGGTGTCACT 

CAGCGGGACCTGAATGTGAAGGCGGCCTGGGCGCAGGGCTACACAGGGCACGGCATTGTGGTCTCCATTCTGGAC 

GATGGCATCGAGAAGAACCACCCGGACTTGGCAGGCAATTATGATCCTGGGGCCAGTTTTGATGTCAATGACCAG 

GACCCTGACCCCCAGCCTCGGTACACACAGATGAATGACAACAGGCACGGCACACGGTGTGCGGGGGAAGTGGCT 

GCGGTGGCCAACAACGGTGTCTGTGGTGTAGGTGTGGCCTACAACGCCCGCATTGGAGGGGTGCGCATGCTGGAT 

GGCGAGGTGACAGATGCAGTGGAGGCACGCTCGCTGGGCCTGAACCCCAACCACATCCACATCTACAGTGCCAGC 

TGGGGCCCCGAGGATGACGGCAAGACAGTGGATGGGCCAGCCCGCCTCGCCGAGGAGGCCTTCTTCCGTGGGGTT 

AGCCAGGGCCGAGGGGGGCTGGGCTCCATCTTTGTCTGGGCCTCGGGGAACGGGGGCCGGGAACATGACAGCTGC . 

AACTGCGACGGCTACACCAACAGTATCTACACGCTGTCCATCAGCAGCGCCACGCAGTTTGGCAACGTGCCGTGG 

TACAGCGAGGCCTGCTCGTCCACACTGGCCACGACCTACAGCAGTGGCAACCAGAATGAGAAGCAGATCGTGACG 

ACTGACTTGCGGCAGAAGTGCACGGAGTCTCACACGGGCACCTCAGCCTCTGCCCCCTTAGCAGCCGGCATCATT 

GCTCTCACCCTGGAGGCCAATAAGAACCTCACATGGCGGGACATGCAACACCTGGTGGTACAGACCTCGAAGCCA 

GCCCACCTCAATGCCAACGACTGGGCCACCAATGGTGTGGGCCGGAAAGTGAGCCACTCATATGGCTACGGGCTT 

TTGGACGCAGGCGCCATGGTGGCCCTGGCCCAGAATTGGACCACAGTGGCCCCCCAGCGGAAGTGCATCATCGAC 

ATCCTCACCGAGCCCAAAGACATCGGGAAACGGCTCGAGGTGCGGAAGACCGTGACCGCGTGCCTGGGCGAGCCC 

AACCACATCACTCGGCTGGAGCACGCTCAGGCGCGGCTCACCCTGTCCTATAATCGCCGTGGCGACCTGGCCATC 

CACCTGGTCAGCCCCATGGGCACCCGCTCCACCCTGCTGGCAGCCAGGCCACATGACTACTCCGCAGATGGGTTT 

AATGACTGGGCCTTCATGACAACTCATTCCTGGGATGAGGATCCCTCTGGCGAGTGGGTCCTAGAGATTGAAAAC 

ACCAGCGAAGCCAACAACTATGGGACGCTGACCAAGTTCACCCTCGTACTCTATGGCACCGCCCCTGAGGGGCTG 

CCCGTACCTCCAGAAAGCAGTGGCTGCAAGACCCTCACGTCCAGTCAGGCCTGTGTGGTGTGCGAGGAAGGCTTC 

TCCCTGCACCAGAAGAGCTGTGTCCAGCACTGCCCTCCAGGGTTCGCCCCCCAAGTCCTCGATACGCACTATAGC 

ACCGAGAATGACGTGGAGACCATCCGGGCCAGCGTCTGCGCCCCCTGCCACGCCTCATGTGCCACATGCCAGGGG 

CCGGCCCTGACAGACTGCCTCAGCTGCCCCAGCCACGCCTCCTTGGACCCTGTGGAGCAGACTTGCTCCCGGCAA 

AGCCAGAGCAGCCGAGAGTCCCCGCCACAGCAGCAGCCACCTCGGCTGCCCCCGGAGGTGGAGGCGGGGCAACGG 

CTGCGGGCAGGGCTGCTGCCCTCACACCTGCCTGAGGTGGTGGCCGGCCTCAGCTGCGCCTTCATCGTGCTGGTC 

TTCGTCACTGTCTTCCTGGTCCTGCAGCTGCGCTCTGGCTTTAGTTTTCGGGGGGTGAAGGTGTACACCATGGAC 

CGTGGCCTCATCTCCTACAAGGGGCTGCCCCCTGAAGCCTGGCAGGAGGAGTGCCCGTCTGACTCAGAAGAGGAC 

GAGGGCCGGGGCGAGAGGACCGCCTTTATCAAAGACCAGAGCGCCCTCTGMGAGCCCACTGCCCACCCCCXCAA 

GCCAATCCCCTCCTTGGGCACTTTTTAATTCACCAAAGTATTTTTTTATCTTGGGACTGGGTTTGGACCCCAGCT 

GGGAGGCAAGAGGGGTGGAGACTGCTTCCCATCCTACCCTCGGGCCCACCTGGCCACCTGAGGTGGGCCCAGGAC 

CAGCTGGGGCGTGGGGAGGGCCGTACCCCACCCTCAGCACCCCTTCCATGTGGAGAAAGGAGTGAAACCTTTAGG 

GCAGCTTGCCCCGGCCCCGGCCCCAGCCAGAGTTCCTGCGGAGTGAAGAGGGGCAGCCCTTGCTTGTTGGGATTC 

CTGACCCAGGCCGCAGCTCTTGCCCTTCCCTGTCCCTCTAAAGCAATAATGGTCCCATCCAGGCAGTCGGGGGCT 

GGCCTAGGAGATATCTGAGGGAGGAGGCCACCTCTCCAAGGGCTTCTGCACCCTCCACCCTGTCCCCCAGCTCTG 

GTGAGTCTTGGCGGCAGCAGCCATCATAGGAAGGGACCAAGGCAAGGCAGGTGCCTCCAGGTGTGCACGTGGCAT 

GTGGCCTGTGGCCTGTGTCCCATGACCCACCCCTGTGCTCCGTGCCTCCACCACCACTGGCCACCAGGCTGGCGC 

AGCCAAGGCCGAAGCTCTGGCTGAACCCTGTGCTGGTGTCCTGACCACCCTCCCCTCTCTTGCACCCGCCTCTCC 

CGTCAGGGCCCAAGTCCCTGTTTTCTGAGCCCGGGCTGCCTGGGCTGTTGGCACTCACAGACCTGGAGCCCCTGG 

GTGGGTGGTGGGGAGGGGCGCTGGCCCAGCCGGCCTCTCTGGCCTCCCACCCGATGCTGCTTTCCCCTGTGGGGA 

TCTCAGGGGCTGTTTGAGGATATATTTTCACTTTGTGATTATTTCACTTTAGATGCTGATGATTTGTTTTTGXAT 

TTTTAATGGGGGTAGCAGCTGGACTACCCACGTTCTCACACCCACCGTCCGCCCTGCTCCTCCCTGGCTGCCCTG 
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GCCCTGAGGTGTGGGGGCTGCAGCATGTTGCTGAGGAGTGAGGAATAGTTGAGCCCCAAGTCCTGAAGAGGCGGG 
CCAGCCAGGCGGGCTCAAGGAAAGGGGGTCCCAGTGGGAGGGGCAGGCTGACATCTGTGTTTCAAGTGGGGCTCG 
CCATGCCGGGGGTTCATAGGTCACTGGCTCTCCAAGTGCCAGAGGTGGGCAGGTGGTGGCACTGAGCCCCCCCAA 
CACTGTGCCCTGGTGGAGAAAGCACTGACCTGTCATGCCCCCCTCAAACCTCCTCTTCTGACGTGCCTTTTGCAC 
CCCTCCCATTAGGACAATCAGTCCCCTCCCATCTGGGAGTCCCCTTTTCTTTTCTACCCTAGCCATTCCTGGTAC 
CCAGCCATCTGCCCAGGGGTGCCCCCTCCTCTCCCATCCCCCTGCCCTCGTGGCCAGCCCGGCTGGTTTTGTAAG 
ATGCTGGGTTGGTGCACAGTGATTTTTTTCTTGTAATTTAAACAGGCCCAGCATTGCTGGTTCTATTTAATGGAC 
ATGAGATAATGTTAGAGGTTTTAAAGTGATTAAACGTGCAGACTATGCAAACCAG 
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MELRPWLLWWAATGTLVLIJUUDAQGQ 

SLSPHRPRHSRLQREPQVQWLEQQVAKRRTKRDVYQEPTDPKFPQQWYLSGVTQRDLNVKAAWAQGYTGHGIVVS 
ILDDGIEKNHPDLAGNYDPGASFDVNDQDPDPQPRYTQMNDNRHGTRCAGEVAAVANNGVCGVGVAYNARIGGVR 
MLDGEVTDAVEARSLGLNPNHIHIYSASWGPEDDGKTVDGPARLAEEAFFRGVSQGRGGLGSIFVWASGNGGREH 
DSCNCDGYTNSIYTLSISSATQFGNVPWYSEACSSTLATTYSSGNQNEKQIVTTDLRQKCTESHTGTSASAPLAA 
GIIALTLEANKNLTWRDMQHLVVQTSKPAHLNANDWATNGVGRKVSHSYGYGLLDAGAMVALAQNWTTVAPQRKC 
IIDILTEPKDIGKRLEVRKTVTACLGEP^3HITRLEHAQARLTLSYNRRGDLAIHLVSPMGTRSTLLAARPHDYSA 
DGFNDWAFMTTHSWDEDPSGEWVLEIENTSEANNYGTLTKFTLVLYGTAPEGLPVPPESSGCKTLTSSQACVVCE 
EGFSLHQKSCVQHCPPGFAPQVLDTHYSTENDVETIRASVCAPCHASCATCQGPALTDCLSCPSHASLDPVEQTC 
SRQSQSSRESPPQQQPPRLPPEVEAGQRLRAGLLPSHLPEWAGLSCAFIVLVFVTWLVLQLRSGFSFRGVKVY 
TMDRGLISYKGLPPEAWQEECPSDSEEDEGRGERTAFIKDQSAL 
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CTGGTCCCGAGCACGAGCTGTGAGGGGATTCACTTGTGTGCGGAACTCCTCGGAACCMGGCGTCCCTTTCCCTT 

GCACCTGTTAACATCTTTAAGGCAGGAGCTGATGAAGAGAGAGCAGAGACAGCTCGTCTGACTTCTTTTATTGGT 

GCCATCGCCATTGGAGACTTGGTAAAGAGCACCTTGGGACCCAAAGGCATGGACAAAATTCTTCTAAGCAGTGGA 

CGAGATGCCTCTCTTATGGTAACCAATGATGGTGCCACTATTCTAAAAAACATTGGTGTTGACAATCCAGCAGCT 

AAAGTTTTAGTTGATATGTCAAGGGTTCAAGATGATGAAGTTGGTGATGGCACTACCTCTGTTACCGTTTTAGCA 

GCAGAATTATTAAGGGAAGCAGAATCTTTAATTGCAAAAAAGATTCATCCACAGACCATCATAGCGGGTTGGAGA 

GAAGCCACGAAGGCTGCAAGAGAGGCGCTGTTGAGTTCTGCAGTTGATCATGGTTCCGATGAAGTTAAATTCCGT 

CAAGATTTAATGAATATTGCGGGCACAACATTATCCTCAAAACTTCTTACTCATCACAAAGACCACTTTACAAAG 

TTAGCTGTAGAAGCAGTTCTCAGACTGAAAGGCTCTGGCAACCTGGAGGCAATTCATATTATCAAGAAGCTAGGA 

GGAAGTTTGGCAGATTCCTATTTAGATGAAGGCTTCCTGTTGGATAAAAAAATTGGAGTAAATCAACCAAAACGA 

ATTGAAAATGCTAAAATTCTTATTGCAAATACTGGTATGGATACAGACAAAATAAAGATATTTGGTTCCCGGGTA 

AGAGTTGACTCTACAGCAAAGGTTGCAGAAATAGAACATGCGGAAAAGGAAAAAATGAAGGAGAAAGTTGAACGT 

ATTCTTAAGCATGGAATAAATTGCTTTATTAACAGGCAATTAATTTATAATTATCCTGAACAGCTCTTTGGTGCT 

GCTGGTGTCATGGCTATTGAGCATGCAGATTTTGCAGGTGTGGAACGCCTAGCTCTTGTCACAGGTGGTGAAATT 

GCCTCTACCTTTGATCACCCAGAACTGGTGAAGCTTGGAAGTTGCAAACTTATCGAGGAAGTCATGATTGGAGAA 

GACAAACTCATTCACTTTTCTGGGGTTGCCCTTGGTGAGGCTTGTACCATTGTTTTGCGTGGTGCCACTCAACAA 

ATTTTAGATGAAGCAGAAAGATCATTGCATGATGCTCTTTGTGTTCTTGCGCAAACTGTAAAGGACTCTAGAACA 

GTTTATGGAGGAGGCTGTTCTGAGATGTTGATGGCTCATGCTGTGACACAGCTTGCCAATAGAACACCAGGCAAA 

GAAGCTGTTGCAATGGAGXCTTATGCTAAAGCACTGAGAATGTTGCCAACCATCATAGCTGACAATGCAGGCTAT 

GACAGTGCAGACCTGGTGGCACAGCTCAGGGCTGCTCACAGTGAAGGCAATACCACTGCTGGATTGGATATGAGG 

GAAGGCACCATTGGAGATATGGCTATCCTGGGTATAACAGAAAGTTTTCAAGTGAAGCGACAGGTTCTTCTGAGT 

GCAGCTGAAGCAGCAGAGGTGATTCTGCGTGTGGACAACATCATCAAAGCGGCACCCAGGAAACGTGTCCCTGAT 

CACCACCCCTGTTAAGCATTCCCACGTGCTGTCGATCTTTGGACCAGTTTCTAGCAAAGTTGTGTTTGAAAGATA 

CTCTATTAAAGAAGACTGTGGAATCTGTXTATCGGTGCCCATTATATCCTTAAGTTTGGATATTTAGCTGACCTT 

CGCTTTAACATAGGTCTAATTTATTTGCCGTGTCATTTTCCATACAAATCAGTTGATTTAAAGGAGTTCATTTCG 

CATACTGGGCATTAAAATAAAAATTTGAACAATGAAAGGAAAAAAAGGAGAAAAAAAAAA 
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MASLSLAPVNIFKAGADEERAETARLTSFIGAIAIGDLVKSTLGPKGMDKILLSSGRDASLMVTNDGATILKNIG 

VDNPA2VKVLVDMSRVQDDEVGDGTTSVTVLAAELLREAESLIAKKIHPQTIIAGWREATKAAREAL 

DEVKFRQDLMNIAGTTLSSKLLTHHKDHFTKLAVEAVLRLKGSGNLEAIHIIKKLGGSLADSYLDEGFLLDKKIG 

VNQPKRIENAKILIANTGMDTDKIKIFGSRVRVDSTAKVAEIEHAEKEKMKEKVERILKHGINCFINRQLIYNYP 

EQLFGAAGVMAIEHADFAGVERLALVTGGEIASTFDHPELVKLGSCKLIEEVMIGEDKLIHFSGVALGEACTIVL 

RGATQQILDEAERSLHDALCVLAQTVKDSRTVYGGGCSEMLMAHAVTQLANRTPGKEAVAMESYAKALRMLPTII 

ADNAGYDSADLVAQLRAAHSEGNTTAGLDMREGTIGDMAILGITESFQVKRQVLLSAAEAAEVILRVDNIIKAAP 

RKRVPDHHPC 
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GCCTGAGTGAGTCTCTGGCGTCCCAAATTGCCTGTTTTTCTCGCAGGCTCTATTCCGTTCGCTGGTTCGCCACCT 

CAGGGGAACGATGGCCATGGAGTCCACAGCCACTGCCGCCGTCGCCGCGGACGTGGTTTCTGCCGACAAAATTGA 

AGATGTCCCTGCTCCTTCTACATCTGCAGATAAAGTGGAGAGTCTGGATGTGGATAGTGAAGCTAAGAAACTATT 

GGGTTTAGGACAGAAACATCTGGTGATGGGGGATATTCCAGCAGCTGTCAATGCATTCCAGGAAGCAGCTAGTCT 

TTTAGGTAAGAAGTATGGAGAGACAGCTAATGAGTGTGGAGAAGCCTTCTTTTTCTATGGGAAATCACTTCTGGA 

GTTGGCAAGAATGGAGAATGGTGTGTTGGGAAACGCCTTGGAAGGTGTGCATGTGGAAGAGGAAGAAGGAGAAAA 

AACAGAAGATGAATCTCTGGTAGAAAATAATGATAACATAGATGAGGAAGCAAGGGAAGAGTTGAGAGAACAGGT 

TTAXGACGCCATGGGAGAAAAAGAAGAAGCCAAAAAAACAGAAGACAAGTCTTTGGCAAAGCCTGAAACTGATAA 

AGAACAGGACAGTGAAATGGAGAAGGGTGGAAGAGAAGATATGGATATAAGTAAATCTGCAGAGGAGCCACAGGA 

AAAAGTTGACTTGACTCTAGATTGGTTAACTGAAACCTCTGAAGAGGCAAAAGGAGGAGCAGCACCAGAAGGACC 

GAATGAAGCTGAGGTCACTTCTGGGAAGCCAGAACAGGAAGTACCAGATGCTGAGGAAGAAAAATCAGTTTCTGG 

AACTGATGTCCAAGAAGAGTGCAGAGAAAAAGGAGGTCAGGAGAAGCAGGGAGAGGTAATTGTGAGCATAGAGGA 

GAAGCCAAAAGAAGTTTCAGAAGAGCAGCCTGTGGTGACTCTAGAAAAGCAGGGCACTGCAGTGGAGGTAGAAGC 

AGAGTCTTTAGACCCGACAGTCAAGCCAGTGGATGTGGGTGGGGACGAGCCAGAGGAGAAGGTAGTTACCTCTGA 

AAACGAGGCAGGAAAGGCGGTTCTTGAACAACTGGTAGGTCAAGAAGTACCACCTGCTGAAGAGTCACCAGAGGT 

GCAAACAGAGGCTGCAGAGGCCTCAGCTGTAGAGGCTGGATCAGAAGTCTCTGAAAAGCCTGGGCAGGAGGCTCC 

AGTTCTCCCTAAGGATGGTGCAGTCAATGGACCGTCAGTTGTAGGAGATCAGACTCCTATTGAACCACAGACTTC 

TATAGAAAGACTGACAGAAACAAAAGATGGCTCAGGACTAGAGGAGAAGGTCAGGGCAAAGCTGGTTCCTAGTCA 

GGAGGAGACTAAGCTGTCTGTAGAAGAGTCTGAGGCAGCTGGAGATGGGGTTGATACCAAGGTAGCCCAGGGAGC 

TACTGAGAAATCACCTGAAGACAAAGTTCAGATAGCTGCTAATGAAGAGACACAAGAGAGAGAAGAACAGATGAA 

AGAGGGTGAAGAAACTGAAGGCTCGGAAGAGGATGATAAAGAAAATGATAAGACTGAAGAAATGCCAAATGATTC 

AGTCCTTGAAAACAAGTCTCTTCAAGAAAATGAGGAGGAGGAGATTGGGAACCTAGAGCTTGCCTGGGATATGCT 

GGATTTAGCAAAGATCATTTTTAAAAGGCAAGAAACAAAAGAAGCACAGCTTTATGCTGCCCAGGCACATCTTAA 

ACTCGGAGAAGTTAGTGTTGAATCTGAAAACTATGTGCAAGCTGTGGAGGAGTTCCAGTCCTGCCTTAACCTGCA 

GGAACAGTACCTGGAAGCCCACGACCGTCTGCTTGCAGAGACCCACTACCAGCTGGGCTTGGCTTATGGGTACAA 

CTCTCAGTATGATGAGGCAGTGGCACAGTTCAGCAAATCTATTGAAGTCATTGAGAACAGAATGGCTGTACTAAA 

CGAGCAGGTGAAGGAGGCTGAAGGATCGTCTGAATACAAGAAAGAAATTGAGGAACTAAAGGAACTGCTACCCGA 

AATTAGAGAGAAGATAGAAGATGCAAAGGAGTCTCAGCGTAGTGGGAATGTAGCTGAACTGGCTCTGAAAGCTAC 

TCTGGTGGAGAGTTCTACTTCAGGTTTCACTCCTGGTGGAGGAGGCTCTTCAGTCTCCATGATTGCCAGTAGAAA 

GCCAACAGACGGTGCXTCCTCATCAAATTGTGTGACTGATATTTCCCACCTTGTCAGAAAGAAGAGGAAACCAGA 

GGAAGAGAGTCCCCGGAAAGATGATGCAAAGAAAGCCAAACAAGAGCCGGAGGTGAACGGAGGCAGTGGGGATGC 

TGTCCCGAGTGGAAATGAAGTTTCGGAAAACATGGAGGAGGAGGCTGAGAATCAGCTGAAACGCGGAGCAGCAGT 

GGAGGGGACACTGGAGGCTGGAGCTACAGTTGAAAGCACTGCATGTTAAGAGGGGGCACAGCCTCCTCCCAAGGG 

AAAGTGTTTTTGTATATAATGTATTTTTTCACTTTTGGAGGATTCTTTTTGTATAACTTCAATAAAGATTGTAAG 

CAAAAAAAAAA 
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MAMESTATAAVAADWSADKIEDVPAPSTSADKVESLDVDSEAKKLLGLGQKHLVMGDIPAAVNAFQEAASLLGK 
KYGETANECGEAFFFYGKSLLELARMENGVLGNALEGVHVEEEEGEKTEDESLVENNDNIDEEAREELREQVYDA 
MGEKEEAKKTEDKSLAKPETDKEQDSEMEKGGREDMDISKSAEEPQEKVDLTLDWLTETSEEAKGGAAPEGPNEA 
EVTSGKPEQEVPDAEEEKSVSGTDVQEECREKGGQEKQGEVIVSIEEKPKEVSEEQPWTLEKQGTAVEVEAESL 
DP TVKP VD VGGDEP EEKWXSENE AGKAVLEQLVGQEVP P AEE SPEVQTEAAE AS AVE AGSEVS EKPGQE APVLP 
KDGAVNGPSWGDQTPIEPQTSIERLTETKDGSGLEEKVRAKLVPSQEETKLSVEESEAAGDGVDTKVAQGATEK 
SPEDKVQIAANEETQEREEQMKEGEETEGSEEDDKENDKTEEMPNDSVLENKSLQENEEEEIGNLELAWDMLDLA 
KIIFKRQETKEAQLYAAQAHLKLGEVSVESENYVQAVEEFQSCLNLQEQYLEAHDRLLAETHYQLGIiAYGYNSQY 
DEAVAQFSKSIEVIENRMAVLNEQVKEAEGSSEYKKEIEEL^^ 

SSTSGFTPGGGGSSVSMIASRKPTDGASSSNCVTDISHLVRKKRKPEEESPRKDDAKKAKQEPEVNGGSGDAVPS 
GNEVSENMEEEAENQLKRGAAVEGTLEAGATVESTAC 
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AAGCGATGGCTGGGCCCGCGTGGATCTCCAAGGTGTCTCGGCTGCTGGGGGCATTCCACAACCCAAAACAGGTGA 

CCAGAGGTTTTACTGGTGGTGTTCAGACAGTAACTTTAATTCCAGGAGATGGTATTGGCCCAGAAATTTCAGCTG 

CAGTTATGAAGATTTTTGATGCTGCCAAAGCACCTATTCAGTGGGAGGAGCGGAACGTCACTGCCATTCAAGGAC 

CTGGAGGAAAGTGGATGATCCCTTCAGAGGCTAAAGAGTCCATGGATAAGAACAAGATGGGCTTGAAAGGCCCTT 

TGAAGACCCCAATAGCAGCCGGTCACCCATCTATGAATTTACTGCTGCGCAAAACATTTGACCTTTACGCGAATG 

TCCGACCATGTGTCTCTATCGAAGGCTATAAAACCCCTTACACCGATGTAAATATTGTGACCATTCGAGAGAACA 

CAGAAGGAGAATACAGTGGAATTGAGCATGTGATTGTTGATGGAGTCGTGCAG^GTATCAAGCTCATCACCGAGG 

GGGCGAGCAAGCGCATTGCTGAGTTTGCCTTTGAGTATGCCCGGAACAACCACCGGAGCAACGTCACGGCGGTGC 

ACAAAGCCAACATCATGCGGATGTCAGATGGGCTTTTTCTACAAAAATGCAGGGAAGTTGCAGAAAGCTGTAAAG 

ATATTAAATTTAATGAGATGTACCTTGATACAGTATGTTTGAATATGGTACAAGATCCTTCCCAATTTGATGTTC 

TTGTTATGCCAAATTTGTATGGAGACATCCTTAGTGACTTGTGTGCAGGATTGATCGGAGGTCTCGGTGTGACAC 

CAAGTGGCAACATTGGAGCCAATGGGGTTGCAATTTTTGAGTCGGTTCATGGGACGGCTCCAGACATTGCAGGCA 

AGGACATGGCGAATCCCACAGCCCTCCTGCTCAGTGCCGTGATGATGCTGCGCCACATGGGACTTTTTGACCATG 

CTGCAAGAATTGAGGCTGCGTGTTTTGCTACAATTAAGGACGGAAAGAGCTTGACAAAAGATTTGGGAGGCAATG 

CAAAATGCTCAGACTTCACAGAGGAAATCTGTCGCCGAGTAAAAGATTTAGATTAACACTTCTACAACTGGCATT 

TACATCAGTCACTCTAAATGGACACCACATGAACCTCTGTTTAGAATACCTACGTATGTATGCATTGGTTTGCTT 

GTTTCTTGACAGTACATTTTTAGATCTGGCCTTTTCTTAACAAAATCTGTGCAAAAGATGCAGGTGGATGTCCCT 

AGGTCTGTTTTCAAAGAACTTTTTCCAAGTGCTTGTTTTATTTATTAAGTGTCTACCTGGTAAATGTTTTTTTTG 

TAAACTCTGAGTGGACTGTATCATTTGCTATTCTAAACCATTTTACACTTAAGTTAAAATAGTTTCTCTTCAGCT 

GTAAATAACAGGATACAGAATTAACAAGAGAAAATGTCTAACTTTTTAAGAAAAACCTTATTTTCTTCGGTTTTT 

GAAAAACATAATGGAAATAAAACAGGATATTGACATAATAGCACAAAATGACACTCTTCTAAAACTAAATGGGCA 

CAAGAGAATTTTCCTGGGAAAGTTCACATCAAAAAGAGTGAATGTGGTATATTTCTAAATGATATGGAAAATAGA 

GACAGATTTGTCCTTTACAGAAATTACTGAGTGTGAATAAAAACTTCAGATCCAAGAAATATATAATGAGAGATA 

TAATTTTTGTTAATAAGACAAAGGTAATATATTGGATACAAAGACACAAATGTATTGTGTGTTCAATTATTTTGT 

TGTCTTGAGATTTAATATTCTTTCCAAGAGCTTTTAATGAAGCAGAGAGCTAGTACTTCATTTTCACTGGATACA 

TTTTCAGCATCATGAGTTGTCACAGCCTCTGAGCCCCTGATCTGAAGCCAGAAGGGCTGAGTGTATTGTAAACTT 

ATTCTTGCATGTTGCTGTCTGGGAATGGACCACACTACAGCAGGTAGTTCTGGGGGCGATACTGCCGAAAGGCCC 

GAACACATGTATTTTGGCTGCAATTGAGGAACTTGGGATGCTATTAATTTTGTATTTCAGCAACTGCCCCTTCTC 

CTATCCCAAAGCACCAATXACTGCCCTCTGCCTCAGCAGTACCAGTATAAGATGACATTCCAAAGACTGGAGGCA 

ACTCAGCCTGAGTTAATTCACAAAATTATGCCATGCTGGGGCTTGAGCTTGAGCTTGGGCTTAGGCTTGGGCTCA 

GCTTTTGACCCTCAGGCATCTCCTTTTCCTTCCTGTCTTCCTCTCCCTTCTCCTCTGCTGCAGCATGATTTTCTT 

AATCTTCAGACACTCACTATTTTCATGAACAGTTACCCTCTGTCCCCACAACCAAAGACAACTCATGGCCTCCTT 

TGGCCCTTGTGTAACATTGCAAACCTGTGGCTTTGCAAAATGTACCCAGGTCACAAGGGGATTTTTTTTXTTTTA 

GCAATGATATCCCTGTCTGGGTCACTTTTTAAGCTTGTAACCGCCCCCCCAGACTTATAATCTTAAATGTATTTT 

CCTTTGTTTAAGCTGCTGCTTCCTCTGTTTCATTGGATTGTGCCAGTTATCAGTGGCTCTTGGGTTCAAAGTAAT 

AAA 
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MAGPAWISKVSRLLGAFHNPKQVTRGFTGGVQTVTLIPGDGIGPEISAAVMKIFDAAKAPIQWEERNVTAIQGPG 
GKWMIPSEAKESMDKNKMGLKGPLKTPIAAGHPS^LLLRKTFDLYANVRPCVSIEGYKTPYTDVNIVTIRENTE 
GEYSGIEHVIVDGWQSIKLITEGASKRIAEFAFEYARNNHRSIWT^^ 

KFNEMYLDTVCLNMVQDPSQFDVLVMPNLYGDILSDLCAGLIGGLGVTPSGNIGANGVAIFESVHGTAPDIAGKD 
MANPTALLLSAVMMLRHMGLFDHAARIEAACFATIKDGKSLTKDLGGNAKCSDFTEEICRRVKDLD 
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GCGCGCCTTCTCCAGTCCGCGGTGCCATGGCCCCCGCCCGTCTGTTCGCGCTGCTGCTGCTCTTCGTAGGCGGAG 

TCGCCGAGTCGATCCGAGAGACTGAGGTCATCGACCCCCAGGACCTCCTAGAAGGCCGATACTTCTCCGGAGCCC 

TACCAGACGATGAGGATGTAGTGGGGCCCGGGCAGGAATCTGATGACTTTGAGCTGTCTGGCTCTGGAGATCTGG 

ATGACTTGGAAGACTCCATGATCGGCCCTGAAGTTGTCCATCCCTTGGTGCCTCTAGATAACCATATCCCTGAGA 

GGGCAGGGTCTGGGAGCCAAGTCCCCACCGAACCCAAGAAACTAGAGGAGAATGAGGTTATCCCCAAGAGAATCT 

CACCCGTTGAAGAGAGTGAGGATGTGTCCAACAAGGTGTCAATGTCCAGCACTGTGCAGGGCAGCAACATCTTTG 

AGAGAACGGAGGTCCTGGCAGCTCTGATTGTGGGTGGCATCGTGGGCATCCTCTTTGCCGTCTTCCTGATCCTAC 

TGCTCATGTACCGTATGAAGAAGAAGGATGAAGGCAGCTATGACCTGGGCAAGAAACCCATCTACAAGAAAGCCC 

CCACCAATGAGTTCTACGCGTGAAGCTTGCTTGTGGGCACTGGCTTGGACTTTAGCGGGGAGGGAAGCCAGGGGA 

TTTTGAAGGGTGGACATTAGGGTAGGGTGAGGTCAACCTAATACTGACTTGTCAGTATCTCCAGCTCXGATTACC 

TTTGAAGTGTTCAGAAGAGACATTGTCTTCTACTGTTCTGCCAGGTTCTTCTTGAGCTTTGGGCCTCAGTTGCCC 

TGGCAGAAAAATGGATTCAACTTGGCCTTTCTGAAGGCAAGACTGGGATTGGATCACTTCTTAAACTTCCAGTTA 

AGAATCTAGGTCCGCCCTCAAGCCCATACTGACCATGCCTCATCCAGAGCTCCTCTGAAGCCAGGGGGCTAACGG 

ATGTTGTGTGGAGTCCTGGCTGGAGGTCCTCCCCCAGTGGCCTTCCTCCCTTCCTTTCACAGCCGGTCTCTCTGC 

CAGGAAATGGGGGAAGGAACTAGAACCACCTGCACCTTGAGATGTTTCTGTAAATGGGTACTTGTGATCACACTA 

CGGGAATCTCTGTGGTATATACCTGGGGCCATTCTAGGCTCTTTCAAGTGACTTTTGGAAATCAACCTTTTTTAT 

TTGGGGGGGAGGATGGGGAAAAGAGCTGAGAGTTXATGCTGAAATGGATTTATAGAATATTTGTAAATCTATTTT 

TAGTGTTTGTTCGTTTTTTTAACTGTTCATTCCTTTGTGCAGAGTGTATATCTCTGCCTGGGCAAGAGTGTGGAG 

GTGCCGAGGTGTCTTCATTCTCTCGCACATTTCCACAGCACCTGCTAAGTTTGTATTTAATGGTTTTTGTTTTTG 

TTTTTGTTTGTTTCTTGAAAATGAGAGAAGAGCCGGAGAGATGATTTTTATTAATTTTTTTTTTTTTTTTTTTTT 

TACTATTTATAGCTTTAGATAGGGCCTCCCTTCCCCTCTTCTTTCTTTGTTCTCTTTCATTAAACCCCTTCCCCA 

GTTTTTTTTTTATACTTTAAACCCCGCTCCTCATGGCCTTGGCCCTTTCTGAAGCTGCTTCCTCTTATAAAATAG 

CTTTTGCCGAAACATAGTTTTTTTTTAGCAGATCCCAAAATATAATGAAGGGGATGGTGGGATATTTGTGTCTGT 

GTTCTTATAAXATATTATTATTCTTCCTTGGTTCTAGAAAAATAGATAAATATATTTTTTTCAGGAAATAGTGTG 

GTGTTTCCAGTTTGATGTTGCTGGGTGGTTGAGTGAGTGAATTTTCATGTGGCTGGGTGGGTTTTTGCCTTTTTC 

TCTTGCCCTGTTCCTGGTGCCTTCTGATGGGGCTGGAATAGTTGAGGTGGATGGTTCTACCCTTTCTGCCTTCTG 

TTTGGGACCCAGCTGGTGTTCTTTGGTTTGCTTTCTTCAGGCTCTAGGGCTGTGCTATCCAATACAGTAACCACA 

TGCGGCTGTTTAAAGTTAAGCCAATTAAAATCACATAAGATTAAAAATTCCTTCCTCAGTTGCACTAACCACGTT 

TCTAGAGGCGTCACTGTATGTAGTTCATGGCTACTGTACTGACAGCGAGAGCATGTCCATCTGTTGGACAGCACT 

ATTCTAGAGAACTAAACTGGCTTAACGAGTCACAGCCTCAGCTGTGCTGGGACGACCCTTGTCTCCCTGGGTAGG 

GGGGGGGGAATGGGGGAGGGCTGATGAGGCCCCAGCTGGGGCCTGTTGTCTGGGACCCTCCCTCTCCTGAGAGGG 

GAGGCCTGGTGGCTTAGCCTGGGCAGGTCGTGTCTCCTCCTGACCCCAGTGGCTGCGGTGAGGGGAACCACCCTC 

CCTTGCTGCACCAGTGGCCATTAGCTCCCGTCACCACTGCAACCCAGGGTCCCAGCTGGCTGGGTCCTCTTCXGC 

CCCCAGTGCCCTTCCCCTTGGGCTGTGTTGGAGTGAGCACCTCCTCTGTAGGCACCTCTCACA'CTGTTGTCTGTT 

ACTGATTTTTTTTGATAAAAAGATAAT7LAAACCTGGTACTTTCTAAAAAAAAAAAAAAAAAAA 
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MAPARLFALLLLFVGGVAESIRETEVIDPQDLLEGRYFSGALPDDEDWGPGQESDDFELSGSGDLDDLEDSMIG 
PEWHPLVPLDNHIPERAGSGSQVPTEPKKLEENEVIPKRISPVEESEDVSNKVSMSSTVQGSNIFERTEVLAAL 
IVGGIVGILFAVFLILLLMYRMKKKDEGSYDLGKKPIYKKAPTNEFYA 
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CACTGCGCTTGCGCGGGTTGAGGGCGGTGGCTCAGTCTCCTGGAAAGGACCGTCCACCCCTCCGCGCTGGCGGTG 

TGGACGCGGAACTCAGCGGAGAAACGCGATTGAGAAATGGAAAAGAAAATGAAATAAATCAGCAGTTATGAGGCA 

GAGCCTAAGAGAACTMGGCAACATCAGGTGACTGTCCCAGAAGTGAATCGCAGGGAGAAGAGCCTGCTGAGTGC 

AGTGAGGCGGGTCTCCTGCAGGAGGGAGTACAGCCAGAGGAGTTTGTGGCCATCGCGGACTACGCTGCCACCGAT 

GAGACCCAGCTCAGTTTTTTGAGAGGAGAAAAAATTCTTATCCTGAGACAAACCACTGCAGATTGGTGGTGGGGT 

GAGCGTGCGGGCTGCTGTGGGTACATTCCGGCAAACCATGTGGGGAAGCACGTGGATGAGTACGACCCCGAGGAC 

ACGTGGCAGGATGAAGAGTACTTCGGCAGCTATGGAACTCTGAAACTCCACTTGGAGATGTTGGCAGACCAGCCA 

CGAACAACTAAATACCACAGTGTCATCCTGCAGAATAAAGAATCCCTGACGGATAAAGTCATCCTGGACGTGGGC 

TGTGGGACTGGGATCATCAGTCTCTTCTGTGCACACTATGCGCGGCCTAGAGCGGTGTACGCGGTGGAGGCCAGT 

GAGATGGCACAGCACACGGGGCAGCTGGTCCTGCAGAACGGCTTTGCTGACATCATCACCGTGTACCAGCAGAAG 

GTGGAGGATGTGGTGCTGCCCGAGAAGGTGGACGTGCTGGTGTCTGAGTGGATGGGGACCTGCCTGCTGTTTGAG 

TTCATGATCGAGTCCATCCTGTATGCCCGGGATGCCXGGCTGAAGGAGGACGGGGTCATTTGGCCCACCATGGCT 

GCGTTGCACCTTGTGCCCTGCAGTGCTGATAGGATTATCGTAGCCAAGGTGCTCTTCTGGGACAACGCGTACGAG 

TTCAACCTCAGCGCTCTGAAATCTTTAGCAGTTAAGGAGTTTTTTTCAAAGCCCAAGTATAACCACATTTTGAAA 

CCAGAAGACTGTCTCTCTGAACCGTGCACTATATTGCAGTTGGACATGAGAACCGTGCAAATTTCTGATCTAGAG 

ACCCTGAGGGGCGAGCTGCGCTTCGACATCAGGAAGGCGGGGACCCTGCACGGCTTCACGGCCTGGTTTAGCGTC 

CACTTCCAGAGCCTGCAGGAGGGGCAGCCGCCGCAGGTGCTCAGCACGGGGCCCTTCCACCCCACCACACACTGG 

AAGCAGACGCTGTTCATGATGGACGACCCAGTCCCTGTCCATACAGGAGACGTGGTCACGGGTTCAGTTGTGTTG 

CAGAGAAACCCAGTGTGGAGAAGGCACATGTCTGTGGCTCTGAGCTGGGCTGTCACTTCCAGACAAGACCCCACA 

TCTCAAAAAGTTGGAGAAAAAGTCTTCCCCATCTGGAGATGACAGTTGATGCTTTATTTGGAAAGCAGTGTGCAT 

ATCTTGAGGGGTGATGAACACAAGCAAACCAAGTTGCACCTGGCTTCTGCACACTCCTGCGAAAGTCGGTGAACA 

TTCACTCCACATTGACCCCTCCCTAGCCTGGCAGGTGACGTCAGGGTCCTTCACAGACAAACACGCTTGGGCTCG 

GCAGGAGCTGCCGTGGCCACCCCCGCTGCCCAGTGTCTGCCCTCTAGAAGTAGGCTGTGTTTCCAGGTGTTCACC 

CGTGGTGCCCACAGTGCCGACCCGTGGCTGGGTCGGAGCTCCATGTTCCTAAGCTAGGTCTAGGTCTACACTCCT 

AGGACGCACGCATATCAGCCCGTGTACCCTGTGACAGTGACTGTCCCCACCTCCTGTGTTAGTGGTGCCCTTACT 

GCCGTCGCTCATCCACTCGTGTGGGACGTAGGATTGCACAGGGCTGTGCCAGTGGCGTGTAGGGAACACTGCCCT 

GGCTCAGCGTGCGAGCTAAGGTGGCGATGTATGCGATGGGACTCTGCATGGGATAGTACAGTTGTGTAGACGTCT 

TCCAAATAAATTATGTGTTGGTGCCATCGCACATGCTCAATAAATATTTTAAATGAGTGAAAAAAAAA 
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MATSGDCPRSESQGEEPAECSEAGLLQEGVQPEEFVAIADYAATDETQLSFLRGEKILILRQTTADWWWGERAGC 
CGYIPANHVGKHVDEYDPEDTWQDEEYFGSYGTLKLHLEMLADQPRTTKYHSVILQNKESLTDKVILDVGCGTGI 
ISLFCAHYARPRAVYAVEASEMAQHTGQLVLQNGFADIITVYQQKVEDWLPEKVDVLVSEWMGTCLLFEFMIES 
ILYARDAWLKEDGVIWPTMAALHLVPCSADRIIVAKVLFWDNAYEFNLSALKSLAVKEFFSKPKYNHILKPEDCL 
SEPCTILQLDMRTVQISDLETLRGELRFDIRKAGTLHGFTAWFSVHFQSLQEGQPPQVLSTGPFHPTTHWKQTLF 
MMDDPVPVHTGDWTGSWLQRNPVWRRHMSVALSWAVTSRQDPTSQKVGEKVFPIWR 
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AATTCCGCGGAATCATCGGAATCCTTCACCATGGCATCCAGCCCGGCCCAGCGTCGGCGAGGCAATGATCCTCTC 

ACCTCCAGCCCTGGCCGAAGCTCCCGGCGTACTGATGCCCTCACCTCCAGCCCTGGCCGTGACCTTCCACCATTT 

GAGGATGAGTCCGAGGGGCTCCTAGGCACAGAGGGGCCCCTGGAGGAAGAAGAGGATGGAGAGGAGCTCATTGGA 

GATGGCATGGAAAGGGACTACCGCGCCATCCCAGAGCTGGACGCCTATGAGGCCGAGGGACTGGCTCTGGATGAT 

GAGGACGTAGAGGAGCTGACGGCCAGTCGAAGGGAGGCAGCAGACGGGCCATGCGGCACGGTGACCGGGAGCTGG 

CCGGGGCTGGGCGCATGCGCCGTGGGCTCCTGTATGACAGCGATGAGGAGGACGAGGAGCGCCCTGCCCGCAAGC 

GCCGCCAGTGGAGCCGGCACGGAGGACGGCGAGGAGGACGAGCAGATGATTGAGAGCATCGAGAACCTGGAGGAT 

CTCAAAGGCCACTCTGTGCGCGAGTGGGTGAGCATGGCGGGCCCCCGGCTGGAGATCCACCACCGCTTCAAGAAC 

TTCCTGCGCACTCACGTCGACAGCCACGGCCACAACGTCTTCAAGGAGCGCATCAGCGACATGTGCAAAGAGAAC 

CGTGAGAGCCTGGTGGTGAACTATGAGGACTTGGCAGCCAGGGAGCACGTGCTGGCCTACTTCCTGCCTGAGGCA 

CCGGCGGAGCTGCTGCAGATCTTTGATGAGGCTGCCCTGGAGGTGGTACTGGCCATGTACCCGAAGTACGACCGC 

ATCACCAACCACATCCATGTCCGCATCTCCCACCTGCCTCTGGTGGAGGAGCTGCGCTCGCTGAGGCAGCTGCAT 

CTGAACCAGCTGATCCGCACCAGTGGGGTGGTGACCAGCTGCACTGGCGTCCTGCCCCAGCTCAGCATGGTCAAG 

TACAACTGCAACAAGTGCAATTTCGTCCTGGGTCCTTTCTGCCAGTCCCAGAACCAGGAGGTGAAACCAGGCTCC 

TGTCCTGAGTGCCAGTCGGCCGGCCCCTTTGAGGTCAACATGGAGGAGACCATCTATCAGAACTACCAGCGTATC 

CGAATCCAGGAGAGTCCAGGCAAAGTGGCGGCTCGGCGGCTGCCCCGCTCCAAGGACGCCATTCTCCTCGCAGAT 

CTGGTGGACAGCTGCAACGCAGGAGACGAGATAGAGCTGACTGGCATCTATCACAACAACTATGATGGCTCCCTC 

AACACTGCCAATGGCTTCCCTGTCTTTGCCACTGTCATCCTAGCCAACCACGTGGCCAAGAAGGACAACAAGGTT 

GCTGTAGGGGAACTGACCGATGAAGATGTGAAGATGATCACTAGCCTCTCCAAGGATCAGCAGATCGGAGAGAAG 

ATCTTTGCCAGCATTGCTCCTTCCATCTATGGTCATGAAGACATCAAGAGAGGCCCTGCTCTGGCCCTGTTCGGA 

GGGGAGCCCAAAAACCCAGGTGGCAAGCACAAGGTACGTGGTGATATCAACGTGCTCTTGTGCGGAGACCCTGGC 

ACAGCGAAGTCGCAGTTTCTCAAGTATATTGAGAAAGTGTCCAGCCGAGCCATCTTCACCACTGGCCAGGGGGCG 

TCGGCTGTGGCCGTCACGGCGTATGTCCAGCGGCACCCTGTCAGCAGGGAGTGGACCTTGGAGGCTGGGGCCCTG 

GTTCTGGCTGACCGAGGAGTGTGTCTCATTGATGAATTTGACAAGATGAATGACCAGGACAGAACCAGCATCCAT 

GAGGCCATGGAGCAACAGAGCATCTCCATCTCGAAGGCTGGCATCGTCACCTCCCTGCAGGCTCGCTGCACGGTC 

ATTGCTGCCGCCAACCCCATAGGAGGGCGCTACGACCCCTCGCTGACTTTCTCTGAGAACGTGGACCTCACAGAG 

CCCATCATCTCACGCTTTGACATCCTGTGTGTGGTGAGGGACACCGTGGACCCAGTCCAGGACGAGATGCTGGCC 

CGCTTCGTGGTGGGCAGCCACGTCAGACACCACCCCAGCAACAAGGAGGAGGAGGGGCTGGCCAATGGCAGCGCT 

GCTGAGCCCGCCATGCCCAACACGTATGGCGTGGAGCCCCTGCCCCAGGAGGTCCTGAAGAAGTACATCATCTAC 

GCCAAGGAGAGGGTCCACCCGAAGCTCAACCAGATGGACCAGGACAAGGTGGCCAAGATGTACAGTGACCTGAGG 

AAAGAATCTATGGCGACAGGCAGCATCCCCATTACGGTGCGGCACATCGAGTCCATGAGTCATGGCGGAGGCCCA 

CGCGCGCATCCATCTGCGGGACTATGTGAXCGAAGACGACGTCAACATGGCCATCCGCGTGATGCTGGAGAGCTT 

CATAGACACACAGAAGTTCAGCGTCATCGCAGCATGCGCAAGACTTTTGCCCGCTACCTTTCATTCCGGCGTGAC 

AACAATGAGCTGTTGCTCTTCATACTGAAGCAGTTAGTGGCAGAGCAGGTGACATATCAGCGCAACCGCTTTGGG 

GCCCAGCAGGACACTATTGAGGTCCCTGAGAAGGACTTGGTGGATAAGGCTCGTCAGATCAACATCCACAACCTC 

TCTGCATTTTATGACAGTGAGCTCTTCAGGATGAACAAGTTCAGCCACGACCTGAAAAGGAAAATGATCCTGCAG 

CAGTTCTGAGGCCCTATGCCATCCATAAGGATTCCTTGGGATTCTGGTTTGGGGTGGTCAGTGCCCTCTGTGCTT 

TATGGACACAAAACCAGAGCACTTGATGAACTCGGGGTACTAGGGTCAGGGCTTATAGCAGGATGTCTGGCTGCA 

CCTGGCATGACTGTTTGTTTCTCCAAGCCTGCTTTGTGCTTCTCACCTTTGGGTGGGATGCCTTGCCAGTGTGTC 

TTACTTGGTTGCTGAACATCTTGCCACCTCCGAGTGCTTTGTCTCCACTCAGTACCTTGGATCAGAGCTGCTGAG 

TTCAGGATGCCTGCGTGTGGTTTAGGTGTTAGCCTTCTTACATGGATGTCAGGAGAGCTGCTGCCCTCTTGGCGT 

GAGTTGCGTATTCAGGCTGCTTTTGCTCGCTTTGGCCAGAGAGCTGGTTGAAGATGTTTGTAATCGTTTTCAGTC 

TCCTGCAGGTTTCTGTGCCCCTGTGGTGGAAGAGGCACGACAGTGCCAGCGCAGCGTTCTGGGCTCCTCAGTCGC 

AGGGGTGGGATGTGAGTCATGCGGATTATCCACTCGCCACAGTTATCAGCTGCCATTGCTCCCTGTCTGTTTCCC 

CACTCTCTTATTTGTGCATTCGGTTTGGTTTCTG.TAGTTTTAATTTTTAATAAAGTTGAATAAAATATAAAAAAA 

AAAA 
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MASSPAQRRRGNDPLTSSPGRSSRRTDALTSSPGRDLPPFEDESEGLLGTEGPLEEEEDGEELIGDGMERDYRAI 
PELDAYEAEGLALDDEDVEELTASRREAADGPCGTVTGSWPGLGACAVGSCMTAMRRTRSALPASAASGAGTEDG 
EEDEQMIESIENLEDLKGHSVREWVSMAGPRLEIHHRFKN 

LAAREHVLAYFLPEAPAELLQIFDEAALEWLAMYPKYDRITNHIHVRISHLPLVEELRSLRQLHLNQLIRTSGV 
VTSCTGVLPQLSMVKYNCNKCNFVLGPFCQSQNQEVKPGSCPECQSAGPFEVNMEETIYQNYQRIRIQESPGKVA 
ARRLPRSKDAILIiADLVDSCNAGDEIELTGIYHNNYDGSLNTANGFPVFATVILANHVAKKDNKVAVGELTDEDV 
KMITSLSKDQQIGEKIFASIAPSIYGHEDIKRGPAIJUiFGGEPKNPGGKHKVRGDINVLLCGDPGTAKSQFLKYI 
EKVSSRAIFTTGQGASAVAVTAYVQRHPVSREWTLEAGALVLADRGVCLIDEFDKMNDQDRTSIHEAMEQQSISI 
SKAGI VTSLQARCTVI AAANP IGGRYDP SLTF SENVDLTEP 1 1 SRFD ILCWRDTVDP VQDEMLARFWGSHVRH 
HPSNKEEEGLANGSAAEPAMPNTYGVEPLPQEVLKKYIIYAKERVHPKLNQMDQDKVAKMYSDLRKESMATGSIP 
ITVRHIESMSHGGGPRAHPSAGLCDRRRRQHGHPRDAGELHRHTEVQRHRSMRKTFARYLSFRRDNNELLLFILK 
QLVAEQVTYQRNRFGAQQDTIEVPEKDLVDKARQINIHNLSAFYDSELFRMNKFSHDLKRKMILQQF 
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GAGCTGCGAAAGGGCGGGAAAGGCAGTTGGAGAAGAGGTAAGCGGTTACTCACTCCATGGCTGCAGCAAGGAGAG 

GCGGCGGCGGCCTCGGCTGAAGAAAGAAGGTGGGAGCGGAGAGCGCAGGCGTGAAATCTTCCCAAGGCTGCAGAC 

ACCGACGGATTTGCTTTGGGAGCCAGAGTAGCTGCCGCCACCAGAGTCCGGAGCCATmGCGGGTTTAATTTTGG 

AGGCACTGGGGCCCCTACAGGCGGGTTCACGTTTGGCACTGCAAAGACGGCAACAACCACACCTGCTACAGGGTT 

TTCTTTCTCCACCTCTGGCACTGGAGGGTTTAATTTTGGGGCTCCCTTCCAACCAGCCACAAGTACCCCTTCCAC 

CGGCCTGTTCTCACTTGCCACCCAGACTCCGGCCACACAGACGACAGGCTTCACTTTTGGAACAGCGACTCTTGC 

TTCGGGGGGAACTGGATTTTCTTTGGGGATCGGTGCTTCAAAGCTCAACTTGAGCAACACAGCTGCCACCCCAGC 

CATGGCAAACCCCAGCGGCTTTGGGCTGGGCAGCAGCAACCTCACTAATGCCATATCGAGCACCGTCACCTCCAG 

CCAGGGCACAGCACCCACCGGCTTTGTGTTTGGCCCCTCCACCACCTCTGTGGCTCCAGCTACCACATCTGGAGG 

CTTCTCATTCACTGGTGGAAGCACGGCCCAACCCTCCGGTTTCAACATTGGCTCAGCAGGGAATTCAGCCCAGCC 

CACGGCACCTGCCACGTTGCCCTTCACTCCGGCCACGCCAGCAGCCACCACAGCAGGTGCCACACAGCCAGCTGC 

TCCCACACCCACAGCCACCATCACCAGTACTGGGCCCAGCCTCTTTGCGTCAATAGCAACTGCTCCAACCTCATC 

TGCCACCACTGGACTCTCCCTCTGTACCCCTGTGACCACAGCGGGCGCCCCCACTGCTGGGACACAGGGCTTCAG 

CTTAAAGGCACCTGGAGCAGCTTCCGGCACCTCCACAACAACATCCACCGCTGCCACCGCCACCGCCACCACCAC 

CACCAGCAGCAGCACCACCGGCTTTGCCTTGAATTTAAAACCACTGGCGCGAGCCGGGATCCCCAGCAATACAGC 

AGCTGCCGTGACCGCTCCACCTGGCCCTGGCQCAGCTGCAGGGGCGGCTGCCAGCTCCGCCATGACCTACGCGCA 

GCTGGAGAGCCTGATCAACAAATGGAGCCTGGAGCTAGAGGACCAGGAGCGGCACTTCCTCCAGCAGGCCACCCA 

GGTCAACGCCTGGGACCGCACGCTGATCGAGAATGGAGAAAAGATCACCAGCCTGCACCGCGAGGTGGAGAAGGT 

GAAGCTGGACCAGAAGAGGCTGGACCAGGAGCTCGACTTCATCCTGTCCCAGCAGAAGGAGCTGGAAGACCTGCT 

GAGCCCACTGGAGGAGTTGGTCAAGGAGCAGAGCGGGACCATCTACCTGCAGCACGCGGATGAGGAGCGTGAGAA 

AACCTACAAGCTGGCTGAGAACATCGACGCACAGCTCAAGCGCATGGCCCAGGATCTCAAGGACATCATCGAGCA 

CCTGAACACGTCCGGGGCCCCCGCCGACACCAGTGACCCACTGCAGCAGATCTGCAAGATCCTCAATGCGCACAT 

GGACTCACTGCAGTGGATCGACCAGAACTCGGCCCTGCTGCAGAGGAAGGTGGAGGAGGTGACCAAGGTGTGCGA 

GGGCCGGCGCAAGGAGCAGGAGCGCAGCTTCCGGATCACCTTTGACTGAGCGACAGCAGCCCTGGGGCCCGCAGG 

TCCCTAGGGAGTTCATGAGGGGAATGCGCCCTGTTGTCTGTAGTTTGGGGTTGTGGCAAGATACTTGTTTGTTTG 

TTTCTTTCTTTCACATGACTGCCCTTGACATGATCGCTGTGTGCTTTGCGTTTTTCCATTTAGGAGGGTATTCTG 

GGCCTTCTGCCCAGGCAGCAGCCTCATGGGTGTGGCTTCTGTGGCTTTCATTTGAGTATCTTTGGCCCCTTTTCA 

CCTACTGCGACCACCCACCTCATCCTGGCTCAGCCTGGTGATGGAGAAGTGCTGATGGTCTTGGTCCCAGCCAGG 

GTCGTGGGGGCAGCGACTCTCTCCAAAGCATAGTCATGGGTGTCATGAAAAAATACCAAATGTAAGAGAACCTCC 

AAGTCAGGGCGCAGTGGCTCACCCCTGTAATCTCAGCACTTTGGGTGGCCAAGGCGGGCAGATGACTTGAGGTCA 

GGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGTCAGGTGTGGT 

GGACGCCTGTGATCTCAATCTCAGCTACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGGTGTTGCA 

GTGAACCAAGATCACACCACTGCACTCCAGCCTAGGCAACAGAGACTCTGTCTCAAAAAAAAAAAAAAAAAAAAG 

AAACTCCCAGGAGACAGCAGCCTAGTTTTCGAGTGTGAGCTTGTGCTTGTGAAAGCTAACCATGCTAACCACCAA 

GGCAAAGCAGCACAGTGTGAATAGAACAGAGCGGGATCAAGAATTTCACAGAAGACAGGTCAGCTGAGGGGCCTG 

CACACACAGGGTGTTGAGGAACCACAGATGGGCGCCGAGAGGCCTGCCTTTTGCCTGGCCCAGGCTCACCCCCAC 

CTTGGGCCTCACCTCCTCTAGGAAGCCTTCCCAGCTACCCGAAGCTCAGGTGGCCTTCTTGCAGGTCCCCGTAGC 

ACCCTGAGCCTGTACCTTGGGTGGCACTTGTTATGCTATCCTGTGCTAGCCGTTTGTGCCTCGTCTCGCTGTTAG 

ATTGTGAGTTCCCATGGGCAGAGACCCACTGTCGTTCCCCGTGTGTCCCCAGCCCGGTCCCTGTCACATTTGTTA 

AATGAAAGAACAATGAAGCCCAGTGTAACGTCAGTCCACAGAAATAGCCACAGCTTCCAGTGGTGGCCGTAGACT 

TGGCTCGGAACTTAGTGGCACCAGAGTAACTCTAGTCAGTTACAGTAAAATCCACTGTGTGTGGAAGGCAGAAGC 

TAGCGGTTGTATCCCAAGCATCTTTTGTATTTGTCTTTATACTTTGCTGAATTCTCTGAAATACCTATTACTGTA 

TGTGGCTTTTCTAAATAAATGTATTGTGAAACTAAAAAAAAAAAAAAAAA 
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MSGFNFGGTGAPTGGFTFGTAKTATTTPATGFSFSTSGTGGFNFGAPFQPATSTPSTGLFSLATQTPATQTTGFT 
FGTATLASGGTGFSLGIGASKLNLSNTAATPAMANPSGFGLGSSNLTNAISSTVTSSQGTAPTGFVFGPSTTSVA 
PATTSGGFSFTGGSTAQPSGFNIGSAGNSAQPTAPATLPFTPATPAATTAGATQPAAPTPTATITSTGPSLFASI 
ATAPTSSATTGLSLCTPVTTAGAPTAGTQGFSLKAPGAASGTSTTTSTAATATATTTTSSSTTGFALNLKPLAPA 
GIPSNTAAAVTAPPGPGAAAGAAASSAMTYAQLESLINKWSLELEDQERHFLQQATQVNAWDRTLIENGEKITSL 
HREVEKVKLDQKRLDQELDFILSQQKELEDLLSPLEELVKEQSGTIYLQHADEEREKTYKLAENIDAQLKRMAQD 
LKDIIEHLNTSGAPADTSDPLQQICKILNAHMDSLQWIDQNSALLQRKVEEVTKVCEGRRKEQERSFRITFD 
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CGCAGGGACCGTGCTCCGCCGTCTCCGCCGCATCTTCCACCCTCGCCGCCGCCGCAGCTCCCCGCGCTCGTGCCA 

CCGCCGCCGCGTCCACCCTCAGCGCCACCGCCATGCGGGAGATCGTGCACCXGCAGGCCGGCCAGTGCGGCAACC 

AGATCGGGGCCAAGTTTTGGGAGGTTATCAGTGACGAACATGGCATCGACCCCACAGGCACATACCATGGGGACA 

GTGACCTGCAACTGGAGAGGATCAACGTGTACTACAACGAGGCCACAGGAGGAAATTATGTCCCCAGAGCGGTGC 

TGGTGGACCTGGAACCCGGCACCATGGACTCTGTCCGTTCTGGCCCCTTCGGTCAGATCTTTCGGCCGGACAACT 

TCGTGTTTGGCCAATCCGGAGCCGGCAACAACTGGGCAAAGGGGCACTACACGGAGGGCGCAGAGCTGGTGGACG 

CTGTCCTGGACGTAGTCCGGAAGGAGGCCGAGAGCTGCGACTGCCTTCAGGGCTTCCAGCTGACCCACTCGCTGG 

GGGGTGGCACGGGGTCCGGAATGGGCACGCTGCTCATCAGTAAGATCCGCGAGGAGTTCCCAGACCGCATCATGA 

ACACCTTCAGCGTGGTGCCCTCGCCCAAAGTGTCAGACACGGTGGTGGAGCCCTACAACGCCACGCTGTCTGTGC 

ACCAGCTGGTGGAGAATACGGATGAGACCTACTGCATCGACAACGAGGCACTCTACGACATCTGTTTCCGCACCC 

TCAAGCTGACCACCCCCACCTACGGGGACCTCAACCACCTGGTGTCGGCCACCATGAGCGGGGTCACCACCTGCC 

TGCGCTTCCCGGGCCAGCTGAACGCCGACCTGCGCAAGCTGGCCGTCAACATGGTTCCCTTTCCTCGCCTGCACT 

TCTTCATGCCCGGCTTCGCACCCCTGACCAGCCGGGGCAGCCAGCAGTACCGGGCCCTGACGGTGCCCGAGCTCA 

CCCAGCAGATGTTCGATGCCAAGAACATGATGGCGGCGTGCGACCCGCGCCACGGCCGCTACCTGACCGTGGCCG 

CCGTGTTCCGGGGCCGCATGTCCATGAAGGAGGTGGACGAGCAGATGCTGAGCGTGCAGAGCAAGAACAGCAGCT 

ACTTCGTGGAGTGGATCCCCAACAACGTGAAGACGGCCGTGTGCGACATCCCGCCCCGCGGCCTGAAGATGGCCG 

CGACCTTCATCGGCAACAGCACGGCCATCCAGGAGCTGTTCAAGCGCATCTCCGAGCAGTTCACGGCCATGTTCC 

GGCGCAAGGCCTTCTTGCACTGGTACACGGGCGAGGGCATGGACGAGATGGAGTTCACCGAGGCCGAGAGCAACA 

TGAATGACCTGGTATCTGAGTACCAGCAGTACCAGGACGCCACGGCCGAGGAGGGCGAGTTCGAGGAGGAGGCGG 

AGGAGGAGGTGGCCTAGGCTGCTCCCATCGCTTCCCACCTGTCCCCTCGAGGCTTCTGACCTTTGATCCGCTAGG 

CCCCCCATCTCTGAACCCTAGAGCCCCGCTTTCCCTCCAAGGCTGACTCCCCGCTGACCCTAACAATACCTTTGG 

AGCTCGCTTTACCTCTGGCTACTTCATCTCCGACCCTGGCTCCCCTTTGAGCCCTAATTTATCTTTAACCCCCTT 

GAGCTCTTCCAACCTTGACATTCCCAGGAGGAGCCCCGCTTCACCCCTTCTGACTCTGGAAACCGCACCTTTAAC 

TTTGCAGACCTTCCTTCACCCCTGACTTCTGCTTCACCTTTGACCTCTGCCCCCCATGAATCCCATTTTACCTCT 

AGACCTATAAGTTCTGGTTTATGTTTGACCCCTCCCTCTGAGCTGCACTTCACCGCTGACCTTGCCTCACCTTTA 

ACCCCCCACCTGAGCCCCAGCTCCTACCTCTGACCCCAACTTCTCTTTGATCTCTGAATCCCCTCTGACTCCAAC 

TTCTCTTTCACCCTCTATGAGTCCCATTXTACTTCTACACCTGCAAGTCCTGGTTTATATTGGACCCCTCCCTCC 

GAGCTGCAGTTCACCTTTGACCTTGCCTCACCTTTCACCCCCCACCCCCCACAGCGTCAGCTCCTACCTCTGACC 

CCAGCTTCTCTCTGATTCCCACAGGCCCCATGCATCCTCCCTGCCTCACTCCCCTCAGCCCCTGCCGACCTTAGC 

TTATCTGGGAGAGAAACAAGGCCTGGTGCCTGTGAGGAAGAGAGGTCACCCCTACCCTCCCTCCCCGCTTCCCTG 

CCTCACCCTCAATAAATAAATTAATTGTTGTCATGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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MREIVHLQAGQCGNQIGAKFWEVISDEHGIDPTGTYHGDSDLQLERINVYYNEATGGNYVPRAVLVDLEPGTMDS 

VRSGPFGQIFRPDNFVFGQSGAGNNWAKGHYTEGAELVDAVLDWRKEAESCDCLQGFQLTHSLGGGTGSGMGTL 

LISKIREEFPDRIMNTFSWPSPKVSDTWEPYNATLSVHQLVENTDETYCIDNEALYDICFRTLKLTTPTYGDL 

NHLVSATMSGVTTCLRFPGQLNADLRKLAVNMVPFPRLHFFMPGFAPLTSRGSQQYRALTVPELTQQMFDAKNMM 

AACDPRHGRYLTVAAVFRGRMSMKEVDEQMLSVQSKNSSYFVEWIPNNVKTAVCDIPPRGLKMAATFIGNSTAI 

ELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVSEYQQYQDATAEEGEFEEEAEEEVA 
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FIGURE 305 

CGGCCGCGTCCTCAAGCCGGCACCTGAGCGGCGGAGACGGCTGTAGCACAAGGATCTGCATCTCCAATOSATACT 

GAGGGGTTTGGTGAGCTCCTTCAGCAAGCTGAACAGCTTGCTGCTGAGACTGAGGGCATCTCAGAGCTTCCCCAT 

GTGGAACGGAACTTACAGGAGATCCAGCAGGCGGGAGAGCGCCTGCGTTCCCGTACCCTAACACGCACGTCCCAG 

GAGACGGCAGATGTCAAGGCGTCAGTTCTCCTCGGGTCTCGGGGACTTGACATATCCCACATCTCCCAGCGATTG 

GAGAGTCTGAGTGCAGCCACCACCTTTGAGCCTCTTGAGCCTGTGAAGGACACTGACATTCAGGGCTTCCTGAAG 

AATGAGAAGGACAATGCCCTGCTGTCTGCCATCGAAGAGTCCCGGAAGAGGACCTTCGGCATGGCTGAGGAGTAC 

CATCGGGAGTCAATGTTGGTTGAGTGGGAGCAAGTGAAACAGCGAATTCTGCACACACTGCTGGCATCAGGAGAA 

GACGCCCTTGACTTTACTCAAGAAAGCGAGCCAAGCTACATCAGTGATGTGGGACCCCCTGGTCGAAGCTCTCTG 

GATAACATCGAGATGGCCTATGCGCGGCAAATTTATATCTATAATGAGAAAATTGTAAATGGACACCTGCAGCCT 

AACCTGGTGGACCTTTGTGCTTCCGTCGCAGAGCTGGATGATAAGAGCATTTCCGACATGTGGACCATGGTAAAA 

CAAATGACAGACGTGTTGTTGACACCGGCAACGGATGCCCTGAAGAACCGCAGCAGCGTGGAAGTGCGCATGGAG 

TTTGTCAGGCAGGCCTTGGCGTACCTTGAGCAGAGTTATAAGAATTACACCCTTGTGACTGTCTTTGGAAATTTG 

CATCAGGCCCAGCTGGGCGGGGTGCCTGGGACTTACCAATTGGTTCGAAGTTTCCTGAACATTAAACTGCCAGCT 

CCCTTGCCTGGACTACAGGATGGAGAGGTGGAAGGCCATCCTGTGTGGGCGCTAATTTACTACTGCATGCGCTGT 

GGAGACCTGCTTGCCGCTTCACAGGTAGTTAATCGAGCCCAGCACCAGCTGGGAGAGTTTAAAACCTGGTTCCAG 

GAGTACATGAACAGCAAGGACAGAAGATTGTCCCCAGCTACGGAAAACAAGCTCCGGCTGCATTACCGTAGGGCC 

CTCAGGAACAATACAGATCCCTACAAGCGGGCCGTGTACTGTATCATTGGCAGATGTGACGTCACCGACAACCAG 

AGTGAAGTGGCGGACAAAACTGAGGATTACCTGTGGCTGAAGTTGAACCAAGTGTGTTTTGACGACGATGGCACC 

AGCTCCCCACAAGACAGGCTCACTCTCTCACAGTTCCAGAAGCAGTTGTTGGAAGACTATGGCGAGTCCCACTTT 

ACGGTGAACCAGCAACCCTTCCTCTACTTCCAAGTCCTGTTCCTGACAGCGCAGTTTGAAGCAGCAGTTGCCTTT 

CTTTTCCGCATGGAGCGGCTGCGCTGCCATGCTGTCCATGTAGCACTGGTGCTGTTTGAGCTGAAGCTGCTTTTA 

AAGTCCTCTGGACAGAGTGCTCAGCTCCTCAGCCACGAGCCTGGTGACCCTCCTTGCTTGCGGCGGCTGAACTTC 

GTGCGGCTCCTCATGCTGTACACCCGGAAGTTTGAGTCCACGGACCCAAGGGAGGCCCTCCAGTACTTCTATTTC 

CTCAGGGATGAGAAAGATAGTCAAGGAGAAAACATGTTTCTGCGCTGTGTGAGTGAGCTTGTGATTGAAAGCCGA 

GAGTTCGATATGATTCTTGGGAAACTAGAGAATGACGGAAGTAGAAAGCCTGGAGTCATAGATAAGTTTACTAGT 

GACACAAAGCCTATTATCAACAAAGTTGCTTCTGTGGCAGAAAATAAAGGACTGTTTGAAGAGGCAGCAAAGCTG 

TATGACCTTGCCAAGAATGCTGACAAGGTACTGGAGCTGATGAACAAACTGCTGAGCCCTGTCGTCCCCCAGATC 

AGTGCCCCGCAATCCAACAAGGAGAGGCTGAAGAACATGGCACTCTCCATTGCCGAACGGTATAGGGCTCAAGGA 

ATAAGCGCAAATAAATTTGTGGACTCCACGTTCTATCTTCTTTTGGACTTGATCACCTTTTTTGACGAGTATCAT 

AGTGGTCATATTGATAGAGCTTTTGATATCATTGAGCGCTTGAAGCTGGTGCCCCTGAATCAGGAAAGTGTGGAA 

GAGAGAGTGGCTGCTTTCAGAAATTTCAGTGATGAAATCAGGCACAACCTCTCAGAAGTGCTTCTTGCCACCATG 

AACATCTTGTTCACACAGTTTAAGAGGCTCAAGGGGACAAGTCCATCCTCGTCATCCAGGCCCCAGCGAGTCATC 

GAGGACCGCGACTCTCAACTCCGAAGTCAAGCCCGCACTCTGATTACCTTTGCTGGAATGATACGATACCGAACG 

TCTGGGGACACCAATGCGAGGCTGGTGCAGATGGAGGTCCTCATGAATTAAGTGCCATGCTTTGTGGGAGTCTGG 

GTCGGCACACTGTCAGTACATCAGGCACATGGGCCCACTAGGCTGGGGTTTCTGGTTTTGTTTCTGTTGTGTTTT 

GTTTTGGTTTCTGTATTATGTATTTTTGTCAACGCCAATAAATTTCTTTGATTTGT 
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MDTEGFGELLQQAEQLAAETEGISELPHVERNLQEIQQAGERLRSRTLTRTSQETADVKASVLLGSRGLDISHIS 
QRLESLSAATTFEPLEPVKDTDIQGFLKNEKDNALLSAIEESRKRTFGMAEEYHRESMLVEWEQVKQRILHTLLA 
SGEDALDFTQESEPSYISDVGPPGRSSLDNIEMAYARQIYIYNEKIVNGHLQPNLVDLCASVAELDDKSISDMWT 

MVKQMTDVLLTPATDALKNRSSVEVRMEFVRQALAYLEQ^ 

LPAPLPGLQDGEVEGHPVWALIYYCMRCGDLLAASQWNRAQHQLGEFKTWFQEYMNSKDRRLSPATENKLRLHY 
RRALRNNTDPYKRAVYCIIGRCDVTDNQSEVADKTEDYLWLKLNQVCFDDDGTSSPQDRLTLSQFQKQLLEDYGE 
SHFTVNQQPFLYFQVLFLTAQFEAAVAFLFRMERLRCHAVHVALVLFELKLLLKSSGQSAQLLSHEPGDPPCLRR 
LNFVRLLMLYTRKFESTDPREALQYFYFLRDEKDSQGENMFLRCVSELVIESREFDMILGKLENDGSRKPGVIDK 
FTSDTKPI INKVASVAENKGLFEEAAKLYDLAKNADKVLELMNKLLSPVVPQI S APQSNKERLKNMALS I AERYR 
AQGISANKFVDSTFYLLLDLITFFDEYHSGHIDRAFDIIERLKLVPLNQESVEERVAAFRNFSDEIRHNLSEVLL 
ATMNILFTQFKRLKGTSPSSSSRPQRVIEDRDSQLRSQARTLITFAGMIPYRTSGDTNARLVQMEVLMN 
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CCCCAGCGAGGCTCCGGGAGCCCTT GCCTGCGGGGGTCCGGGGACTCGAGCCGGCCTCCGCCCCCCGGACGCACA 

GCCAGCGTGGTCCCCGCGTGCAACGCGAGCGCCGGGGAGTGGCTCCTGCTTTGCCCCTCGTGGGGGCCGAGCCAA 

GACCAGTCTGCAAACTCCATCCCGCCGGCTGGAAGAAGTCGCGGAGCCGGCACCAAACCCGCAGCGTCTTCCCGC 

GCGGATCCCGGGACTTAAAAAGCCGGGGCCACCCCGGCCCAGGACGGGATGCGGGTCGGTCCGGTGCGCTCTGCC 

ATGAGCGGCGCCTCGCAGCCCCGCGGCCCGGCCCTGCTCTTCCCAGCCACCCGAGGCGTCCCGGCCAAACGCCTG 

CTGGACGCCGACGACGCGGCGGCTGTGGCGGCCAAGTGCCCGCGCCTCTCCGAGTGCTCCAGCCCCCCGGACTAC 

CTCAGCCCCCCCGGCTCGCCCTGCAGCCCGCAGCCCCCGCCTGCCGCTCCGGGGGCCGGCGGAGGCTCCGGGAGC 

GCGCCGGGGCCCAGCCGCATCGCCGACTACCTGCTGCTGCCCCTAGCCGAGCGCGAGCATGTGTCCCGGGCGCTG 

TGCATCCACACTGGACGCGAGCTGCGCTGCAAGGTGTTTCCCATTAAACACTACCAGGACAAAATCAGGCCTTAC 

ATCCAGCTGCCATCGCACAGCAACATTACTGGCATTGTGGAAGTGATCCTTGGGGAAACCAAGGCCTATGTCTTC 

TTTGAGAAGGACTTTGGGGACATGCACTCCTATGTGCGAAGCCGGAAGAGGCTGCGGGAAGAGGAAGCCGCCCGG 

CTCTTCAAGCAGATTGTCTCCGCCGTCGCCCACTGCCACCAGTCAGCCATCGTGCTGGGGGACCTGAAGCTTAGG 

AAGTTCGTCTTCTCCACGGAGGAGAGAACCCAGCTTAGACTAGAAAGTCTAGAAGACACACACATAATGAAGGGG 

GAAGATGATGCTTTGTCAGACAAACATGGCTGCCCAGCCTACGTGAGCCCTGAGATCCTCAACACCACTGGGACC 

TACTCCGGAAAGGCTGCGGACGXTTGGAGCCTGGGGGTGATGCTCTACACCCTTCTGGTTGGACGATACCCCTTC 

CATGACTCAGACCCCAGTGCCCTTTTCTCCAAAATTCGGCGTGGACAGTTCTGCATTCCTGAGCACATTTCCCCC 

AAAGCCAGGTGCCTCATTCGCAGCCTCTTGAGACGGGAGCCCTCCGAGAGACTCACTGCCCCCGAGATCCTACTG 

CACCCCTGGTTTGAGTCCGTCTTGGAACCCGGGTACATCGACTCAGAAATAGGAACTTCAGACCAGATTGTTCCA 

GAGTACCAGGAGGACAGTGACATTAGTXCCTTCTTCTGCTAATCCCCAAAACCTCAGAAACCTCATAATTCTTAA 

CACCTGGCATTTCCATTTCTAAAGATGGACAGGCCCTTTGGCATGGTACCAACCAGATAATGACTGCATCAGGAT 

GAAAGCTGCTGAACTCGGCATGGCGCCTCCTCTTCTCTGTTGGGATGAGTGACTTTATTGATTTGAGCAGCATAT 

GCTGTGATTGGCTGCCCTGCAAATTTGTTTCCCTTAAGGAACCCTCACCAACTATCTCTGCTGGATTTGGGAGTT 

CCGCATCTTTTGTGGAGGGCAGAGTATGGACATCTTACACCCGGTGGTCAAGTGTGTAATAAACTTGAGCATTCG 

AATGGGAGAAAAAGCAAATCGCACAATGACATATTTTGAGTAATAACCGTATTTTTCACAGGGTGACAAATTGGG 

CCAATAAATCTGCCATCTTTGAACTCATCTTTGGTGGCTAGACTGCTACGGCAGCTTCTCTGATGGGAAAGTTCC 

TTTTTTGGCTTAACACTCACCCTTTCTTCACACTCACATTTACCAATGACTCTGCTCCGTTTTTGGAGCAGACTG 

TTTTAAGTTGCTCAGGAGCCTGATGGAACCATGAACCGAGACTCTTCTCTGTTTCCTGCCAAGACCTCAXCTGCA 

CTAATGCCTTCTCCCTGACCTTGACACTTCCCCCTTTAGCTATAAAAGCACTTACCAGCCGAACGTGGAACAGTA 

TCACAAAAGATTCCATCTCCCAACGATXTCAGAACTCTGAGCTCAGAGAGACTCCAGATTTTAAAAAATAATTTG 

AGTGCXTGGAAACXATXAGCXXTXXAAGXXCCXXCCAAAXAXGTXAGTACCXACCCXTXACTTXXXCCCCAAGAC 

CATCXCAGGGXGGAGCAXXCXGXCXAAGAGAAGAAAGAXAAGGAGGCXCCCACCCACCXCXCCCAAGAGCAGACA 

XXAAACATCXXXGXGCXXXGAAGAGAGXGAAXXXTGGAXAGXCXXGXGAXXCXCAGACXAACTXCCAGAAXXATA 

CXTXAACCCCXCCCAGAXAXGGXCCGCCXXXGGCATTGXGXGXACAXCXGCAGTTXXGCAXGGXGGGXXGXXAAX 

ATXXCAAAXGXGXGGXXXAXGAAXACGXCXGXAXAAXCGGCITCXGGAGTGAAACAGCAAACCCCAAAXCXXCAA 

AGXTGGAAGGAACXXXAAAAAXCATCCGGXCCAATCTCXXXCCXCTTICXGCCACCXCCCAAGGCAGAAAXCCCC 

XCTXCAGCXXCTXXXGXAGGXGGGAAXCCAGCCXCXGXXAGATATGXCCAGAGAXGGAAACTCACXCCCCTACAA 

AAGAIGGAGCXXAAXGGAGAAAXXGCAACXXXCAXXAAAAAACAAAXXCAGATGAAAXATCAGTAACXGTCXTGG 

ACAGXGCXGAAATCAGGTGGXXAAACGGGXAAACAAAAXAXACXGTAXXXXGAGAAAXGGCACAAAAACAGGCAG 

XCAXCXXXAAGGGCXAXGCCTAGGCAAACTACTAACAXGCATXGXGAGAAXGCCGXGXATACCXCACGXACTGTG 

TACXXXGXACAXAXAXXXXACCXXXTAXACCXAXGXXCGAXXTTGXXXXGXTXXGXXCXGGCXXXGAGGCXXGXX 

XTGXJGXCTGXGTCXGXCXGAAXAACCXGCGXGXCTAAAACCACGXGAAAXGXGAATGAXTAXTGGCAAXAXXAC 

CTTGACAGAATCATGGGACXXXGAGAAGAGGGAGGACAGAGGCCXCXGXCGCACXAACGCTCXCGTGGTXGCXCG 

ACTGXXGXAXCTGXGATACAXXAXCCGACXAAGGACXCXGGGCXGGCAGGGCCXXCXGCCGGGAAAGCXAGAAAC 

ACXAGGXXCTXCCXGXACAXACGXGXAXAXAXGXGAACAGXGAGATGGCCGXXXCXGACXXGXAGAGAAAXXTXA 

AXAAACCTGGXXXCGXA 
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FIGURE 308 

MRVGPVRSAMSGASQPRGPALLFPATRGVPAKRLLDADDAAAVAAKCPRLSECSSPPDYLSPPGSPCSPQPPPAA 
PGAGGGSGSAPGPSRIADYLLLPLAEREHVSRALCIHTGRELRCKVFPIKHYQDKIRPYIQLPSHSNIXGIVEVI 
LGETKAYVFFEKDFGDMHSYVRSRKRLREEEAARLFKQIVSAVAHCHQSAIVLGDLKLRKFVFSTEERTQLRLES 
LEDTHIMKGEDDALSDKHGCPAYVSPEILNTTGTYSGKAADVWSLGVMLYTLLVGRYPFHDSDPSALFSKIRRGQ 
FCIPEHISPKARCLIRSLLRREPSERLTAPEILLHPWFESVLEPGYIDSEIGTSDQIVPEYQEDSDISSFFC 
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GGCACGAGGGAGAACTAGTCTCGATTTTTTTTTTTTTTTTTTTCTTTGTTTTGTTTTTCCTGTATAAAAAAGGAC 
CCCAAATATAAAGGTAGGGAAAGGGACAAGAGGGAACATACCCCTTAGTGTAGAGAAATGGGAAGGAGAAGGAGA 
AGCCTCAAAAGGAGAGGTGGGAGGGGAATGTCATTAAGGCAGCAAAGTAATCTCTGTAGAAAGATGGAGGAGGAC 
CCTCCATAGCCTCAGAGATAAAGGCAAAGATTGCCCTCTCAGTGTCCAGAAGGGAAATGGCAGCTTTTCTTCCTT 
CCATGGCAGCCACTCCATTGCTCACTCCGGATTACCTTCAXCCTTATGTAGATAAGAGTGCTGCAGAGCTCGAAA 
GGCAGAGATTCGCTTGTGTGGGTTAAAAGTCAGCATTTCCAGCAGCAGCTGTGCTCCCGACTCCTCCATCTCAGG 
TACCACCGACTGCACTGGGCGGGGCCCTCTGGGGGGAAAGGCTCCACGGGGCAGGGATACATCTCGAGGCCAGTC 
ATCCTCTGGAGGCAGCCCAATCAGGTCAAAGATTTTGCCCAACTGGTCGGCTTCAGAGTTTCCACAGAAGAGAGG 
CTTTCGACGAAACATCTCTGCAAAGATACAGCCAACACTCCACATGTCCACAGGTGTTGCATATGTGGACTGCAG 
AAGAACTTCGGGAGCTCGGTACCAGAGTGTAACAACCACGGGTGTAAGTGCCATCTGGTAGCTGTAGATTCTGGC 
CAGGCCAAAGTCAGCCAGCTTGACTGTTCCACCACTTGTCACCAGAATGTTCTCTGGCTTCAGATCTCGGTGAAC 
GATGCAATTGGCATGAAGGAAATCTAGGCCXCTTAGAAACTGGCGCATCAGATCCTTGATCGTTTCGGCTGGCAA 
GCCTGGTGGGGGTGCCTTGTCCAGATATGTCCTTAGGTCCTGGTCTACATGCTCAAACACCAGGGTTACCTTGAT 
CTCCCGGTCAGTTCGGGATGTGGCACAGACGTCCATCAGCCGGACAACATTGGGATGCTCAAAAGCCTCCAGTCG 
CCTCAGTAAAGCCACCTCACGAACTGTGCTGATGGGAAGGCCTCCTCCACCTCCTCCTCCATTGGGGACTCTCAC 
ACTCTTGAGGGCCACAAAGTGGCCACTGTGGGGATCACGGGCCTTGTACACTGTCCCATAGGCACCGACACCAAT 
TTCAGCCACTGGCTCATATCGAGAGGTAGCCATTCTCAGATCAAGGGAGACCCTCACGCCAGCCCGGGGTGCTGT 
GGGGGCGGCCCGTTATCGGGGCCCCGGAGCCGGTTCCTACGGCCCCATACACCCGAGCTCGGTCCGGAGCAG 
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MSTGVAYVDCRRTSGARYQSVTTTGVSAIW 
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FIGURE 311 

CGCGATTCTCAGGGATTGATCCGCCTCTTCAGGTAAGTTATCTTCCGGCCCCGTACCACTGTGCCACAGGCGCAG 

CCCGCTTCCTCAGGTGCCCTATCCCGCGCAGAAGACCACGGCTTCACAGAGTGTTATTTAAGGGCGTGGCCAGCG 

GAACATCCCGCCCCATTCTGTGACGCACGGGGTGGCGCGCGTGGGACCCGAGGGGTGGGGCTGGGTTTAGTAGGA 

GACCTGGGGCAAGGCCCCCTGTGGACGACCATCTGCCAGCTTCTCTCGTTCCGTCGATTGGGAGGAGCGGTGGCG 

ACCTCGGCCTTCAGTGTTTCCGACGGAGTGAATOGCGGCGGCGGCTGGGATGCTGCTGCTGGGCTTGCTGCAGGC 

GGGTGGGXCGGTGCTGGGCCAGGCGATGGAGAAGGTGACAGGCGGCAACCTCTTGTCCATGCTGCTGATCGCCTG 

CGCCTTCACCCTCAGCCTGGTCTACCTGATCCGTCTGGCCGCCGGCCACCTGGTCCAGCTGCCCGCAGGGGTGAA 

AAGTCCTCCATACATTTTCTCCCCAATTCCATTCCTTGGGCATGCCATAGCATTTGGGAAAAGTCCAATTGAATT 

TCTAGAAAATGCATATGAGAAGTATGGACCTGTATTTAGTTTTACCATGGTAGGCAAGACATTTACTTACCTTCT 

GGGGAGTGATGCTGCTGCACTGCTTTTTAATAGTAAAAATGAAGACCTGAATGCAGAAGATGTCTACAGTCGCCT 

GACAACACCTGTGTTTGGGAAGGGAGTTGCATACGATGTGCCTAATCCAGTTTTCTTGGAGCAGAAGAAAATGTT 

AAAAAGTGGCCTTAACATAGCCCACTTTAAACAGCATGTTTCTATAATTGAAAAAGAAACAAAGGAATACTTTGA 

GAGTTGGGGAGAAAGTGGAGAAAAAAATGTGTTTGAAGCTCTTTCTGAGCTCATAATTTTAACAGCTAGCCATTG 

TTTGCATGGAAAGGAAATCAGAAGTCAACTCAATGAAAAGGTAGCACAGCTGTATGCAGATTTGGATGGAGGTTT 

CAGCCATGCAGCCTGGCTCTTACCAGGTTGGCTGCCTTTGCCTAGTTTCAGACGCAGGGACAGAGCTCATCGGGA 

AATCAAGGATATTTTCTATAAGGCAATCCAGAAACGCAGACAGTCTCAAGAAAAAATTGATGACATTCTCCAAAC 

TTTACTAGATGCTACATACAAGGATGGGCGTCCTTTGACTGATGATGAAGTAGCAGGGATGCTTATTGGATTACT 

CTTGGCAGGGCAGCATACATCCTCAACTACTAGTGCTTGGATGGGCTTCTTTTTGGCCAGAGACAAAACACTTCA 

AAAAAAATGTTATTTAGAACAGAAAACAGTCTGTGGAGAGAATCTGCCTCCTTTAACTTATGACCAGCTCAAGGA 

TCXAAAXXXACXXGAXCGCXGIAXAAAAGAAACAXTAAGACXXAGACCXCCXATAAXGAXCAXGAXGAGAAXGGC 

CAGAACTCCTCAGACTGTGGCAGGGTATACCATTCCTCCAGGACATCAGGTGTGTGTTTCTCCCACTGTCAATCA 

AAGACTTAAAGACTCATGGGTAGAACGCCTGGACTTTAATCCTGATCGCTACTTACAGGATAACCCAGCATCAGG 

GGAAAAGTTTGCCTATGTGCCATTTGGAGCTGGGCGTCATCGTTGTATTGGGGAAAATTTTGCCTATGTTCAAAT 

TAAGACAATTTGGTCCACTATGCTTCGTTTATATGAATTTGATCTCATTGATGGATACTTTCCCACTGTGAATTA 

TACAACTATGATTCACACCCCTGAGAACCCAGTTATCCGTTACAAACGAAGATCAAAATGAAAAAGGTTGCAAGG 

AACGAATATATGTGATTATCACTGTAAGCCACAAAGGCATTCGAAGAGAATGAAGTGTACAAAACAACTCTTGTA 

GTTTACTGTTTTTTTAAGTGTGTAATTCTAAAAGCCAGTTXATGATTTAGGATTTTGTTAACTGAATGGTTCTAT 

CAAATATAATAGCATTTGACACATTTTCTAATAGTTATGATACTTATACAXGTGCTTTCAGGAAGTTCCTTGGXG 

AAACAAXXGXXGAGGGGGGAXCXAGGTAAXXGGCAGATXCXAAAXAAXAXAAXXXCCAGAXAGTAAXXXXAAGAG 

XACXCAXCGCXCXXGCCAAATAAGXXCAGGGTAXXCAAAXCXTGGACXAGXCCXGCAAGGXAXAAAGAAXAAAAA 

XCCCAGXGAGAXACXXGGAAACCACAGTXXAXXAXXAXXXAXCXGGGCAAXXAXXGXGXGXGXGAGGAXGGAAGG 

GXAGGGAAXAAXCGAACAXCXAAAGCCXXGAAXAAGAGAAXACTAAXXGXXXXGGXAXGAXGAXACXCAGAAAXG 

GAGAXAXXAXAGGAAAAAGAAAXCCTXXGGAAXXXXAACXAAAAXCACXGCAXAXGGGAAAXXAAGAGAXCCAGG 

ACCAXAXXXGAXAAGAGXTCCXAAAAAXAAXGXAAXXAXXAAXGCXAAAGACXGCXCAXGXAXCTXGAXCXAAXT 

ACXAAAXAAAXXACAXAXXXAXXXACCXGAXAAAXAXGXAXCXAGXXCXACAAGGXCACAXXXAXGXGGAAGXCC 

AAAGXCAAGXCCTXAGGGGAXAAXXXXGXXXXGGGCXCAGXXGXXCCCXGCXXCCXXXXXTXXXTXXXXTXXXXX 

XXGAGAXGGAGXCXCGCXCXGXXGCCCAGGCXGGAGXGCAGXGGXGCGAXCXCAGCXCACXGCAXCCXCXGCCXC 

CCGGGXXCAAGCAAXXCXCXGCCTCAGCCXCCCAAGXAGXXGGGAXXACAGGCACCXGCCACCAXGCCXGGCXAA 

XXXXXTGXAXXXXXAGXAGAGACGGGGGXTXCACXAXGXXGGCXAGGCXGGXCXXGAACXCCXGAGCCXCGXGAG 

XCCACCCGCCXXGGCCXCCCAAAGTGCXGGGAXXACAGGCAXGAGCCACCGCACCXGGCCXXCCCXGCXTCCTCX 

CXAGAAXCCAAXXAGGGATGXXXGXXACTACXCAXAXXGAXXAAAACAGXXAACAAACXXXXXXCXXXXXAAAAX 

GXGAGAXCAGXGAACXCXGGXTXXAAGAXAAXCXGAAACAAGGXCCXXGGGAGXAAXAAAAXXGGXCACAXXCXG 

XAAAGCACAXXCXGXXXAGGAAXCAACXXATCXCAAAXXGXAACXCGGGGCCXAACXAXAXGAGAXGGCXGAAAA 

AAXACCACAXCGXCXGXXXXCACXAGGXGAXGCCAAAAXAXXXXGCXXTAXGXATATXACAGXXCXXXXXAAAAC 

ACXGGAAGAGXCAXGXTAAACXCXAATXGXGAAGGCAGAATCTCXGCXAAXXIXXCAGAXXAAAAXXCXCXXXGA 

AAAAAT 
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MAAAAGMLLLGLLQAGGSVLGQAMEKVTGGNLLSMLLIACAFTLSLVYLIRLAAGHLVQLPAGVKSPPYIFSPIP 
FLGHAIAFGKSPIEFLENAYEKYGPVFSFTMVGKTFTYLLGSDAAALLFNSKNEDLNAEDVYSRLTTPVFGKGVA 
YDVPNPVFLEQKKMLKSGLNIAHFKQHVSIIEKETKEYFESWGESGEKNVFEALSELIILTASHCLHGKEIRSQL 
NEKVAQLYADLDGGFSHAAWLLPGWLPLPSFRRRDRAHREIKDIFYKAIQKRRQSQEKIDDILQTLLDATYKDGR 
PLTDDEVAGMLIGLLLAGQHTSSTTSAWMGFFLARDKTLQKKCYLEQKTVCGENLPPLTYDQLKDLNLLDRCIKE 
TLRLRPPIMIMMRMARTPQTVAGYTIPPGHQVCVSPTVNQRLKDSWVERLDFNPDRYLQDNPASGEKFAYVPFGA 
GRHRCIGENFAYVQIKTIWSTMLRLYEFDLIDGYFPTVNYTTMIHTPENPVIRYKRRSK 
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ACCGCCGACGCAGACCCCTCTCTGCACGCCAGCCCGCCCGCACCCACCATQGCCACAGTTCAGCAGCTGGAAGGA 
AGATGGCGCCTGGTGGACAGCAAAGGCTTTGATGAATACATGAAGGAGCTAGGAGTGGGAATAGCTTTGCGAAAA 
ATGGGCGCAATGGCCAAGCCAGATTGTATCATCACTTGTGATGGTAAAAACCTCACCATAAAAACTGAGAGCACT 
TTGAAAACAACACAGTTTTCTTGTACCCTGGGAGAGAAGTTTGAAGAAACCACAGCTGATGGCAGAAAAACTCAG 
ACTGTCTGCAACTTTACAGATGGTGCATTGGTTCAGCATCAGGAGTGGGATGGGAAGGAAAGCACAATAACAAGA 
AAATTGAAAGATGGGAAATTAGTGGTGGAGTGTGTCATGAACAATGTCACCTGTACTCGGATCTATGAAAAAGTA 
GAATAAAAATTCCATCATCACTTTGGACAGGAGTTAATTAAGAGAATGACCAAGCTCAGTTCAATGAGCAAATCT 
CCATACTGTTTCTTTCTTTTTTTTTTCATTACTGTGTTCAATTATCTTTATCATAAACATTTTACATGCAGCTAT 
TTCAAAGTGTGTTGGATTAATTAGGATCATCCCTTTGGTTAATAAATAAATGTGTTTGTGCT 
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FIGURE 314 



MATVQQLEGRWRLVDSKGFDEYMKELGVGIALRKMGAMAKPDCIITCDGKNLTIKTESTLKTTQFSCTLGEKFEE 
TT ADGRKTQTVCNF TDGALVQHQEWDGKE S T I TRKLKDGKLWECVMNNVTCTRI YEKVE 
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FIGURE 315 
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TGGCCGAAGCAGGGGGACAGCAAGGGACGCTCAGGCGGGGACCATgGCGGACGGCGGCTCGGAGCGGGCTGACGG 

GCGCATCGTCAAGATGGAGGTGGACTACAGCGCCACGGTGGATCAGCGCCTACCCGAGTGTGCGAAGCTAGCCAA 

GGAAGGAAGACTTCAAGAAGTCATTGAAACCCTTCTCTCTCTGGAAAAGCAGACTCGTACTGCTTCCGATATGGT 

ATCGACATCCCGTATCTTAGTTGCAGTAGTGAAGATGTGCTATGAGGCTAAAGAATGGGATTTACTTAATGAAAA 

TATTATGCTTTTGTCCAAAAGGCGGAGTCAGTTAAAACAAGCTGTTGCCAAAATGGTTCAACAGTGCTGTACTTA 

TGTTGAGGAAATCACAGACCTTCCTATCAAACTTCGATTAATTGATACTCTACGAATGGTTACCGAAGGCAAGAT 

TTATGTTGAAATTGAGCGTGCGCGACTGACTAAAACATTAGCAACTATAAAAGAACAAAATGGTGATGTGAAAGA 

GGCAGCCTCCATTTTACAGGAGTTACAGGTGGAAACCTACGGGTCAATGGAAAAGAAAGAGCGAGTGGAATTTAT 

TTTGGAGCAAATGAGGCTCTGCCTAGCTGTGAAGGATTACATTCGAACACAAATCATCAGCAAGAAAATTAACAC 

CAAATTTTTCCAGGAAGAAAATACAGAGAAATTAAAGTTGAAGTACTATAATTTAATGATTCAGCTGGATCAACA 

TGAGGGATCCTATTTGTCTATTTGTAAGCACTACAGAGCAATATATGATACTCCCTGTATACAGGCAGAAAGTGA 

AAAATGGCAGCAGGCTCTGAAGAGTGTTGTACTCTATGTTATCCTGGCTCCTTTTGACAATGAACAGTCAGATTT 

GGTTCACCGAATAAGTGGTGACAAGAAGTTAGAAGAAATTCCCAAATACAAGGATCTTTTAAAGCTTTTTACCAC 

AATGGAGTTGATGCGTTGGTCCACACTTGTTGAGGACTATGGAATGGAATTAAGAAAAGGTTCCCTTGAGAGTCC 

TGCAACGGATGTTTTTGGTTCTACAGAGGAAGGTGAAAAAAGGTGGAAAGACTTGAAGAACAGAGTTGTTGAACA 

TAATATTAGAATAATGGCCAAGTATTATACTCGGATAACAATGAAAAGGATGGCACAGCTTCTGGATCTATCTGT 

TGATGAGTCCGAAGCCTTTCTCTCAAATCTAGTAGTTAACAAGACCATCTTTGCTAAAGTAGACAGATTAGCAGG 

AATTATCAACTTCCAGAGACCCAAGGATCCAAATAATTTATTAAATGACTGGTCTCAGAAACTGAACTCATTAAT 

GTCTCTGGTTAACAAAACTACGCATCTCATAGCCAAAGAGGAGATGATACATAATCTACAATAAGGGTCTTAGTG 

CTTTAGAAAAAAGTTAAAATTGGAAGTCATTAAAAAAAGACTGTTATAATGGTGTATATGTTGGGGTTTTTTTTC 

TAAGCTTCTTTGTCTTAAATTTTAAAATAGTGAATATGTTTGAGACTCCCTTTGACCTTTCAGTTCCCCAAGTTC 

ATTGTTAACTTTGCATTTGCAATTGGTGCAAAAATACAGATTTCTGTCGTCTGAATACACAAAAAGTTGTGTCAT 

AACTTACCCAGATATGTTTTTCTATCATTTGAAACCTTTTTAGCTACTGTTTGTTTTCATTCAACTAACAAACAX 

ATTCCAATAATAAAAGCAGTATATACATATTTCCTTTCTACAGTTACCTCTGATTCTCAACATTTTGTGGGGTAG 

TGATTTGGCAAGTGTTTTTTAAATAAAACAAATCTCATTGTAAAGTTATCAGTCATTTAGTAGAATAGAAAAGCA 

ACATAGAGCATACAAGAACATTTGGGATAGAGTTGTGATTTGTGAAGAATTTGTACTTTGATATTGTGGCGGAAA 

GTCTAGACTGAGTGTGTATGCTGGTAAACTGTAGACTTTTTTTTTTTTTTTTGAGTCCGGCTGGTTCCAATCACA 

GTAGCTTGATTGCTTTCAGCCCTCATCCTCTCACTTGATCAGTTGTTCAACAGAATCAGCTGACATAATTGACAC 

AGTTTATTGGGTGTTAAGTCCGCTCTATAGGGATAGTGACTACTTTTTTTTTTTTTTTTTTTTTTGCTCTTCTTC 

CTCTCCCCTTTCTTTATATGGGTTTAAATTTAACATAAAGTTGTTTTTATAAGGCTTATTTGTGGCTTTAACTTG 

TAAGTCTGATTACATCATTATTGTTCCAAATTCATTATCTCTGTAGGAACTTTTAGTTCCATTATATGAACACTG 

GATAACCTAATTTTTTTTAATGCTTTAAAAAAATGGCAAAAAGACGTCAGGCCACCCTCATAGTAAGTGGTGTAG 

TATTAAAATATTTTCACGGAATTAAAAGTAGCTTGCTGTCAAAGAAACACCTGAGATGAATTGGTGTGAACGAAT 

TTTGCAAGTTTAATTTGATTTATTTCAGAGAAAATAGAAAAAACAATGTTAGAAGGTTATTTAAAATGATACTTA 

AATAAAGAAAGTGTGAGGTCTACTTTAAAAAAATTCAAATGAAGAGAAAAAGAAAAACAGCATTCTAGAAATGGC 

ATTTCTCCTAATTAATTTTCCACTTAATGGAAGATTATCAATTGTCCTATTTTATGATCCCAGGACTGAAGACAG 

TTGTGGGATATCTGTCATATTTATCCTGTGAGTCATTGTGAATAATGACATACAGTACTGAAGTAATCTGATTTT 

ATTCTTTGGAAATTCAATGCATTGGTCACACTAATAACATCAACATCTGCTATCACTTATCTTTTTAAAACTAAC 

CAAAAAAGGCTGGGATTACAGGCATGAGCCACTGCACCCAACTCCTCTTTCGTCTTTCTTTAACACACACTAGGC 

TCTTTGTGTATTATGATTCAGTGCTATTTGTAACTGTGTCCCAGTGACCAAATTGCACTCGACTCGATCAGCTGT 

TCATCCATTTCGTGTTTTTTCCTGTCAAACATTAATCCAGCAAATATATGAGGTATTTACCAATTTATTTTCTTA 

GTATTACAAAATAATTCATTAGCATAAAGTACAATAGTGAAATATTTGAGTTGTTCGGAACCTCAATTAATCCTG 

TTTTACATTTCAGACCTAAAGCTGGCAATCAGGAGAAGAAGCACTTTGTTTTAAATGTGGAGAAGATAACACTTG 

ATTCCATTTCATTGTCATTAGTGTATTAACCAGCAGGAGAGGTGATGAGCCATTTTTCAAATGAAATACCTTTTA 

TTTCCATATAATTTTTTTATTTTAGAGTTCAATAGCTGTTTCTATGATTATCCTCAATTTCCATATGTTACTGAA 

TCTGAAAAACATCTTTAAAATTCAAACAGTTCCATTTTGTCTCTTGTAAGTGTTAAATGTGATAAAAGTACATAT 

TTTAAATTGTTTTCAGCTCTTGGATATAGCAGCAATAAAAACACTAATTTGTGGGTATTTAAGAAAACCTGGAGA 

ATAAACTCATACTTTAAAAGATC 
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MADGGSERADGRIVKMEVDYSATVDQRLPE 
EAKEWDLLNENIMLLSKRRSQLKQAVAKMVQQCCTYVEEITDLP 

T I KEQNGD VKE AAS I LQELQVET YGSMEKKERVEF I LEQMRLCL AVKDY I RTQ IIS KKINTKFFQEENTEKLKLK 

YY^MIQLDQHEGSYLSICKHYRAIYDTPCIQAESEKWQQALKSVVLYVILAPFDNEQSDLVHRISGDKKLEEIP ' 

KYKDLLKLFTTMELMRWSTLVEDYGbffiLRKGSLESPATDVFGSTEEGEKRWKDLKNRVVEHNIRIMAKYYTRITM 

KRMAQLLDLSVDESEAFLSNLVVNKTIFAKVDRLAGIIN^ 

MIHNLQ 
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CTGCTCGCGGCCGCCACCGCCGGGCCCCGGCCGTCCCTGGCTCCCCTCCTGCCTCGAGAAGGGCAGGGCTTCTCA 
GAGGCTTGGCGGGAAAAAAGAACGGAGGGAGGGATCGCGCTGAGTATAAAAGCCGGTTTTCGGGGCTXTATCTAA 
CTCGCTGTAGTAATTCCAGCGAGAGGCAGAGGGAGCGAGCGGGCGGCCGGCTAGGGTGGAAGAGCCGGGCGAGCA 
GAGCTGCGCTGCGGGCGTCCTGGGAAGGGAGATCCGGAGCGAATAGGGGGCTTCGCCTCTGGCCCAGCCCTCCCG 
CTTGATCCCCCAGGCCAGCGGTCCGCAACCCTTGCCGCATCCACGAAACTTTGCCCATAGCAGCGGGCGGGCACT 
TTGCACTGGAACTTACAACACCCGAGCAAGGACGCGACTCTCCCGACGCGGGGAGGCTATTCTGCCCATTTGGGG 
ACACTTCCCCGCCGCTGCCAGGACCCGCTTCTCTGAAAGGCTCTCCTTGCAGCTGCTTAGACGCTGGATTTTTTT 

cgggtagtggaaaaccagcagcctcccgcgacgatq:ccctcaacgttagcttcaccaacaggaactatgacctc 

GACTACGACTCGGTGCAGCCGTATTTCTACTGCGACGAGGAGGAGAACTTCTACCAGCAGCAGCAGCAGAGCGAG 

CTGCAGCCCCCGGCGCCCAGCGAGGATATCTGGAAGAAATTCGAGCTGCTGCCCACCCCGCCCCTGTCCCCTAGC 

CGCCGCTCCGGGCTCTGCTCGCCCTCCTACGTTGCGGTCACACCCTTCTCCCTTCGGGGAGACAACGACGGCGGT 

GGCGGGAGCTTCTCCACGGCCGACCAGCTGGAGAXGGTGACCGAGCTGCTGGGAGGAGACATGGTGAACCAGAGT 

TTCATCTGCGACCCGGACGACGAGACCTTCATCAAAAACATCATCATCCAGGACTGTATGTGGAGCGGCTTCTCG 

GCCGCCGCCAAGCTCGTCTCAGAGAAGCTGGCCTCCTACCAGGCTGCGCGCAAAGACAGCGGCAGCCCGAACCCC 

GCCCGCGGCCACAGCGTCTGCTCCACCTCCAGCTTGTACCTGCAGGATCTGAGCGCCGCCGCCTCAGAGTGCATC 

GACCCCTCGGTGGTCTTCCCCTACCCTCTCAACGACAGCAGCTCGCCCAAGTCCTGCGCCTCGCAAGACTCCAGC 

GCCTTCTCTCCGTCCTCGGATTCTCTGCTCTCCTCGACGGAGTCCTCCCCGCAGGGCAGCCCCGAGCCCCTGGTG 

CTCCATGAGGAGACACCGCCCACCACCAGCAGCGACTCTGAGGAGGAACAAGAAGATGAGGAAGAAATCGATGTT 

GTTTCTGTGGAAAAGAGGCAGGCTCCTGGCAAAAGGTCAGAGTCTGGATCACCTTCTGCTGGAGGCCACAGCAAA 

CCTCCTCACAGCCCACTGGTCCTCAAGAGGTGCCACGTCTCCACACATCAGCACAACTACGCAGCGCCTCCCTCC 

ACTCGGAAGGACTATCCTGCTGCCAAGAGGGTCAAGTTGGACAGTGTCAGAGTCCTGAGACAGATCAGCAACAAC 

CGAAAATGCACCAGCCCCAGGTCCTCGGACACCGAGGAGAATGTCAAGAGGCGAACACACAACGTCTTGGAGCGC 

CAGAGGAGGAACGAGCTAAAACGGAGCTTTTTTGCCCTGCGTGACCAGATCCCGGAGTTGGAAAACAATGAAAAG 

GCCCCCAAGGTAGTTATCCTTAAAAAAGCCACAGCATACATCCTGTCCGTCCAAGCAGAGGAGCAAAAGCTCATT 

TCTGAAGAGGACTTGTTGCGGAAACGACGAGAACAGTTGAAACACAAACTTGAACAGCTACGGAACTCTTGTGCG 

TAAGGAAAAGTAAGGAAAACGATTCCTTCTAACAGAAATGTCCTGAGCAATCACCTATGAACTTGTTTCAAATGC 

ATGATCAAATGCAACCTCACAACCTTGGCTGAGTCTTGAGACTGAAAGATTTAGCCATAATGTAAACTGCCTCAA 

ATTGGACTTTGGGCATAAAAGAACTTTTTTATGCTTACCATCTTTTTTTTTTCTTTAACAGATTTGTATTTAAGA 

ATTGTTTTTAAAAAATTTTAA 
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MPLNVSFTNRNYDLDYDSVQPYFYCDEEENFYQQQQQSELQPPAPSEDIWKKFELLPTPPLSPSRRSGLCSPSYV 
AVTPFSLRGDNDGGGGSFSTADQLEMVTELLGGDMVNQSFICDPDDETFIKNIIIQDCMWSGFSAAAKLVSEKLA 
SYQAARKDSGSPNPARGHSVCSTSSLYLQDLSAAASECIDPSWFPYPLNDSSSPKSCASQDSSAFSPSSDSLLS 
STESSPQGSPEPLVLHEETPPTTSSDSEEEQEDEEEIDWSVEKRQAPGKRSESGSPSAGGHSKPPHSPLVLKRC 
HVSTHQHNYAAPPSTRKDYPAAKRVKLDSVRVLRQISIJNRKCTSPRSSDTEENVKRRTHNVLERQRRNELKRSFF 
ALRDQIPELENNEKAPKWILKKATAYILSVQAEEQKLISEEDLLRKRREQLKHKLEQLRNSCA 
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ACTCTGGAGTGGGAGTGGGAGCGAGCGCTTCTGCGACTCCAGTTGTGAGAGCCGCAAGGGCATGGGAATTGACGC 
CACTCACCGACCCCCAGTCTCAATCTCAACGCTGTGAGGAAACCTCGACTTTGCCAGGTCCCCAAGGGCAGCGGG 
GCTCGGCGAGCGAGGCACCCTTCTCCGTCCCCATCCCAATCCAAGCGCTCCTGGCACTGACGACGCCAAGAGACT 
CGAGTGGGAGTTAAAGCTTCCAGTGAGGGCAGCAGGTGTCCAGGCCGGGCCTGCGGGTTCCTGTTGACGTCTTGC 
CCTAGGCAAAGGTCCCAGTTCCTTCTCGGAGCCGGCTGTCCCGCGCCACTGGAAACCGCACCTCCCCGCAGCATG 

GGCACCAGCCTCAGCCCGAACGACCCTTGGCCGCTAAACCCGCTGTCCATCCAGCAGACCACGCTCCTGCTACTC 

CTGTCGGTGCTGGCCACTGTGCATGTGGGCCAGCGGCXGCTGAGGCAACGGAGGCGGCAGCTCCGGTCCGCGCCC 

CCGGGCCCGTTTGCGTGGCCACTGATCGGAAACGCGGCGGCGGTGGGCCAGGCGGCTCACCTCTCGTTCGCTCGC 

CTGGCGCGGCGCTACGGCGACGTTTTCCAGATCCGCCTGGGCAGCTGCCCCATAGTGGTGCTGAATGGCGAGCGC 

GCCATCCACCAGGCCCTGGTGCAGCAGGGCTCGGCCTTCGCCGACCGGCCGGCCTTCGCCTCCTTCCGTGTGGTG 

TCCGGCGGCCGCAGCATGGCTTTCGGCCACTACTCGGAGCACTGGAAGGTGCAGCGGCGCGCAGCCCACAGCATG 

ATGCGCAACTTCTTCACGCGCCAGCCGCGCAGCCGCCAAGTCCTCGAGGGCCACGTGCTGAGCGAGGCGCGCGAG 

CTGGTGGCGCTGCTGGTGCGCGGCAGCGCGGACGGCGCCTTCCTCGACCCGAGGCCGCTGACCGTCGTGGCCGTG 

GCCAACGTCATGAGTGCCGTGTGTTTCGGCTGCCGCTACAGCCACGACGACCCCGAGTTCCGTGAGCTGCTCAGC 

CACAACGAAGAGTTCGGGCGCACGGTGGGCGCGGGCAGCCTGGTGGACGTGATGCCCTGGCTGCAGTACTTCCCC 

AACCCGGTGCGCACCGTTTTCCGCGAATTCGAGCAGCTCAACCGCAACTTCAGCAACTTCATCCTGGACAAGTTC 

TTGAGGCACTGCGAAAGCCTTCGGCCCGGGGCCGCCCCCCGCGACATGATGGACGCCTTTATCCTCTCTGCGGAA 

AAGAAGGCGGCCGGGGACTCGCACGGTGGTGGCGCGCGGCTGGATTTGGAGAACGTACCGGCCACTATCACTGAC 

ATCTTCGGCGCCAGCCAGGACACCCTGTCCACCGCGCTGCAGTGGCTGCTCCTCCTCTTCACCAGGTATCCTGAT 

GTGCAGACTCGAGTGCAGGCAGAATTGGATCAGGTCGTGGGGAGGGACCGTCTGCCTTGTATGGGTGACCAGCCC 

AACCTGCCCTATGTCCTGGCCTTCCTTTATGAAGCCATGCGCTTCTCCAGCTTTGTGCCTGTCACTATTCCTCAT 

GCCACCACTGCCAACACCTCTGTCTTGGGCTACCACATTCCCAAGGACACTGTGGTTTTTGTCAACCAGTGGTCT 

GTGAATCATGACCCAGTGAAGTGGCCTAACCCGGAGAACTTTGATCCAGCTCGATTCTTGGACAAGGATGGCCTC 

ATCAACAAGGACCTGACCAGCAGAGTGATGATTTTTTCAGTGGGCAAAAGGCGGTGCATTGGCGAAGAACTTTCT 

AAGATGCAGCTTTTTCTCTTCATCTCCATCCTGGCTCACCAGTGCGATTTCAGGGCCAACCCAAATGAGCCTGCG 

AAAATGAATTTCAGTTATGGTCTAACCATTAAACCCAAGTCATTTAAAGTCAATGTCACTCTCAGAGAGTCCATG 

GAGCTCCTTGATAGTGCTGTCCAAAATTTACAAGCCAAGGAAACTTGCCAATAAGAAGCAAGAGGCAAGCTGAAA 

TTTTAGAAATATTCACATCTTCGGAGATGAGGAGTAAAATTCAGTTTTTTTCCAGTTCCTCTTTTGTGCTGCTTC 

TCAATTAGCGTTTAAGGTGAGCATAAATCAACTGTCCATCAGGTGAGGTGTGCTCCATACCCAGCGGTTCTTCAT 

GAGTAGTGGGCTATGCAGGAGCXTCTGGGAGATTTTTTTGAGTCAAAGACTTAAAGGGCCCAATGAATTATTATA 

TACATACTGCATCTTGGTTATTTCTGAAGGTAGCATTCTTTGGAGTTAAAATGCACATATAGACACATACACCCA 

AACACTTACACCAAACTACTGAATGAAGAAGTATTTTGGTAACCAGGCCATTTTTGGTGGGAATCCAAGATTGGT 

CTCCCATATGCAGAAATAGACAAAAAGTATATTAAACAAAGTTTCAGAGTATATTGTTGAAGAGACAGAGACAAG 

TAATTTCAGTGTAAAGTGTGTGATTGAAGGTGATAAGGGAAAAGATAAAGACCAGAAATTCCCTTTTCACCTTTT 

CAGGAAAATAACTTAGACTCTAGTATTTATGGGTGGATTTATCCTTTTGCCTTCTGGTATACTTCCTTACTTTTA 

AGGATAAATCATAAAGTCAGTTGCTCAAAAAGAAATCAATAGTTGAATTAGTGAGTATAGTGGGGTTCCATGAGT 

TATCATGAATTTTAAAGTATGCATTATTAAATTGTAAAACTCCAAGGTGATGTTGTACCTCTTTTGCTTGCCAAA 

GTACAGAATTTGAATTATCAGCAAAGAAAAAAAAAAAAGCCAGCCAAGCTTTAAATTATGTGACCATAATGTACT 

GATTTCAGTAAGTCTCATAGGTTAAAAAAAAAAGTCACCAAATAGTGTGAAATATATTACTTAACTGTCCGTAAG 

CAGTATATTAGTATTATCTTGTTCAGGAAAAGGTTGAATAATATATGCCTTGTGTAATATTGAAAATTGAAAAGT 

ACAACTAACGCAACCAAGTGTGCTAAAAATGAGCTTGATTAAATCAACCACCTATTTTTGACATGGAAATGAAGC 

AGGGTTTCTTTTCTTCACTCAAATTTTGGCGAATCTCAAAATTAGATCCTAAGATGTGTTCTTATTTTTATAACA 

TCTTTATTGAAATTCTATTTATAATACAGAATCTTGTXTTGAAAATAACCTAATTAATATATTAAAATTCCAAAT 

TCATGGCATGCTTAAATTTTAACTAAATTTTAAAGCCATTCTGATTATTGAGTTCCAGTTGAAGTTAGTGGAAAT 

CTGAACATTCTCCTGTGGAAGGCAGAGAAATCTAAGCTGTGTCTGCCCAATGAATAATGGAAAATGCCATGAATT 

ACCTGGATGTTCTTTTTACGAGGTGACAAGAGTTGGGGACAGAACTCCCATTACAACTGACCAAGTTTCTCTTCT 

AGATGATTTTTTGAAAGTTAACATTAATGCCTGCTTTTTGGAAAGTCAGAATCAGAAGATAGTCTTGGAAGCTGT 

TTGGAAAAGACAGTGGAGATGAGGTCAGTTGTGTTTTTTAAGATGGCAATTACTTTGGTAGCTGGGAAAGCATAA 
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AGCTCAAATGAAATGTATGCATTCACATTTAGAAAAGTGAATTGAAGTTTCAAGTTTTAAAGTTCATTGCAATTA 

AACTTCCAAAGAAAGTTCTACAGTGTCCTAAGTGCTAAGTGCTTATTAGATTTTATTAAGCTTTTTGGAATCTTT 

GTACCAAAATTTTAAAAAAGGGAGTTTTTGATAGTTGTGTGTATGTGTGTGTGGGGTGGGGGGATGGTAAGAGAA 

AAGAGAGAAACACTGAAAAGAAGGAAAGATGGTTAAACATTTTCCCACTCATTCTGAATTAATTAATTTGGAGCA 

CAAAATTCAAAGCATGGACATTTAGAAGAAAGATGTTTGGCGTAGCAGAGTTAAATCTCAAATAGGCTATTAAAA 

AAGTCTACAACATAGCAGATCTGTTTTGTGGTTTGGAATATTAAAAAACTTCATGTAATTTTATTTTAAAATTTC 

ATAGCTGTACTTCTTGAATATAAAAAAXCATGCCAGTATTTTTAAAGGCATTAGAGTCAACTACACAAAGCAGGC 

TTGCCCAGTACATTTAAATTTTTTGGCACTTGCCATTCCAAAATATTATGCCCCACCAAGGCTGAGACAGTGAAT 

TTGGGCTGCTGTAGCCTATTTTTTTAGATTGAGAAATGTGTAGCTGCAAAAATAATCATGAACCAATCTGGATGC 

CTCATTATGTCAACCAGGTCCAGATGTGCTATAATCTGTTTTTACGTATGTAGGCCCAGTCGTCATCAGATGCTT 

GCGGCAAAAGAAAGCTGTGTTTATATGGAAGAAAGTAAGGTGCTTGGAGTTTACCTGGCTTATTTAATATGCTTA 

TAACCTAGTTAAAGAAAGGAAAAGAAAACAAAAAACGAATGAAAATAACTGAATTTGGAGGCTGGAGTAATCAGA 

TTACTGCTTTAATCAGAAACCCTCATTGTGTTTCTACCGGAGAGAGAATGTATTTGCTGACAACCATTAAAGTCA 

GAAGTTTTACTCCAGGTTATTGCAATAAAGTATAATGTTTATTAAATGCTTCATTTGTATGTCAAAGCTTTGACT 

CTATAAGCAAATTGCTTTTTTCCAAAACAAAAAGATGTCTCAGGTTTGTTTTGTGAATTTTCTAAAAGCTTTCAT 

GTCCCAGAACTTAGCCTTTACCTGTGAAGTGTTACTACAGCCTTAATATTTTCCTAGTAGATCTATATTAGATCA 

AATAGTTGCATAGCAGTATATGTTAATTTGTGTGTTTTTAGGTGTGACACAACTGTGTGATTAAAAGGTATACTT 

TAGTAGACATTTATAACTCAAGGATACCTTCTTATTTAATCTTTTCTTATTTTTGTACTTTATCATGAATGCTTT 

TAGTGTGTGCATAATAGCTACAGTGCATAGTTGTAGACAAAGTACATTCTGGGGAAACAACATTTATATGTAGCC 

TTTACTGTTTGATATACCAAATTAAAAAAAAATTGTATCTCATTACTTATACTGGGACACCATTACCAAAATAAT 

AAAAATCACTTTCATAATCTTGAAAAAA 
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RLARRYGDVFQIRLGSCPIWLNGERAIHQALVQQGSAFADRPAFASFRWSGGRSMAFGHYSEHWKVQRRAAHS 
MMRNFFTRQPRSRQVLEGHVLSEARELVALLVRGSADGAFLDPRPLTVVAVANVMSAVCFGCRYSHDDPEFRELL 
SHNEEFGRTVGAGSLVDVMPWLQYFPNPVRTWREFEQLNRNFSNFILDKFLRHCESLRPGAAPRDMMDAFILSA 
EKKAAGDSHGGGARLDLENVPATITDIFGASQDTLSTALQWLLLLFTRYPDVQTRVQAELDQWGRDRLPCMGDQ 
PNLPYVLAFLYEAMRFSSFWVTIPHATTANTSVLGYHIPKD 

LINKDLTSRVMIFSVGKRRCIGEELSKMQLFLFISILAHQCDFRANPNEPAKMNFSYGLTIKPKSFKVNVTLRES 
MELLDSAVQNLQAKETCQ 



REPLACEMENT SHEET 



344/2682 

FIGURE 321A 

CTCTCACACACACACACCCCTCCCCTGCCATCCCTCCCCGGACTCCGGCTCCGGCTCCGATTGCAATTTGCAACC 
TCCGCTGCCGTCGCCGCAGCAGCCACCAATTCGCCAGCGGTTCAGGTGGCTCTTGCCTCGATGTCCTAGCCTAGG 
GGCCCCCGGGCCGGACTTGGCTGGGCTCCCTTCACCCTCTGCGGAGTCATGAGGGCGAACGACGCTCTGCAGGTG 
CTGGGCTTGCTTTTCAGCCTGGCCCGGGGCTCCGAGGTGGGCAACTCTCAGGCAGTGTGTCCTGGGACTCTGAAT 
GGCCTGAGTGTGACCGGCGATGCTGAGAACCAATACCAGACACTGTACAAGCTCTACGAGAGGTGTGAGGTGGXG 
ATGGGGAACCTTGAGATTGTGCTCACGGGACACAATGCCGACCTCTCCTTCCTGCAGTGGATTCGAGAAGTGACA 
GGCTATGTCCTCGTGGCCATGAATGAATTCTCTACTCTACCATTGCCCAACCTCCGCGTGGTGCGAGGGACCCAG 
GTCTACGATGGGAAGTTTGCCATCTTCGTCATGTTGAACTATAACACCAACTCCAGCCACGCTCTGCGCCAGCTC 
CGCTTGACTCAGCTCACCGAGATTCTGTCAGGGGGTGTTTATATTGAGAAGAACGATAAGCTTTGTCACATGGAC 
ACAATTGACTGGAGGGACATCGTGAGGGACCGAGATGCTGAGATAGTGGTGAAGGACAATGGCAGAAGCTGTCCC 
CCCTGTCATGAGGTTTGCAAGGGGCGATGCTGGGGTCCTGGATCAGAAGACTGCCAGACATTGACCAAGACCATC 
TGTGCTCCTCAGTGTAATGGTCACTGCTTTGGGCCCAACCCCAACCAGTGCTGCCATGATGAGTGTGCCGGGGGC 
TGCTCAGGCCCTCAGGACACAGACTGCTTTGCCTGCCGGCACTTCAATGACAGTGGAGCCTGTGTACCTCGCTGT 
CCACAGCCTCTTGTCTACAACAAGCTAACTTTCCAGCTGGAACCCAATCCCCACACCAAGTATCAGTATGGAGGA 
GTTTGTGTAGCCAGCTGTCCCCATAACTTTGTGGTGGATCAAACATCCTGTGTCAGGGCCTGTCCTCCTGACAAG 
ATGGAAGTAGATAAAAATGGGCTCAAGATGTGTGAGCCTTGTGGGGGACTATGTCCCAAAGCCTGTGAGGGAACA 
GGCTCTGGGAGCCGCTTCCAGACTGTGGACTCGAGCAACATTGATGGATTTGTGAACTGCACCAAGATCCTGGGC 
AACGTGGACTTTCTGAXCACCGGCCTCAATGGAGACCCCTGGCACAAGATCCCTGCCCTGGACCCAGAGAAGCTC 
AATGTCTTCCGGACAGTACGGGAGATCACAGGTTACCTGAACATCCAGTCCTGGCCGCCCCACATGCACAACTTC 
AGTGTTTTTTCCAATTTGACAACCATTGGAGGCAGAAGCCTCTACAACCGGGGCTTCTCATTGTTGATCATGAAG 
AACTTGAATGTCACATCTCTGGGCTTCCGATCCCTGAAGGAAATTAGTGCTGGGCGTATCTATATAAGTGCCAAT 
AGGCAGCTCTGCTACCACCACTCTTTGAACTGGACCAAGGTGCTTCGGGGGCCTACGGAAGAGCGACTAGACATC 
AAGCATAATCGGCCGCGCAGAGACTGCGTGGCAGAGGGCAAAGTGTGTGACCCACTGTGCTCCTCTGGGGGATGC 
TGGGGCCCAGGCCCTGGTCAGTGCTTGTCCTGTCGAAATTATAGCCGAGGAGGTGTCTGTGTGACCCACTGCAAC 
TTTCTGAATGGGGAGCCTCGAGAATTTGCCCATGAGGCCGAATGCTTCTCCTGCCACCCGGAATGCCAACCCATG 
GGGGGCACTGCCACATGCAATGGCTCGGGCTCTGATACTTGTGCTCAATGTGCCCATTTTCGAGATGGGCCCCAC 
TGTGTGAGCAGCTGCCCCCATGGAGTCCTAGGTGCCAAGGGCCCAATCTACAAGTACCCAGATGTTCAGAATGAA 
TGTCGGCCCTGCCATGAGAACTGCACCCAGGGGTGTAAAGGACCAGAGCTTCAAGACTGTTTAGGACAAACACTG 
GTGCTGATCGGCAAAACCCATCTGACAATGGCTTTGACAGTGATAGCAGGATTGGTAGTGATTTTCATGATGCTG 
GGCGGCACTTTTCTCTACTGGCGTGGGCGCCGGATTCAGAATAAAAGGGCTATGAGGCGATACTTGGAACGGGGT 
GAGAGCATAGAGCCTCTGGACCCCAGTGAGAAGGCTAACAAAGTCTTGGCCAGAATCTTCAAAGAGACAGAGCTA 
AGGAAGCTTAAAGTGCTTGGCTCGGGTGTCTTTGGAACTGTGCACAAAGGAGTGTGGATCCCTGAGGGTGAATCA 
ATCAAGATTCCAGTCTGCATTAAAGTCATTGAGGACAAGAGTGGACGGCAGAGTTTTCAAGCTGTGACAGATCAT 
ATGCTGGCCATTGGCAGCCTGGACCATGCCCACATTGTAAGGCTGCTGGGACTATGCCCAGGGTCATCTCTGCAG 
CTTGTCACTCAATATTTGCCTCTGGGTTCTCTGCTGGATCATGXGAGACAACACCGGGGGGCACTGGGGCCACAG 
CTGCTGCTCAACTGGGGAGTACAAATTGCCAAGGGAATGTACTACCTTGAGGAACATGGTATGGTGCATAGAAAC 
CTGGCTGCCCGAAACGTGCTACTCAAGTCACCCAGTCAGGTTCAGGTGGCAGATTTTGGTGTGGCTGACCTGCTG 
CCTCCTGATGATAAGCAGCTGCTATACAGTGAGGCCAAGACTCCAATTAAGTGGATGGCCCTTGAGAGTATCCAC 
TTTGGGAAATACACACACCAGAGTGATGTCTGGAGCTATGGTGTGACAGTTTGGGAGTTGATGACCTTCGGGGCA 
■ GAGCCCTATGCAGGGCTACGATTGGCTGAAGTACCAGACCTGCTAGAGAAGGGGGAGCGGTTGGCACAGCCCCAG 
ATCTGCACAATTGATGTCTACATGGTGATGGTCAAGTGTTGGATGATTGATGAGAACATTCGCCCAACCTTTAAA 
GAACTAGCCAATGAGTTCACCAGGATGGCCCGAGACCCACCACGGTATCTGGTCATAAAGAGAGAGAGTGGGCCT 
GGAATAGCCCCTGGGCCAGAGCCCCATGGTCTGACAAACAAGAAGCTAGAGGAAGTAGAGCTGGAGCCAGAACTA 
GACCTAGACCTAGACTTGGAAGCAGAGGAGGACAACCTGGCAACCACCACACTGGGCTCCGCCCTCAGCCTACCA 
GTTGGAACACTTAATCGGCCACGTGGGAGCCAGAGCCTTTTAAGTCCATCATCTGGATACATGCCCATGAACCAG 
GGTAATCTTGGGGGGTCTTGCCAGGAGTCTGCAGTTTCTGGGAGCAGTGAACGGTGCCCCCGTCCAGTCTCTCTA 
CACCCAATGCCACGGGGATGCCTGGCATCAGAGTCATCAGAGGGGCATGTAACAGGCTCTGAGGCTGAGCTCCAG 
GAGAAAGTGTC7VATGTGTAGAAGCCGGAGCAGGAGCCGGAGCCCACGGCCACGCGGAGATAGCGCCTACCATTCC 
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CAGCGCCACAGTCTGCTGACTCCTGTTACCCCACTCTCCCCACCCGGGTTAGAGGAAGAGGATGTCAACGGTTAT 

GTCATGCCAGATACACACCTCAAAGGTACTCCCTCCTCCCGGGAAGGCACCCTTTCTTCAGTGGGTCTCAGTTCT 

GTCCTGGGTACTGAAGAAGAAGATGAAGATGAGGAGTATGAATACATGAACCGGAGGAGAAGGCACAGTCCACCT 

CATCCCCCTAGGCCAAGTTCCCTTGAGGAGCTGGGTTATGAGTACATGGATGTGGGGTCAGACCTCAGTGCCTCT 

CTGGGCAGCACACAGAGTTGCCCACTCCACCCTGTACCCATCATGCCCACTGCAGGCACAACTCCAGATGAAGAC 

TATGAATATATGAATCGGCAACGAGATGGAGGTGGTCCTGGGGGTGATTATGCAGCCATGGGGGCCTGCCCAGCA 

TCTGAGCAAGGGTATGAAGAGATGAGAGCTTTTCAGGGGCCTGGACATCAGGCCCCCCATGTCCATTATGCCCGC 

CTAAAAACTCTACGTAGCTTAGAGGCTACAGACTCTGCCTTTGATAACCCTGATTACTGGCATAGCAGGCTTTTC 

CCCAAGGCTAATGCCCAGAGAACGTAACTCCTGCTCCCTGTGGCACTCAGGGAGCATTTAATGGCAGCTAGTGCC 

TTTAGAGGGTACCGTCTTCTCCCTATTCCCTCTCTCTCCCAGGTCCCAGCCCCTTTTCCCCAGTCCCAGACAATT 

CCATTCAATCTTTGGAGGCTTTTAAACATTTTGACACAAAATTCTTATGGTATGTAGCCAGCTGTGCACTTTCTT 

CTCTTTCCCAACCCCAGGAAAGGTTTTCCTTATTTTGTGTGCTTTCCCAGTCCCATTCCTCAGCTTCTTCACAGG 

CACTCCTGGAGATATGAAGGATTACTCTCCATATCCCTTCCTCTCAGGCTCTTGACTACTTGGAACTAGGCTCTT 

ATGTGTGCCTTTGTTTCCCATCAGACTGTCAAGAAGAGGAAAGGGAGGAAACCTAGCAGAGGAAAGTGTAATTTT 

GGTTTATGACTCTTAACCCCCTAGAAAGACAGAAGCTTAAAATCTGTGAAGAAAGAGGTTAGGAGTAGATATTGA 

TTACTATCATAATTCAGCACTTAACTATGAGCCAGGCATCATACTAAACTTCACCTACATTATCTCACTTAGTCC 

TTTATCATCCTTAAAACAATTCTGTGACATACATATTATCTCATTTTACACAAAGGGAAGTCGGGCATGGTGGCT 

CATGCCTGTAATCTCAGCACTTTGGGAGGCTGAGGCAGAAGGATTACCTGAGGCAAGGAGTTTGAGACCAGCTTA 

GCCAACATAGTAAGACCCCCATCTC 
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MRANDALQVLGLLFSLARGSEVGNSQAVCPGTLNGLSVTGDAENQYQTLYKLYERCEWMGNLEIVLTGHNADLS 
FLQWIREVTGYVLVAMNEFSTLPLPNLRWRGTQVYDGKFAIFVMLNYNTNSSHALRQLRLTQLTEILSGGVYIE 
KNDKLCHMDTIDWRDIVRDRDAEIWKDNGRSCPPCHEVCKGRCWGPGSEDCQTLTKTICAPQCNGHCFGPNPNQ 
CCHDECAGGCSGPQDTDCFACRHFNDSGACVPRCPQPLVYNKLTFQLEPNPHTKYQYGGVCVASCPHNFWDQTS 
CVRACPPDKMEVDKNGLKMCEPCGGLCPKACEGTGSGSRFQTVDSSNIDGFVNCTKILGNLDFLITGLNGDPWHK 
IPALDPEKLNVFRTVREITGYLNIQSWPPHMHNFSVFSNLTTIGGRSLYNRGFSLLIMKNLNVTSLGFRSLKEIS 
AGRIYISANRQLCYHHSLNWTKVLRGPTEERLDIKHNRPRRDCVAEGKVCDPLCSSGGCWGPGPGQCLSCRNYSR 
GGVCVTHCNFLNGEPREFAHEAECFSCHPECQPMGGTATCNGSGSDTCAQCAHFRDGPHCVSSCPHGVLGAKGPI 
YKYPDVQNECRPCHENCTQGCKGPELQDCLGQTLVLIGKTHLTMALTVIAGLWIFMMLGGTFLYWRGRRIQNKR 
AMRRYLERGESIEPLDPSEKANKVLARIFKETELRKLKVLGSGVFGTVHKGWIPEGESIKIPVCIKVIEDKSGR 
QSFQAVTDHMLAIGSLDHAHIVRLLGLCPGSSLQLVTQYLPLGSLLDHVRQHRGALGPQLLLNWGVQIAKGMYYL 
EEHGMVHRNLAARNVLLKSPSQVQVADFGVADLLPPDDKQLLYSEAKTPIKWMALESIHFGKYTHQSDVWSYGVT 
WELMTFGAEPYAGLRIJ\EVPDLLEKGERLAQPQICTID^ 

LVIKRESGPGIAPGPEPHGLTNKKLEEVELEPELDLDLDLEAEEDNLATTTLGSALSLPVGTLNRPRGSQSLLSP 
SSGYMPMNQGNLGGSCQESAVSGSSERCPRPVSLHPMPRGCLASESSEGHVTGSEAELQEKVSMCRSRSRSRSPR 
PRGDSAYHSQRHSLLTPVTPLSPPGLEEEDVNGYVMPDTHLKGTPSSREGTLSSVGLSSVLGTEEEDEDEEYEYM 
NRRRRHSPPHPPRPSSLEELGYEYMDVGSDLSASLGSTQSCPLHPVPIMPTAGTTPDEDYEYMNRQRDGGGPGGD 
YAAMGACPASEQGYEEMRAFQGPGHQAPHVHYARLKTLRSLEATDSAFDNPDYWHSRLFPKANAQRT 
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GTCGGCCGTCCCCTTTAATTTTTAAATACACGGTCCCCTCTTTTCTCTGGGGGGGGCAAGCAAGAAATCAAAGAA 

GGAGGAGACAAGCCGTCAATTTTCTCCAAAACAAACCCCACCGGGCAATTTGGTCTCGGGGTAGGGGGAGACGGG 

GTGATTGCAAATTATTCCAGGACGAGATCCAGTTCTCCAGCGGGAAAGGGGCAAAGGAACGCCGCGCGTTGGAAG 

GGCCAGGGTACGCAGCTCCCCTTGCAGCGCCCGCAGGACCCCCGCAAGCTCGTGCCGGCGAAATCGGAGACCGCC 

GATCTGTCCTCGTTCTCTCCTGCACGTCTGGCTGCATTCGGAGGAAGACCTGGGGCGCGAGCGAGCGGCGACAGC 

ATGAGCCTGTGCTGACCTCCGCGCGGCGGGCCGAGCCCAGGGCTTTGTCGCGGTACCTGCGCCCAGCCCGCGCCG 

CAACTCTGTGCCCAGCTTTTGCAATCTTTTGTTGCAGCGCTGACCGCACCAAGTTAAATGCTCCCTTGCAATTTT 

TCTTTTTTTTGTTTGTTTGTTTAATTTTTGGAGAGCTCGCGATCTTGGAAAAGCCTCAGACGCCATCTACAGTTA 

AAACGTAGGTAACTGCCCTCTCCCGCACCCCCCCCTTACACGCCCCCCACCCTTTCCACCAAAAAAAGGGGGTGC 

AGCGCGGATTCTGGCTGCCGXGCGTCGCCAGCCGGTAGACCCGTGCTTGTTTCCTTTCTCTTTTTGTTTGGCTTC 

TAACGCGTTGGGACTGAGTCGCCGCCGTGAGCTCCCCGAAGACTGCACAAACTACCGCGGGCTCCTCCGCCCCGT 

CTGCGATTCGGAAGCCGGCCTGGGGGTCGCGTCGGGAGCCCTGCGCTGCAGCTCCGCACCTTAGCAGCCCGGGTA 

CTCATCCAGATCCACGCCGGGGACACACACACAGAGTAACTAAAAGTGCGGCGATTCTGCACATCGCCGACTGCT 

TTGGGGTAACAAAAAGACCCGAGTTGCCTGCCGACCGAGGACCCCCGGGAGCCGGGCTCGGAGCAGACGAGGTAT 

CCGGCGGCGCCCATTTGGGGGCTTCTAACTCTTTCTCCACGCAGCCCCTCTTCTGTCCCCTCCCCTCTCGCTCCC 

TTTTAAAATCAGTGGCACCGAGGCGCCTGCAGCCGCACTCGCCAGCGACTCATCTCTCCAGCGGGTTTTTTTTTG 

TTTGTCGTGTGCGATCCTCACACTCATGAACATACACAGGTCTACCCCCATCACAATAGCGAGATATGGGAGATC 

GCGGAACAAAACCCAGGATTTCGAAGAGTTGTCGTCTATAAGGTCCGCGGAGCCCAGCCAGAGTTTCAGCCCGAA 

CCTCGGCTCCCCGAGCCCGCCCGAGACTCCGAACTTGTCGCATTGCGTTTCTTGTATCGGGAAATACTTATTGTT 

GGAACCTCTGGAGGGAGACCACGTTTTTCGTGCCGTGCATCTGCACAGCGGAGAGGAGCTGGTGTGCAAGGTGTT 

TGATATCAGCTGCTACCAGGAATCCCTGGCACCGTGCTTTTGCCTGTCTGCTCATAGTAACATCAACCAAATCAC 

TGAAATTATCCTGGGTGAGACCAAAGCCTATGXGTTCTTTGAGCGAAGCTATGGGGACATGCATTCCTTCGTCCG 

CACCTGCAAGAAGCTGAGAGAGGAGGAGGCAGCCAGACTGTTCTACCAGATTGCCTCGGCAGTGGCCCACTGCCA 

TGACGGGGGGCTGGTGCTGCGGGACCTCAAGCTGCGGAAATTCATCTTTAAGGACGAAGAGAGGACTCGGGTCAA 

GCTGGAAAGCCTGGAAGACGCCTACATTCTGCGGGGAGATGATGATTCCCTCTCCGACAAGCATGGCTGCCCGGC 

TTACGTAAGCCCAGAGATCTTGAACACCAGTGGCAGCTACTCGGGCAAAGCAGCCGACGTGTGGAGCCTGGGGGT 

GATGCTGTACACCATGTTGGTGGGGCGGTACCCTTTCCATGACATTGAACCCAGCTCCCTCTTCAGCAAGATCCG 

GCGTGGCCAGTTCAACATTCCAGAGACTCTGTCGCCCAAGGCCAAGTGCCTCATCCGAAGCATTCTGCGTCGGGA 

GCCCTCAGAGCGGCTGACCTCGCAGGAAATTCTGGACCATCCTTGGTTTTCTACAGATTTTAGCGTCTCGAATTC 

AGCATATGGTGCTAAGGAAGTGTCTGACCAGCTGGTGCCGGACGTCAACATGGAAGAGAACTTGGACCCTTTCTT 

TAACTGAGCTCATGCCCCACGGAGACTTAGCAGGTTCCAGGAGTGAGCGAGGGCAGCGGAAAGGAGTTCTTCCGG 

GGGACACGAATTGCCTGGCTGAGTAGCAAGAAAGACACACTCTTAAGTTTCTTGGTTCAGAGCAGGAAAACCTTC 

AAGGAGCTGACTGACCACGTAGCATGGGGGCAAGAGGCGTGGGATGGGGATTGGGGTGAGATGGATGGGAGCCCG 

CTGGAGCTTGTCTTCCCTAACATAGCCTGGGAGACCACCCCTTGCCACTTGGGCCACTTCCGCCTACCCCACTTT 

TCATTTTGTTCCAAAATAGTTGCAGATCCTGACAGAATCAAAACTCTCTGCCTCAAACACACATCCTGGCATCGC 

ACTGTTAGCATTTAACTTCTTGTTAGGATTCAGGGAAGGAACAGTTGGCCAAGAATTTTTTTTCTTTTAAACAAG 

CCAACCACCTAGCTGGTAATTAATGAGGTTCACTTAAAAAAAAAATTCGGTGCACACAGACTGACATGAAACCTG 

GGTGCTACAGTAAAAGAAAACAAAAGTCCAGTTTGTGTCTCTTAATCGCTCACTTCAACTCATTTCTTCTAAATA 

AACTATTTAATATCCTGGTCAGGAAATGACATGTTAATGCTTTGCTCCCTGAAGGGGGAAAAAATCTGTCCTTTA 

ACAAGCTATTCTGTTTTGTGTCAATTGGGTCCGTGGCAAGGAAGCTATTAGGAAGTCAAACGGTCCAGGATGCAT 

TACCTGCTAATCCTTAGGTTTAAAGGGGGAAAGAAAAGGGAAGAAGAAAGGAAAAGAGAAATCCAACTCCTTTTT 

CATGTTTTGCTTTTGAACAATGAGGGTTTGTGTGACAGGCATTCCTCTTTGCTGAGATGATAGCAATGGCCTGAG 

ATTTTAGCAAGCTCCTGGAGTCTGATGCTTTTGCAGTACTCTGATCGCAACTAAACATTTGTCTTTGTTTTATTA 

GAAACTAGTGAAACAAAGCAGGTTGTCCCACATGTATAAAATACAGGGCAGCTATTTAGTTTTCTTTACAGAGAA 

TGATCCTTTTAAGGCTTGTAAGGCCCTCTGGTTTGGACAAAAACCCTCAGTAGAGACAAGCGGGAAGGATAATTA 

GCTGAAAGCTATGATGATATAAATAAAAACAGCTCTCTATCCCAATACGCACCTTTGTATTTTCAAGAACTCTTC 

TATTTATTAAGGAAAATGTCACATTGTGATGTATTAAGCCAGTACTTCAATTACGGGTTGACTTGGGATGACATA 

TTACATGCTGTAGTTAACATTTATAATTCTTTTTCCTTGTTTGAGTATTTCTGTCTCTGAAATAACCTTTTACTT 
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GGCTTTTCTAGATAGCTTTATTTGATTTCGAGTGGCAAAATGTTTTTTATTACGGCTTTTCTATTGCTGTATGAT 
ACAGAACTCTTTTGGCATAAATATTTGTGTTCCCAGTACCTCACTTGTTCGGATTTGACTGCCTGTATATGTTTT 
GTGAAATGGTCCTGTTTTTGGGTAGGTGACACGTGGACTCTAGTATGTAAATGTTACTTGAATCTGTGCTTCATA 
ATAGTGTGTGGCATGTATGTGCAGACTCTTGGATGCTTTATGCCTGCGCACCAGGAGCCCTGTCCTCACGTTCCC 
AGGAGGGCGGCTTCACCCTTCGTAACCAGGAGACAAGGCGGCCATGGATTTGCCCTTGATTCTATTTTGCTAATG 
GAAGATAGAAAGGAGAGAAGGTXTTTTTTTTTTTTTAACATTCTGAAGATGGTGCTGTGTCAAGAAGGACCTTTT 
TTTTCCCCTCTCCCCTATTTTTTAAGTACCTTGGAGGAGGAGAGGTTGGTGACATGCATGGTGGGGATCTATGGC 
CTCTGGTGCTTTGTCCTGTATTTGGTTTAATGTTTTTGTCCTAATCTCTTCAATCAATAAAATTGTGCGTATTTA 

ACTAAAAAAAAAAAAAAAAAA 
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MNIHRSTPITIARYGRSRNKTQDFEELSSIRSAEPSQSFSPNLGSPSPPETPNLSHCVSCIGKYLLLEPLEGDHV 
FRAVHLHSGEELVCKVFDISCYQESLAPCFCLSAHSNINQITEIILGETKAYVFFERSYGDMHSFVRTCKKLREE 
EAARLFYQIASAVAHCHDGGLVLRDLKLRKFIFKDEERTRVKLESLEDAYILRGDDDSLSDKHGCPAYVSPEILN 
TSGSYSGKAADVWSLGVMLYTMLVGRYPFHDIEPSSLFSKIRRGQFNIPETLSPKAKCLIRSILRREPSERLTSQ 
EILDHPWFSTDFSVSNSAYGAKEVSDQLVPDVNMEENLDPFFN 
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CGAGGTTCGGGTCGTGGGGCGGAGGGAAGAGCGGGCGGGCGGGAGGCGCCGGCGCCAGACGCGGAGGGAAGGAGC 
TACGAGTAGCCGCCGAGAGGCCGCGGAGCCAGCGACGACCGACCCAGCCGAGCCGCCGCCGCCGCCGCGCCCCCA 
TGGCGGCCGCCAAGGACACTCATGAGGACCATGATACTTCCACTGAGAATACAGACGAGTCCAACCATGACCCTC 
AGTTTGAGCCAATAGTTTCTCTTCCTGAGCAAGAAATTAAAACACTGGAAGAAGATGAAGAGGAACTTTTTAAAA 
TGCGGGCAAAACTGTTCCGATTTGCCTCTGAGAACGATCTCCCAGAATGGAAGGAGCGAGGCACTGGTGACGTCA 
AGCTCCTGAAGCACAAGGAGAAAGGGGCCATCCGCCTCCTCATGCGGAGGGACAAGACCCTGAAGATCTGTGCCA 
ACCACTACATCACGCCGATGATGGAGCTGAAGCCCAACGCAGGTAGCGACCGTGCCTGGGTCTGGAACACCCACG 
CTGACTTCGCCGACGAGTGCCCCAAGCCAGAGCTGCTGGCCATCCGCTTCCTGAATGCTGAGAATGCACAGAAAT 
TCAAAAC7VAAGTTTGAAGAATGCAGGAAAGAGATCGAAGAGAGAGAAAAGAAAGCAGGATCAGGCAAAAATGATC 
ATGCCGAAAAAGTGGCGGAAAAGCTAGAAGCTCTCTCGGTGAAGGAGGAGACCAAGGAGGATGCTGAGGAGAAGC 
AATAAATCGTCTTATTTTATTTTCTTTTCCTCTCTTTCCTTTCCTTTTTTTAAAAAATTTTACCCTGCCCCTCTT 
TTTCGGTTTGTTTTTATTCTTTCATTTTTACAAGGGACGTTATATAAAGAACTGAACTC 
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MAAAKDTHEDHDTSTENTDESNHDPQFEPIVSLPEQEIKTLEEDEEELFKMRAKLFRFASENDLPEWKERGTGDV 
KLLKHKEKGAIRLLMRRDKTLKICANHY 

FKTKFEECRKEIEEREKKAGSGKNDHAEKVAEKLEALSVKEETKEDAEEKQ 
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GGGGGCGTGGCCCCGAGAAGGCGGAGACAAGATGGCCGCCCATAGCGCTTGGAGGACCTAAGAGGCGGTGGCCGG 

GGCCACGCCCCGGGCAGGAGGGCCGCTCTGTGCGCGCCCGCTCTATGATGCTTGCGCGCGTCCCCCGCGCGCCGC 

GCTGCGGGCGGGGCGGGTCTCCGGGATTCCAAGGGCTCGGTTACGGAAGAAGCGCAGCGCCGGCTGGGGAGGGGG 

CTGGATGCGCGCGCACCCGGGGGGAGGCCGCTGCTGCCCGGAGCAGGAGGAGGGGGAGAGTGCGGCGGGCGGCAG 

CGGCGCTGGCGGCGACTCCGCCATAGAGCAGGGGGGCCAGGGCAGCGCGCTCGCCCCGTCCCCGGTGAGCGGCGT 

GCGCAGGGAAGGCGCTCGGGGCGGCGGCCGTGGCCGGGGGCGGTGGAAGCAGGCGGGCCGGGGCGGCGGCGTCTG 

TGGCCGTGGCCGGGGCCGGGGCCGTGGCCGGGGACGGGGACGGGGCCGGGGCCGGGGCCGCGGCCGTCCCCCGAG 

TGGCGGCAGCGGCCTTGGCGGCGACGGCGGCGGCTGCGGCGGCGGCGGCAGCGGTGGCGGCGGCGCCCCCCGGCG 

GGAGCCGGTCCCTTTCCCGTCGGGGAGCGCGGGGCCGGGGCCCAGGGGACCCCGGGCCACGGAGAGCGGGAAGAG 

GATGGATTGCCCGGCCCTCCCCCCCGGATGGAAGAAGGAGGAAGTGATCCGAAAATCTGGGCTAAGTGCTGGCAA 

GAGCGATGTCTACTACTTCAGTCCAAGTGGTAAGAAGTTCAGAAGCAAGCCTCAGTTGGCAAGGTACCTGGGAAA 

TACTGTTGATCTCAGCAGTTTTGACTTCAGAACTGGAAAGATGATGCCTAGTAAATTACAGAAGAACAAACAGAG 

ACTGCGAAACGATCCTCTCAATCAAAATAAGCTGCGCTGGAACACTCATCGTCCTGCACCATGGCATGCGCTTTC 

AAGACTCTGCTTGCTCATACGCTGTTTGCTCTGCTTGGAATGTGCTTACCCCCTTCCCCTTCATCTGGTGAACTC 

CTACTCATCCAAGACCCAGCTTCATTGTCTCCATCTCTGGGAAGCCTGCCCTGCATACTCCAGGCAGAACCAATC 

CTTTCCTCCATAAGGGTAAACCAGACTTGAATACAACATTGCCAATTAGACAAACAGCATCAATTTTCAAACAAC 

CGGTAACCAAAGTCACAAATCATCCTAGTAATAAAGTGAAATCAGACCCACAACGAATGAATGAACAGCCACGTC 

AGCTTTTCTGGGAGAAGAGGCTACAAGGACTTAGTGCATCAGATGTAACAGAACAAATTATAAAAACCATGGAAC 

TACCCAAAGGTCTTCAAGGAGTTGGTCCAGGTAGCAATGATGAGACCCTTTTATCTGCTGTTGCCAGTGCTTTGC 

ACACAAGCTCTGCGCCAATCACAGGGCAAGTCTCCGCTGCTGTGGAAAAGAACCCTGCTGTTTGGCTTAACACAT 

CTCAACCCCTCTGCAAAGCTTTTATTGTCACAGATGAAGACATCAGGAAACAGGAAGAGCGAGTACAGCAAGTAC 

GCAAGAAATTGGAAGAAGCACTGATGGCAGACATCTTGTCGCGAGCTGCTGATACAGAAGAGATGGATATTGAAA 

TGGACAGTGGAGATGAAGCCTAAGAATATGATCAGGTAACTTTCGACCGACTTTCCCCAAGAGAAAATTCCTAGA 

AATTGAACAAAAATGTTTCCACTGGCTTTTGCCTGTAAGAAAAAAAATGTACCCGAGCACATAGAGCTTTTTAAT 

AGCACTAACCAATGCCTTTTTAGATGTATTTTTGATGTATATATCTATTATTCAAAAAATCATGTTTATTTTGAG 

TCCTAGGACTTAAAATTAGTCTTTTGTAATATCAAGCAGGACCCTAAGATGAAGCTGAGCTTTTGATGCCAGGTG 

CAATCTACTGGAAATGTAGCACTTACGTAAAACATTTGTTTCCCCCACAGTTTTAATAAGAACAGATCAGGAATT 

CTAAATAAATTTCCCAGTTAAAGATTATTGTGACTTCACTGTATATAAACATATTTTTATACTTTATTGAAAGGG 

GACACCTGTACATTCTTCCATCATCACTGTAAAGACAAATAAATGATTATATTCACAGACTGATTGGAATTCTTT 

CTGTTGAAAAGCACACACAATAAAGAACCCCTCGTTAGCCTTCCTCTGATTTACATTCAACTCTGATCCCTGGGC 

CTTAGGTTTGACATGGAGGTGGAGGAAGATAGCGCATATATTTGCAGTATGAACTATTGCCTCTGGACGTTGTGA 

GAATTGTGCTTTCACCAGAATTTCTAAGAATTTCTGCTAAATATCACCTAGCATGTGTAATTTTTTTTCCTTGCC 

TGTGACTTGGACTTTTGATAGTTCTATAAGAATAAGGCTTTTTCTTCCCTTGGGCATGAGTCAGATACACAAGGA 

CCCTTCAGGTGTTACTAGAAGGCGTCCATGTTTATTGTTTTTTAAAGAATGTTTGGCACTCTCTAACGTCCACTA 

GCTTACTGAGTTATCAGGTGCAGGTCAGACTCTTGGCTACAGTGAGAGGCAGCTTCTAGGCAGAGTTGCTTAATG 

AAAGGGTTTGTAATACTTTACAAACCATTACCTGTACCTGGCCTGGCCTCCAAAATATTAACATTCTTTTTCTGT 

TGAAACTCGCGAGTGTAACTTTCATACCACTTGAATTTATTGATATTTAATTATGAAAACTAGCATTACATTATT 

AAACGATTTCTAAAATC 
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MRAHPGGGRCCPEQEEGESAAGGSGAGGDSAIEQGGQGSALAPSPVSGVRREGARGGGRGRGRWKQAGRGGGVCG 
RGRGRGRGRGRGRGRGRGRGRPPSGGSGLGGDGGGCGGGGSGGGGAPRREPVPFPSGSAGPGPRGPRATESGKRM 
DCPALPPGWKKEEVIRKSGLSAGKSDVYYFSPSGKKFRSKPQLARYLGNTVDLSSFDFRTGKMMPSKLQKNKQRL 
RNDPLNQNKLRWNTHRPAPWHALSRLCLLIRCLLCLECAYPLPLHLVNSYSSKTQLHCLHLWEACPAYSRQNQSF 

PP 
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CGGACGCGTGGGAACGAAGCCACCCATTACGGTATGATGATGTCAAACGTGATGCTGATGCTACAGTTACAGCCC 

CTGCTGGCGCAGCCTCTCTGATTCTCTCTCCCTCTCCGCGTCCAGTGCTGGGCTTTTTCAGACAAGTGCATCTCC 

TAACCAGGTCACATTTCAGCCGCGACCCACTCTCCGCCAGTCACCGGAGGCAGACCGCGGGAGGAGAGCTGAGGA 

CAGCCGCGTGCGCTTCGCCAGCAGCGGGGTGGGAGGAAGGACATTAAAATACTGCAGAAGTCAAGACCCCCCAGG 

TCGAACCCAGACCACGATGCGCGCCCCGGGCTGCGGGCGGCTGGTGCTGCCGCTGCTGCTCCTGGCCGCGGCAGC 

CCTGGCCGAAGGCGACGCCAAGGGGCTCAAGGAGGGCGAGACCCCCGGCAATTTCATGGAGGACGAGCAATGGCT 

GTCGTCCATCTCGCAGTACAGCGGCAAGATCAAGCACTGGAACCGCTTCCGAGACGAAGTGGAGGATGACTATAT 

CAAGAGCTGGGAGGACAATCAGCAAGGAGATGAAGCCCTGGATACCACCAAGGACCCCTGCCAGAAGGTGAAGTG 

CAGCCGCCACAAGGTGTGCATTGCCCAGGGCTACCAGCGGGCCATGTGCATCAGTCGCAAGAAGCTGGAGCACAG 

GATCAAGCAGCCGACCGTGAAACTCCATGGAAACAAAGACTCCATCTGCAAGCCCTGCCACATGGCCCAGCTTGC 

CTCTGTCTGCGGCTCAGATGGCCACACTTACAGCTCTGTGTGTAAGCTGGAGCAACAGGCGTGCCTGAGCAGCAA 

GCAGCTGGCGGTGCGATGCGAGGGCCCCTGCCCCTGCCCCACGGAGCAGGCTGCCACCTCCACCGCCGATGGC2VA 

ACCAGAGACTTGCACCGGTCAGGACCTGGCTGACCTGGGAGATCGGCTGCGGGACTGGTTCCAGCTCCTTCATGA 

GAACTCCAAGCAGAATGGCTCAGCCAGCAGTGTAGCCGGCCCGGCCAGCGGGCTGGACAAGAGCCTGGGGGCCAG 

CTGCAAGGACTCCATTGGCTGGATGTTCTCCAAGCTGGACACCAGTGCTGACCTCTTCCTGGACCAGACGGAGCT 

GGCCGCCATCAACCTGGACAAGTACGAGGTCTGCATCCGTCCCTTCTTCAACTCCTGTGACACCTACAAGGATGG 

CCGGGTCTCTACTGCTGAGTGGTGCTTCTGCTTCTGGAGGGAGAAGCCCCCCTGCCTGGCAGAGCTGGAGCGCAT 

CCAGATCCAGGAGGCCGCCAAGAAGAAGCCAGGCATCTTCATCCCGAGCTGCGACGAGGATGGCTACTACCGGAA 

GATGCAGTGTGACCAGAGCAGCGGTGACTGCTGGTGTGTGGACCAGCTGGGGCTGGAGCTGACTGGCACGCGCAC 

GCATGGGAGCCCCGACTGCGATGACATCGTGGGCTTCTCGGGGGACTTTGGAAGCGGTGTCGGCTGGGAGGATGA 

GGAGGAGAAGGAGACGGAGGAAGCAGGCGAGGAGGCCGAGGAGGAGGAGGGCGAGGCAGGCGAGGCTGACGACGG 

GGGCTACATCTGGTAGACGCCCTCAGAAGCCGGCTGCCGGGGGGGACTCAACAGCAGAGCTCTGAGCAGCAGCAG 

GCAACTTCGAGAACGGATCCAGAAATGCAGTCAGAAGGACCCTGCTCCACCTGGGGGGACTGGGAGTGTGAGTGT 

GCATGGCATGTGTGTGGCACAGATGGCTGGGACGGGTGACAGTGTGAGTGCATGTGTGCATGCATGTGTGTATGT 

GTGTGTGTGTGTGGCATGCGCTGACAAATGTGTCCTTGATCCACACTGCTCCTGGCAGAGXGAGTAACCCAAAGG 

CCCCTTCGGCCTCCTTGTAGCTGTTTTCTTTCCTTTTGTTGTTGGTTTTAAAATACATTCA.CACACAAATACAAA 

TTGACAGGTCAAAATCCATGAAATGAGATCCCCCAGCCGTGTCCTCCAGCCCAGCCCTGACCCCTTGGTTTCTAC 

CCTGGCTCCCCTTGGTXTCTACCCTGGCTCAACCGACCCCTGTCTGCCCTTCTCCCTCCTGCTTCTGAGGTCT^AG 

CTCTGGCCTGCGAGCCTGTCCCCATTGCAAAGGGGAGGGAGGGGCAGGGAGCTGTCTACCAGCTGAGGTCCTCCC 

AAAACTGGGCCGATGTGGTGTGACATCCCCACCAGCCTCAGATGAGACGGGCCAGGACGCCCAGCCACAGCAAGC 

CCTGTCCCTTTGCCGGATCCCCAAACACTAGAGAAGCTCTCCTAACCCAAGGCGGAGAATGAAGGTGGTGGCGGC 

AGAGGAGGAGGGCAGCAGCTGAGAGGCCAGGGACAGGGTGCCTCGCCAAGCTGTCTGAGGTCTGTCCCAGGTGGC 

CCAGGTGGTGCAGGTAGAACAGGGTGAGGAGAGGGGGTCGGCTCAACAGGAGGAGGCTGTGGCTGCAGAGCCTGG 

AGGAGCTTTTAGGTGTTGAGATGGGGCAGCTCTiSAATCCTAGACCCTGGAATAGCCTGTCCCTTTTCXCTGGGTC 

TCGTGGTGGAGCCATGATCTGGGCTGCTCTCTTGGGGACACTGGGTGGTGGTTACACAGTTGACCTCTGCCTGGC 

TCCCCCTTGGTGCAACTCCTGCCTCCATCCCCCTTGCTGGGGTCCCCTCATCCACTTGAGGGCGCCTGAGGGCCA 

GGAGCAGCAGGCAAGGAGCCTGGGTCTAGGCTAAGGGGGTGTGTGCCCACCTCCTCCCTGACCCTTAACACTCCT 

GTCCTGCCCAGACCAACAGAGAGAGCTGTCCCTGAGACCCCGGAGAGAAGCAGCTGCCGAAAGCTGCAGCCTTTC 

CGCACTCTGAGACCATGATCTTCCTCCTGCCAGGGGAGAGCCACCCACAGGCCATGTCCAGCCCCACTTCCCTCA 

GCCCCCAGGGCTTCCTTCTGGCCCCTCTGAGGATTCCCTAGGGCTGCCCCGCAGAGGGGCTTCCCCAAGCTCTGT 

TTTGAAGCCTGCAATGTGGAAAAGTGAGAAGTCAGAGGGAACAGGACAGGTGCAGCCGGGCTCTGAGGCCACACC 

TCACACCTCGCTGTTCCCCAACATCCCCTGAGCAGTGTGAGCTCATCTCACCAGATGAGAAGAGGCCCTGTGCAT 

TTCTTTTGTTTGTTTGTTGCTGTTTTCCCCCACCCATCCAGTTCTCCTCAGCAAAGCAAATTCCTTAACACCTTT 

GGTGGAGAATTTCTTACCCAGACTTGGGGCTGTGATGCCCTTCAGTGCGTGGTGAGTGCAGCGTGTGTGCGTGTG 

CCTGTGTGTGAACCTGGGGGCCATCCTGGTGGCCTGGGAGCGTGAGGAGAGGCCCCCTGTGTGCTGGGTGAGTGG 

TGGGTGTGGGGTCAATGCAGTGAGGCTCTCTGGGTGAGGCTCCCAACCTGGCAGTCCCCAGCCTCCCAGCATCTG 

TGAGCGTCTGTTGGACTTTACAGAAGAGCCTCATCCCGTCTGCCCCTCACTCTGCCCTGGAATCAACATCTTCCG 

AGTCCTTCTTGGGGGAAATAGCAGAGCCCCACTTAACTCCATAAACTGCTTCCCATTCCGCAGCCCAGTTCTGAT 
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TGTTGAGGTGTCGCGTCGTTCCAGGTCCCCCAGTCCCCTCTTTCTCCTGTCCTCTCTCTGTCCTTCACCTCCCCA 
CTCCAGCCCCGGCTCAGTTCAGGGAAATGCTGTXCCATATCAGCCCTCTGCTCTCTGAGGCAGCCGCGCCTCTGA 
CTCGGAGCTACTTGAAACTTCTGCTCTTGCTAGGATTGGAGTCTACCTATCTCTTCCATTTGTCCCAGCTGGAGT 
TCTGGAACTTTCCTCCTCGGGGTGGGGGTGGGGGTTGTTAAGGATGCTGGGGGGCCTGGGGAAGGAAGGAGTTCA 
GAGGAAGGGTGTCCCCTGTCCTCTTGATGTCACCCTCCGCTCCTGGGACACGTGCTCTCTCTGTCTCTGGGTCTT 
CTGGCTGTGCACGTTTGTGTGTCCTTGTAAATATGTTTTAGGAAGAAAGCAAAAGGGACTGAACTAGCCTCTGGT 
AGGATTGCAGGGGTCCAGCCTTGCCTGTTTCCGAAGCCCCCACACTGCCTTTCGCCCCACTGAGACTGGTCCCCT 
CAAAAGGTAGACAAAACAGCAGCTCCCTGTGGAGCTGAAGGGCGGCCTCAAAGTGGCTTTTTGTTAGACAAGGTT 
AAGGTTTCCTCATGAGCAAGGTTGCAGATCGGTCCTTCCTCAGCTCCTTGATTTGTGACCTTGACCAAGGGGCCT 
GCCACCCAGCCCCTCCAGTGCCCTCTCCTCGATGCCTCGCTCCTTCCTGCCCCCACTCCCCTGGCTTAGGCAGGT 
AGGGGAATTAGGGCCATGCTGGAAGAAGCTTAACCATGTGTTCAAAGAACGGTTTCTTGCTTGCTTGGTCCTGGA 
ACTCCCCTTGGCTGCCCCAGGCCTCCTTGGCCCATGGGTGCTGGGGGAGGTGGATGTCAGATCTGGTAGGTTGCA 
GCAGAGAAAATAAATGTGCCTTGAGAGACCACTCAGAGAGGGTCCAAGGGTGATGGAGAAGGAAGCATGGCCTGG 
GAGCTTGGAAGGGAGGGGTGGTGGGTGGCGGCATCTTGACTGCCCCCTGTTGTCCCACACGTGGGGGGTGGTCAC 
CCCCCTTCACTCCAGCCCGCCTGCCTTCAGCCTTCCATGAGCTTCACCTGCTTCCAACTTCACTTTGGAGGGGGT 
GGGGTCCGTTGGCATCAACACGGGGACCCTCTGCTTCACCAAAGCCCGAGCCCTCAGCCCCTGGGGAGAACAAAT 
GGCTGAGCTTTGATACCTGGGGTCGTCGAGAGGCTGCGGGCTGGCGGCAGTCCCAGGGGAGAGACACCACAGAAG 
GAGACCCAGACATCCCGAGGAAGTTCCCAGCAGAGCAAACTGCTTTCCAGCCTGAAGCCTGCTTAAACTGTGTGA 
TGTGCAATAACTGAGCTTAGAGTTAGGAATTGTGTTCAAGTGCTTGGATTTCCGTCTGTAGATTTAACTGCTGAA 
ATTGTATCTCTCAGTAATTTTAGATGTCTTTTAAAAAATTGAAAAACAAAGTGTTAGACTGTGTGCGTGTGCGTT 
GATGGGCACTCAAGAGTCCCGTGAGTCATCCAGCCCTGCCTTTCCCCTGCGCCCCCATCCTCTCACGTCCCGCCC 
TGCCTCCACTTGGGGACCCTGCCTCGTGTCGTCTTTATCTGCCTATTACTCAGCCTAAGGAAACAAGTACACTCC 
ACACATGCATAAAGGAAATCAAATGTTATTTTTAAGAAAATGGAAAATAAAAACTTTATAAACACC 
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FIGURE 330 

MRAPGCGRLVLPLLLLAAAALAEGDAKGLKEGETPGNFMEDEQWLSSISQYSGKIKHWNRFRDEVEDDYIKSWED 
NQQGDEALDTTKDPCQKVKCSRHKVCIAQGYQRAMCISRKKLEHRIKQPTVKLHGNKDSICKPCHMAQLASVCGS 
DGHTYSSVCKLEQQACLSSKQLAVRCEGPCPCPTEQAATSTADGKPETCTGQDLADLGDRLRDWFQLLHENSKQN 
GSASSVAGPASGLDKSLGASCKDSIGWMFSKLDTSADLFLDQTELAAINLDKYEVCIRPFFNSCDTYKDGRVSTA 
EWCFCFWREKPPCLAELERIQIQEAAKKKPGIFIPSCDEDGYYRKMQCDQSSGDCWCVDQLGLELTGTRTHGSPD 
CDDIVGFSGDFGSGVGWEDEEEKETEEAGEEAEEEEGEAGEADDGGYIW 
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FIGURE 331 

TCTTGACTCACGCCTTCGCCGTAGCATCTTTCGCAGCGGACCGAAGAGAAGAAAAGTAGGCCAGAGCCGAACTCT 
CTTCCTGCCAAGATGTCTATTGGTGTGCCGATTAAAGTACTGCATGAGGCCGAGGGCCACATTGTGACATGTGAG 
ACGAACACCGGTGAGGTATATCGGGGGAAGCTCATTGAAGCAGAGGACAACATGAACTGCCAGATGTCCAACATC 
ACAGTCACATACAGAGATGGCCGAGTGGCACAGCTGGAGCAGGTATACATCCGTGGCAGCAAAATCCGCTTTCTG 
ATTTTGCCTGACATGCTGAAGAACGCACCCATGTTAAAGAGCATGAAAAATAAAAACCAAGGCTCAGGGGCTGGC 
CGAGGAAAAGCTGCCATTCTCAAGGCCCAAGTGGCCGCAAGAGGAAGAGGACGTGGAATGGGACGTGGAAACATC 
TTTCAAAAGCGAAGATAATTTTCTAAGTTGAACAGAACTTTGTCCTTTTTTCTTTCAGGTTATCTGAGTTCATTG 
' GAGTGGGTGCTTGTGCATATATCTAGGTATCTTTTGCCATCTTTCTCTTTAGATCAGGGGAAATGTTTAAGCTAA 
ATAAATCTGGGGGGTTTTTTGTTCTG 
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FIGURE 332 
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MSIGVPIKVLHEAEGHIVTCETNTGEVYRGKLIEAEDNMNCQMSNITVTYRDGRVAQLEQVYIRGSKIRFLILPD 
MLKNAPMLKSMKNKNQGSGAGRGKAAI LKAQVAARGRGRGMGRGN I FQKRR 
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FIGURE 333 

CCTGCGTGGCTGGGCTGCTCGGGTTAGATCGTCAGGAAAAGCCTAAAGATTAGACTGTAAGAAAAGAAAATAGAA 
GCCATGTTTCGAAGACCTGTATTACAGGTACTTCGTCAGTTTGTAAGACATGAGTCCGAAACAACTACCAGTTTG 
GTTCTTGAAAGATCCCTGAATCGTGTGCACTTACTTGGGCGAGTGGGTCAGGACCCTGTCTTGAGACAGGTGGAA 
GGAAAAAATCCAGTCACAATATTTTCTCTAGCAACTAATGAGATGTGGCGATCAGGGGATAGTGAAGTTTACCAA 
CTGGGTGATGTCAGTCAAAAGACAACATGGCACAGAATATCAGTATTCCGGCCAGGCCTCAGAGACGTGGCATAT 
CAATATGTGAAAAAGGGGTCTCGAATTTATTTGGAAGGGAAAATAGACTATGGTGAATACATGGATAAAAATAAT 
GTGAGGCGACAAGCAACAACAATCATAGCTGATAATATTATATTTCTGAGTGACCAGACGAAAGAGAAGGAGTAG 

AAAGGATGATTCTTCTTTGGCCATCATTTGGTACAGTCTCATTTCCAAGTCATGTATAATCTTTATGGCTTCCAA 
GGACAAGAATTAAAATACTCTTTTACGT 
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FIGURE 334 

MFRRPVLQVLRQFVRHESETTTSLVLERSLNRVHLLGRVGQDPVLRQVEGKNPVTIFSIATNEMWRSGDSEVYQL 
GDVSQKTTWHRISVFRPGLRDVAYQYVKKGSRIYLEGKIDYGEYMDKNNVRRQATTIIADNIIFLSDQTKEKE 
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FIGURE 335 
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CCGCCGTAGCGCGTCTTGGGTCTCCCGGCTGCCGCTGCTGCCGCCGCCGCCTCGGGTCGTGGAGCCAGGAGCGAC 

GTCACCGCCATGGCAGGCATCAAAGCTTTGATTAGTTTGTCCTTTGGAGGAGCAATCGGACTGATGTTTTTGATG 

CTTGGATGTGCCCTTCCAATATACAACAAATACTGGCCCCTCTTTGTTCTATTTTTTTACATCCTTTCACCTATT 

CCATACTGCATAGCAAGAAGATTAGTGGATGATACAGATGCTATGAGTAACGCTTGTAAGGAACTTGCCATCTTT 

CTTACAACGGGCATTGTCGTGTCAGCTTTTGGACTCCCTATTGTATTTGCCAGAGCACATCTGATTGAGTGGGGA 

GCTTGTGCACTTGTTCTCACAGGAAACACAGTCATCTTTGCAACTATACTAGGCTTTTTCTTGGTCTTTGGAAGC 

AAGGACGACTTCAGCTGGCAGCAGTGGTGAAAAGAAATTACTGAACTATTGTCAAATGGACTTCCTGTCATTTGT 

TGGCCATTCACGCACACAGGAGATGGGGCAGTTAATGCTGAATGGTATAGCAAGCCTCTTGGGGGTATJTTAGGT 

GCTCCCTTCTCACTTTTATTGTAAGCATACTATTTTCACAGAGACTTGCTGAAGGATTAAAAGGATTTTCTCTTT 

TGGAAAAGCTTGACTGATTTCACACTTATCTATAGTATGCTTTTTGXGGTGTCCTGCTGAATTTAAATATTTATG 

TGTTTTTCCTGTTAGGTTGATTTTTTTTGGAATCAATATGCAATGTTAAACACTTTTTTAATGTAATCATTTGCA 

TTGGTTAGGAATTCAGAATTCCGCCGGCTCTATTACTGGTCAAGTACATCTTTTCTCTTAAAATTATTTAGCCTC 

CATTATTACAAAAAATTATAAAAATAAGTTTTCAGTCAGTCAGGATGACATCACTCCCAATGTTATGCAGACATA 

CAGACGGTTGGCATACGTTATAGACTGTATACTCAGTGCAAATATAGCTGCATTTATACCTCAGAGGGGCCAAGT 

GTTAATGCCCATGCCCTCCGTTAAGGGTTGTTGGTTTTACTGGTAGACAGATGTTTTGTGGATTGAAAATTATTT 

TATGGAATTGCTACAGAGGAGTGCTTTTCTTCTCAATTGTTAGAAGAATTTATGTTAAACTTTAAGGTAAGGGTG 

TAAAAACATTTTTGAGATAAGGTTTTTATTTATGTTTATTATTGTTAGAGTGAGTTGCAATGTGGGAAGAAATGA 

CATTGAAATTCCAGTTTTTGAATCCTGTTTCTATTTATAAGTGAAATTTGTGATCTCCTATCAACCTTTCATGTT 

TTACCCTGTTAAAATGGACATACATGGAACCACTACTGATGAGGGACAGTTGTATGTTTGCATCATATATGCCAG 

AAAACCTTCCTCTGCTTCCTCCTTTTGACTTATTTGGTATGTTGTATATATTACATAAAATAACTTTTCAAATAT 

AGTTTAATAACACTTAGAAGTGTTTACTTACCTGGAAAATAATTGCTATGCCGTACATTCAGAGTGCCCCCTCCC 

CTGCAAGGCCTTGCCATGATTAACAAGTAACTTGTTAGTCTTACAGATAATTCATGCATTAACAGTTTAAGATTT 

AGACCATGGTAATAGTAGTTCTTATTCTCTAAGGTTATATCATATGTAATTTAAAAGTATTTTTAAGCCAAGTTT 

CCTGTATACCTCTGAACTGTTTTGATTTTGAGTTCAXCATGATAGATCTGCTGTTTCCTTATAAAAGGCATTTGT 

TGTGTGAGTTAATGCAAAGTAGCCAAGTCCAGCTATATAGCAGCTTCAGAAACATACCTGACCAAAAAATTCCCA 

GTAACCAGGCATGATCAATTTATAGTGGTCGTTTACATCTAATAATTATCAGGACTTTTTTCAGGAGTGGGTTAT 

AAAAACATTCAAGTTGGTCTGACAGTATTTTGTTAAGGATATTTGTTTGTATGTTTATTCAGTATACTTACATAA 

AAATTATTTCGCCATCAGCCAAAACTCAGTAAXCATGACAGCTGTCTGTTGTTTTATGAAGTTTATTTCTCAAGA 

AAATGGGAATAAATTTGGGATTTGTTCAGCTTTTTTACTAAAGATGCCTAAAGCCACAGGTTTTATTGCCTAACT 

TAAGCCATGACTTTTAGATATGAGATGACGGGAAGCAGGACGAAATATCGGCGTGTGGCTGGAGCCTTCCCACTG 

GAGGCTGAAAGTGGCTTGTGGTATTATAATGTTCAGATTTCAAGAGGAAGGTGCAGGTACACATGAGTTAGAGAG 

CTGGTGAGACAGTTGGGAACTCTTTGTGCTTGTGATCTACTGGACTTTTTTTTTGCAGGAAGTGCATTCTCTGGT 

CCTTCCCTATTTTCTGTTCTGGATGTCAGTGCAGTGCACTGCTACTGTTTTATCCACTTGGCCACAGACTTTTTC 

TAACAGCTGCGTATTATTTCTATATACTAATTGCATTGGCAGCATTGTGTCTTTGACCTTGTATACTAGCTTGAC 

ATAGTGCTGTCTCTGATTTCTAGGCTAGTTACTTGAGATATGAATTTTCCATAGAATATGCACTGATACAACATT 

ACCATTCTTCTATGGAAAGAAAACTTTTGATGATGAAACAATAAAGATTTTAAATATCAAAAAAAAAAAAAAAAA 
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FIGURE 336 

MAGIKALISLSFGGAIGLMFIJ^GCALPIYNKYWPLFVLFFYILSPIPYCIARRLVDDTDAMSNACKELAIFLTT 
GIWSAFGLPIVFARAHLIEWGACALVLTGNTVIFATILGFFLVFGSKDDFSWQQW 
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FIGURE 337 

CTATCCGCGCGCGTCGCCGGCCCAGTCCTGTCGCTGACGGGAGGATCTGAAGCCGGCCGCAGGTCAAAGAGTAAA 

ATGAAGTACATTCTGGTTACTGGTGGTGTTATATCAGGAATTGGAAAAGGAATCATTGCCAGCAGTGTGGGCACA 

ATACTCAAGTCATGTGGTTTACATGTAACTTCAATCAAAATTGACCCCTACATTAACATTGATGCAGGAACATTC 

TCTCCTTATGAGCATGGTGAGGTTTTTGTGCTGGATGATGGTGGGGAAGTAGACCTTGACCTGGGTAACTATGAG 

CGGTTCCTTGACATCCGCCTCACCAAGGACAATAATCTGACCACTGGAAAGATATACCAGTATGTCATTAACAAG 

GAACGGAAAGGAGATTACTTGGGGAAAACTGTCCAAGTTGTCCCTCATATCACAGATGCAATCCAGGAGTGGGTG 

ATGAGACAGGCGTTAATACCTGTAGATGAAGATGGCCTGGAACCTCAAGTGTGTGTTATTGAGCTTGGTGGAACC 

GTGGGGGACAXAGAAAGCATGCCCTTTATTGAGGCCTTCCGTCAGTTCCAATTCAAGGTCAAAAGAGAGAACTTT 

TGTAACATCCACGTCAGTCTAGTTCCCCAGCCAAGTTCAACAGGGGAACAGAAGACTAAACCTACCCAGAATAGT 

GTTCGGGAACTTAGAGGACTTGGGCTTTCCCCAGATCTGGTTGTATGCAGGTGCTCAAATCCACTTGACACATCA 

GTGAAGGAGAAAATATCAATGTTCTGCCATGTTGAGCCTGAACAAGTGATCTGTGTCCACGATGTCTCATCCATC 

TACCGAGTCCCCTTGTTGTTAGAGGAGCAAGGGGTTGTAGATTATTITCTTCGAAGACTTGACCTTCCTATTGAG 

AGGCAGCCAAGAAAAATGCTGATGAAATGGAAAGAGATGGCTGACAGATATGATCGCTTGCTGGAGACCTGCTCT 

ATTGCCCTTGTGGCGAAATACACCGAGTTCTCAGACTCCTATGCCTCTGTCATTAAGGCTCTGGAGCATTCTGCA 

CTGGCCATCAACCACAAATTGGAAATCAAGTACATAGATTCTGCGGACTTGGAGCCCATCACCTCGCAAGAAGAG 

CCCGTGCGCTACCACGAAGCTTGGCAGAAGCTCTGTAGTGCTCATGGAGTGCTGGTTCCAGGAGGATTTGGTGTT 

CGAGGAACAGAAGGAAAAATCCAAGGAATTGCCTGGGCTCGGAATCAGAAAAAGCCTTTTTTGGGCGTGTGCTTA 

GGGATGCAGTTGGCAGTGGTTGAATTCTCAAGAAACGTGCTGGGATGGCAAGATGCCAATTCTACAGAGTTTGAC 

CCTACGACCAGTCATCCCGTGGTCGTAGACATGCCAGAACACAACCCAGGGCAGATGGGCGGAACCATGAGGCTG 

GGCAAGAGGAGAACCCTGTTCCAGACCAAGAACTCAGTCATGAGGAAACTCTATGGAGACGCAGACTACTTGGAA 

GAGAGGCACCGCCACCGATTTGAGGTGAATCCAGTCTGGAAAAAGTGTTTGGAAGAACAAGGCTTGAAGTTTGTT 

GGCCAAGATGTTGAAGGAGAGAGAATGGAAATTGTGGAGTTAGAAGATCATCCCTTTTTTGTTGGGGTTCAGTAC 

CACCCTGAGTTCCTGTCCAGGCCTATCAAGCCCTCCCCACCATACTTTGGCCTCCTCCTGGCCTCTGTGGGGCGG 

CTCTCACATTACCTCCAGAAAGGCTGCAGGCTCTCACCCAGGGACACCTATAGTGACAGGAGTGGAAGCAGCTCC 

CCTGACTCTGAAATCACCGAACTGAAGTTTCCATCAATAAATCATGACTGKTCTTGTAGCGGATGATTCTTCAAG 

AGACCCTTCAAACTTGGGTAGAGTTTACAGCTCTGACTTTACACTCGGCTTTGGAGACTTTCTTTAAATTATGTT 

TTTATTAAGATTATTTTATTATGCGGAAAGGTATTTGGGAAACTTGTCACTTGCATGTCCCATCACGTGTAGTGG 

CTCCTCTGTGGTGTCTGCCTGTTGCGTGACACTCTCCTTGCAGTTCTTGAGTTGCGGCAGAACATCGCGATGGGA 

ACCGATGGTGGGTGGGGCTGCAGATGTCCCCATCGGTCACCTTGTTTCTCAACTACCTCGCATCATTGCAGATCG 

TAGCGCGTTGCCTGTCGCTTTCCCTTGGATACCTAGACCGTTATAAAGTGTGCCACATGGACTTACCGAGCATGG 

AGAGAGGATTTTAGCTAGGATTTGAACACTTGGTGCTGGGAACCTCAGGGTATTGCTTGCCACTAAGCCATGAAA 

CCAGAGACAAAATCTCTATACTGCCCTGAGTTGGGGGGAATTCTCAGTGCCAACTGTGGCTGGTCCTCATTCAAA 

GGGACGGTCAGTTTGGTGTCAACATGAAACACCAAGATGTCTGTCTCTGAAGCGTGATTTTAAAATCCCCATGCC 

TGTGCGTGCGCTTCCTATTTCTAGGGCTGGGAAACACTCCTTGCATCAAGGGGTCACTTACAGAACAAAGAATCT 

TTTGGGGGAAACTTCCTCTAAAACCCTCTCATATATAGACAGCTTTGACTGGAGGGTCCATTTTTCTTCCAGGAT 

GGTGTTACTGCAGTTGAAGGGCAATATGAAGTTACTTTCTTAATGTGACCTAGCAATAGGCATAGCTACGTGGCA 

CTATATTCTGGCCAGACTCGATGTGTACTCTAACTTAAGAAATAAATCAGTAAGGCAG 



REPLACEMENT SHEET 



364/2682 

FIGURE 338 

MKYILVTGGVISGIGKGIIASSVGTILKSCGLHVTSIKIDPYINIDAGTFSPYEHGEVFVLDDGGEVDLDLGNYE 
RFLDIRLTKDNNLTTGKIYQYVINKERKGDYLGKTVQVVPHITDAIQEWVMRQALIPVDEDGLEPQVCVIELGGT 
VGDIESMPFIEAFRQFQFKVKRENFCNIHVSLVPQPSSTGEQKTKPTQNSVRELRGLGLSPDLWCRCSNPLDTS 

VKEKI SMFCHVEPEQVICVHDVS S I YRVPLLLEEQGWD YFLRRLDLP IERQPRKMLMKWKEMADRYDRLLETCS 

IALVAKYTEFSDSYASVIKALEHSALAINHKLEIKYIDSADLEPITSQEEPVRYHEAWQKLCSAHGVLVPGGFGV 

RGTEGKIQAIAWARNQKKPFLGVCLGMQLAVVEFSRNVLGWQDANSTEFDPTTSHPVWDMPEHNPGQMGGT 

GKRRTLFQTKNSVMRKLYGDADYLEERHRHRFEVNPVWKKCLEEQGLKFVGQDVEGERMEIVELEDHPFFVGVQY 

HPEFLSRPIKPSPPYFGLLLASVGRLSHYLQKGCRLSPRDTYSDRSGSSSPDSEITELKFPSINHD 
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FIGURE 339 
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CCTGGACTAGCCGGGTTGTATTTGGAAACGCGGAGTGAGTTTTTCCGTGCTGTGTAGGGGCTAACAATOSACACC 
CAGAAGGACGTTCAACCTCCAAAGCAGCAACCAATGATATATATCTGTGGAGAGTGTCACACAGAAAATGAAATA 
AAATCTAGGGATCCAATCAGATGCAGAGAATGTGGATACAGAATAATGTACAAGAAAAGGACTAAAAGATTGGTC 
GTTTTTGATGCTCGATGAATGCTGGGAATTCAGAGGAATGTCTTCACTTATACTTGGATTTGCTCTCTTCCCATT 
TCTGATTGTTGTATAGCTTTCGATTTTGCTTACAGTAGTTCCCCCTTATCTTCGGGAGATACATTCCAAGGCCCC 
CAGTGAACTCCTGAAACCTCAAACAGTACCAAACCTTTATACACTGTTTTTTCCATATATATATACCTATGATAA 
AGTATAATGTATAAATTAAGCATAGCAAGAGATTAATAATAATGTAATAGAACAATGATAACATACTATAATAAA 
AGTTATGTGAATGTG 
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FIGURE 340 



MDTQKDVQPPKQQPMIYICGECHTENEIKSRDPIRCRECGYRIMYKKRTKRLWFDAR 
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FIGURE 341 

CTTCGGTCCTGCTGTAGTGCCTTCTGCGCCAGGCCCGGTTCAATCAGCGGCCACAACTGTCTAGGGCTCAGACAC 
CACCAGCCAATGAGGGAGGGCACGTGGAGCCGCGTCTGGGCTCGCGGCTCCTGACCAATGGGGAAGTGGCATGTG 
GGAGGGCGCCGGGGTTCCCCCCGCCAATGGGGAGCTACGGCGCGCGGCCGGGACTTGGAGGCGGTGCGGCGCGGC 
GGGTGCGGTTCAGTCGGTCGGCGGCGGCAGCGGAGGAGGAGGAGGAGGAGGAGGATGAGGAGGATGAGGAGGATG 
TGGGCCACGCAGGGGCTGGCGGTGCGCGTGGCTCTGAGCGTGCTGCCGGGCAGCCGGGCGCTGCGGCCGGGCGAC 
TGCGAAGTTTGTATTTCTTATCTGGGAAGATTTTACCAGGA'CCTCAAAGACAGAGATGTCACATTCTCACCAGCC 
ACTATTGAAAACGAACTTATAAAGTTCTGCCGGGAAGCAAGAGGCAAAGAGAATCGGTTGTGCTACTATATCGGG 
GCCACAGATGATGCAGCCACCAAAATCATCAATGAGGTATCAAAGCCTCTGGCCCACCACATCCCTGTGGAGAAG 
ATCTGTGAGAAGCTTAAGAAGAAGGACAGCCAGATATGTGAGCTTAAGTATGACAAGCAGATCGACCTGAGCACA 
GTGGACCTGAAGAAGCTCCGAGTTAAAGAGCTGAAGAAGATTCTGGATGACTGGGGGGAGACATGCAAAGGCTGT 
GCAGAAAAGTCTGACTACATCCGGAAGATAAATGAACTGATGCCTAAATATGCCCCCAAGGCAGCCAGTGCACCG 
ACCGATTTGTAGTCTGCTCAATCTCTGTTGCACCTGAGGGGGAAAAAACAGTTCAACTGCTTACTCCCAAAACAG 
CCTTTTTGTAATTTATTTTTTAAGTGGGCTCCTGACAATACTGTATCAGATGTGAAGCCTGGAGCTTTCCTGATG 
ATGCTGGCCCTACAGTACCCCCATGAGGGGATTCCCTTCCTTCTGTTGCTGGTGTACTCTAGGACTTCAAAGTGT 
GTCTGGGATTTTTTTATTAAAGAAAAAAAATTTCTAGCTGTCAAAAAAAAAAA 
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FIGURE 342 

MGKWHVGGRRGSPRQWGATARGRDLEAVRRGGCGSVGRRRQRRR 

ALRPGDCEVCISYLGRFYQDLKDRDVTFSPATIENELIKFCREARGKENRLCYYIGATDDAATKIINEVSKPLAH 
HIPVEKICEKLKKBCDSQICELKYDKQIDLSTVDLKKLRVKELKKILDDWGETCKGCAEKSDYIRKINELMPKYAP 

KAASAPTDL 
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FIGURE 343 

CGAGCTGGAGAGGTGGTCGGAGAAGTAGGAACCTCCTGCCGGGCTCGTGGCGGCTTCTGTCCGCTCCGCGGAGGG 
AAGCGCCTTCCCCACAGGACATCAATGCAAGCTTGAATAAGAAAAACAAATTCTTCCTCCTAAGCC^GGCATAT 
CAGTTATACAGAAATACTACTTTGGGAAACAGTCTTCAGGAGAGCCTAGATGAGCTCATACAGTCTCAACAGATC 
ACCCCCCAACTTGCCCTTCAAGTTCTACTTCAGTTTGATAAGGCTATAAATGCAGCACTGGCTCAGAGGGTCAGG 
AACAGAGTCAATTTCAGGGGCTCTCTAAATACGTACAGATTCTGCGATAATGTGTGGACTTTTGTACTGAATGAT 
GTTGAATTCAGAGAGGTGACAGAACTTATTAAAGTGGATAAAGTGAAAATTGTAGCCTGTGATGGTAAAAATACT 
GGCTCCAATACTACAGAATGAATAGAAAAAATATGACTTTTTTACACCATCTTCTGTTATTCATTGCTTTTGAAG 
AGAAGCATAGAAGAGACTTTTTATTTATTCTAGAATTGCAGAAATGACTACACTGTGCTATACCAGAGAATTCCA 
GTAGAAAGAAACTTGTAACTCTGTAGCCTCTTACATCACCTTTATTATACAGCATGAAAAACCATAACTTTTTTT 
TAAGGACAAAAGTTGTTGCCTTCCTAAGAACCTTCTTTAATAAACTCATTTTAAAACTCTG 



: 
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FIGURE 344 

MAYQLYRNTTLGNSLQESLDELIQSQQITPQLALQVLLQFDKAINAALAQRVRNRVNFRGSLNTYRFCDNVWTFV 
LNDVEFREVTELIKVDKVKIVACDGKNTGSNTTE 
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FIGURE 345 
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gaattccccccccccccccagtgctccgcgcgctcttgacgtccggagcccctggagtaggcgcttccggccatt 

catactgcagtcggtcagtgttcggttgaaggattctgtgtgctgtcggacccagagggtgacggcgccgctagg 

atgaagctcgtgagatttttgatgaaattgagtcatgaaactgtaaccattgaattgaagaacggaacacaggtc 

catggaacaatcacaggtgtggatgtcagcatgaatacacatcttaaagctgtgaaaatgaccctgaagaacaga 

gaacctgtacagctggaaacgctgagtattcgaggaaataacattcggtattttattctaccagacagtttacct 

ctggatacactacttgtggatgttgaacctaaggtgaaatctaagaaaagggaagctgttgcaggaagaggcaga 

ggaagaggaagaggaagaggacgtggccgtggcagaggaagagggggtcctaggcgatam:gtctctcaagattt 

caaagtcatatgagatttgggatattttttgtacaggttgtgtttgtttatgtcagtttttaataaacataaatg 

tgggacagagctgtctatttagtatatcaaagttttagtagtttcctccacattcacgaaattaccacagtgaga 

gctaagcatttctactgggcagtttcatttttagttgatcaggttttaagtttttgaactaaaatttttcttttt 

ctttttatgatgaataaggttaaaataaaagccttagacaaattaaatttggcagagtttaattgagcaaaggac 

aattcacaaatcaggtagcccctgaaccataataggctcagaggcttcagcccagctgcatagttgaagatttat 

ggacagaaggaaagtgatgtatggaaaatggaagtgagatacagcaacagccggattagttacagttcagcgttt 

gccttatttgaatatggtttgaacagttcgctgtctttggttggctgaaacttagtgattgccacaagagtaggg 

taccgtctgtttacacgtccagttaggctacagttctatgtactgagaaacctttaagctgaacttgagatatgt 

aaagagactttaggctaaacttaacaatatatataggaatatatcccttctacttcacatgcactgaatatgcat 

tttattgctttactcttcattctgtggcacctacccacaggggaagtaagaagtttgttttggtatttcggaaac 

taaagtccttatgggatggggtctagaattgattctcctttcctgagttttactccacggagtcttaggtacctg ' 

gtaaaaagttgtcttctaaattaagggtcattgctttgttgtctagctgctaatgtcttacttttgtttcttttg 

ctttttaatcagttcttaataggatatagttttatgttttccaagttataacttggagttaatggtcactagatt 

atcagttatgagcagtgttaaaatctcctattaatgtgtaatgtacctgtcagtgcctcctttattaaggggttc 

tttgagaataaaagagaaaagacctactttatttgacagcaaaaaaaaaaaggaattc 
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FIGURE 346 

MKLVRFLMKLSHETVTIELKNGTQVHGTITGVDVSMNTHLKAVKMTLKNREPVQLETLSIRG 
LDTLLVDVEPKVKSKKREAVAGRGRGRGRGRGRGRGRGRGGPRR 
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FIGURE 347 

GAGTGGCTGTTGAGCGGCGCCGCGGGAGTTCCGCAGGTTTCCCGTGTTCGCAGCGGAGCCGGAGGCCAGCTGAAC 

CCGGCCGTGGGATCCCGGATAGGAGGAGGAGGGGACCCATAGGACGCGTTAACATQ3ACCTGGAAAACAAAGTGA 

AGAAGATGGGCTTAGGTCACGAGCAAGGATTTGGAGCCCCTTGTTTAAAATGCAAAGAAAAATGXGAAGGATTCG 

AACTGCACTTCTGGAGAAAAATATGTCGTAACTGCAAGTGTGGCCAAGAAGAGCATGATGTCCTCTTGAGCAATG 

AAGAGGATCGAAAAGTGGGAAAACTTTTTGAAGACACCAAGTATAGCACTCTGATTGCAAAACTAAAGTCAGATG 

GAATTCCCATGTATAAACGCAATGTTATGATATTGACGAATCCAGTTGCTGCCAAGAAGAATGTCTCCATCAATA 

CAGTTACCTATGAGTGGGCTCCTCCTGTCCAGAATCAAGCATTGGCCAGGCAGTACATGCAGATGCTACCCAAGG 

AAAAGCAGCCAGTAGCAGGCTCAGAGGGGGCACAGTACCGGAAGAAGCAGCTGGCAAAGCAGCTCCCTGCACATG 

ACCAGGACCCTTCAAAGTGCCATGAGTTGTCTCCCAGAGAGGTGAAGGAGATGGAGCAGTTTGTGAAGAAATATA 

AGAGCGAAGCTCTGGGAGTAGGAGATGTCAAACTTCCCTGTGAGATGGATGCCCAAGGCCCCAAACAAATGAACA 

TTCCTGGAGGGGATAGAAGCACCCCAGCAGCAGTGGGGGCCATGGAGGACAAATCTGCTGAGCACAAAAGAACTC 

AATATTCCTGCTATTGCTGCAAACTGAGTATGAAAGAAGGTGACCCAGCCATCTATGCCGAAAGGGCTGGCTATG 

ATAAACTGTGGCACCCAGCTTGTTTTGTCTGCAGCACCTGCCATGAACTCCTGGTTGACATGATTTATTTTTGGA 

AGAATGAGAAGCTATACTGTGGCAGACATTACTGTGACAGCGAGAAACCCCGATGTGCTGGCTGTGACGAGCTGA 

TATTCAGCAATGAGTATACCCAGGCAGAAAACCAGAATTGGCACCTGAAACACTTCTGCTGCTTTGACTGTGATA 

GCATTCTAGCTGGGGAGATATACGTGATGGTCAATGACAAGCCCGTGTGCAAGCCCTGCTATGTGAAGAATCACG 

CTGTGGTGTGTCAAGGATGCCACAATGCCATCGACCCAGAAGTGCAGCGGGTGACGTATAACAATTTCAGCTGGC 

ATGCATCCACAGAGXGCTTTCTGTGCTCTTGCTGCAGCAAATGCCTCATTGGGCAGAAGTTCATGCCAGTAGAAG 

GGATGGTTTTCTGTTCAGTGGAATGTAAGAAGAGGATGTCTTAGGAGGAGGGCACCCAGAAGTATCGAGCCATAG 

CTATCCAAAGTGGTCTGCATTTCTACTGTAAAATGCAATTTGAAAAAAATAAAACGCAAAAAAAGAAACTGTAAA 

GGAAACCAAGAGATTTTGTTTAATTTTTTTGGCCATTTTTTCTTCATCAATTTTTTTTCGGTCTCAACTTTTAAA 

CTTGGTTTAAGCATTTGATTTGTAAAACAGTAAATAATTGTATCTTTCCATAGCTTTTCAAATGTGAAATCATTT 

TTGGAAGCTTGGATCTCATTAAACTTCATGTCTCTATTCCATTTGTGCCACACACTTAAAAGTTAGTGTACTGAA 

TGGAAAGATGAGCATTCCTAGTTCTACACTTCTTTTTTCCCCCTCATGTGTAAAATGAAAAGAAAACTAAATTTG 

CCCTAATACCAAGGGCGCTACGTTTATTGCCTCGTCTTATTCACTGACCTTTGTAATGATACACAGTGAATTCTT 

TTTGACAAAGAGAAATGCAGTGTAGTATGCAGAGCTGCTGTTTTAATGCCCTATGCATTTACTCTTTCCTGATTT 

AGGCAGAGGTGGCATTTTCTTTATTGCATTTCTCTATTTTTTTAATGTACCCTACCTTCAGTATTCTCTTTGTAA 

GTTGGTGACTTGCATCTGTGGCCTTGAATATTTTATTATCACATGTGGCATAACAGTATCCACACTTTTTAGTTC 

TTTATTTTTTTTTTTTATTTTGAGCAATTCTCCTGCCTCAGCCTCCCAAATAGCTGGGATTACAGGTGCATGCCA 

CCACACCCAGCTAATTTTTGTATTTTTAGTAGAGACAGGTTTTCACCATGTTAGCCAGGCTGGXCTCAAACTCCT 

GACCTCAGATGATCCGCCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAGGTGTGGGAGCCACCATGCCTGACCC 

ACACACTTTTTACTTGTATAGATGATTTTTGGCTTGGACATAAAAGCCAAGCCACCCATTTGCTTTTAATCCAAA 

GAACATGTATAGTTTTTGTACCCAGAGACTATGATTTATATTGATTGCACTTGCCTGCCATGATTTAGATAAGAT 

TTTTTTTGCATGGTTTTTATTCTTTCCTAATGGATCCTGTTTTATAATACTTCCAAGCCTGTCCATGGATATATC 

AAATGTCTTCACTTGTATGTTTTCATGGCTAGGTATTTCTAATGTTTATTCTTCCCTGTGTACTTCTACACATAG 

CTATGCACTATGAAAATTAAATGGAATGAATGATATGTATATTACTCAAAATAAAGTTTCTTTCACTTTAAAAAA 

AAAAAAAAAAAAAA 
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MDLENKVKKMGLGHEQGFGAPCLKCKEKCEGFELHFWRKICRNCKCGQEEHDVLLSNEEDRKVGKLFEDTKYTTL 
IAKLKSDGIPMYKRNVMILTNPVAAKKNVSINW 

AKQLPAHDQDPSKCHELSPREVKEMEQFVKKYKSEALGVGDVKLPCEMDAQGPKQMNIPGGDRSTPAAVGAMEDK 
SAEHKRTQYSCYCCKLSMKEGDPAIYAERAGYDKLWHPACFVCSTCHELLVDMIYFWKNEKLYCGRHYCDSEKPR 
CAGCDELIFSNEYTQAENQNWHLKHFCCFDCDSILAGEIYVMVNDKPVCKPCYVKNHAVVCQGCHNAIDPEVQRV 
TYNNFSWHASTECFLCSCCSKCLIGQKFMPVEGMVFCSVECKKRMS 
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GCACTGCTGCTGCCACCGCCGTCGCCGCCGCGCCGCCGCGCCGCTGCTGCTGCCGGTGCTAAGGAGTTCGCTGGA 

GCCCTTTCCTCAGACCCGGCCCGGTCTTCGCGCCCGGACTCCTGGCGCCAGCGCTAGGCGCACTCACCGCTCTGA 

CGGGTGCAGACGCGGGAGTTGTCCCAGACTGTGGAGTGGCGGGCACGGCCCCAGCCCCCCTTCCCTTCCCTGACC 

CCTTCTTGCCATCGCCCCAGACATGGGGAACGCGGCGACCGCCAAGAAAGGCAGCGAGGTGGAGAGCGTGAAAGA 

GXTXCXAGCCAAAGCCAAAGAAGACTXXXXGAAAAAAXGGGAGAAXCCAACXCAGAAXAAXGCCGGACXXGAAGA 

TTTTGAAAGGAAAAAAACCCTTGGAACAGGTTCATTTGGAAGAGTCATGTTGGTAAAACACAAAGCCACTGAACA 

GTATTATGCCATGAAGATCTTAGATAAGCAGAAGGTTGTTAAACTGAAGCAAATAGAGCATACTTTGAATGAGAA 

AAGAATATTACAGGCAGTGAATTTTCCTTTCCTTGTTCGACTGGAGTATGCTTTTAAGGATAATTCTAATTTATA 

CAXGGXXATGGAAXAXGXCCCXGGGGGXGAAATGXXXTCACAXCXAAGAAGAAXXGGAAGGXXCAGXGAGCCCCA 

TGCACGGTTCTATGCAGCTCAGATAGTGCTAACATTCGAGTACCTCCATTCACTAGACCTCATCTACAGAGATCT 

AAAACCXGAAAAXCXCXXAAXTGACCATCAAGGCTAXAXCCAGGXCACAGACXXXGGGXXXGCCAAAAGAGXTAA 

AGGCAGAACXXGGACAXXAXGTGGAACXCCAGAGXAXXXGGCXCCAGAAAXAATXCXCAGCAAGGGCXACAAXAA 

GGCAGTGGATTGGTGGGCATTAGGAGTGCTAATCTATGAAATGGCAGCTGGCTATCCCCCATTCTTTGCAGACCA 

ACCAATTCAGATTTATGAAAAGATTGTTTCTGGAAAGGTCCGATTCCCATCCCACTTCAGTTCAGATCTCAAGGA 

CCTTCTACGGAACCTGCTGCAGGTGGATTTGACCAAGAGATTTGGAAATCTAAAGAATGGTGTCAGTGATATAAA 

AACTCACAAGTGGTTTGCCACGACAGATTGGATTGCTATTTACCAGAGGAAGGTTGAAGCTCCATTCATACCAAA 

GTTTAGAGGCTCTGGAGATACCAGCAACTTTGATGACTATGAAGAAGAAGATATCCGTGTCTCTATAACAGAAAA 

ATGTGCAAAAGAATTTGGTGAATTTTAAAGAGGAACAAGATGACATCTGAGCTCACACTCAGTGTTTGCACTCTG 

TTGAGAGATAAGGTAGAGCTGAGACCGTCCTTGTTGAAGCAGTTACCTAGTTCCTTCATTCCAACGACTGAGTGA 

GGTCTTTATTGCCATCATCCCGTGTGCGCACTCTGCATCCACCTATGTAACAAGGCACCGCTAAGCAAGCATTGT 

CTGTGCCATAACACAGTACTAGACCACTTTCTTACTTCTCTTTGGGTTGTCTTTCTCCTCTCCTACATCCATTTC 

TTCCTTTTCCAATTTCATTGGTTTTCTCTAAACAGTGCTCCATTTTATTTTGTTGGTGTTTCAGATGGGCAGTGT 

TATGGCTACGTGATATTTGAAGGGAAGGATAAGTGTTGCTTTCAGTAGTTATTGCCAATATTGTTGTTGGTCAAT 

GGCTTGAAGATAAACTTTCXAATAATTATTATTTCTTTGAGTAGCTCAGACTTGGTTTTGCCAAAACTCTTGGTA 

ATXTTTGAAGATAGACTGTCTTATCACCAAGGAAATTTATACAAATTAAGACTAACTTTCTTGGAATTCACTATT 

CXGGCAATAAAXXXTGGXAGACXAAXACAGXACAGCXAGACCCAGAAAXXTGGAAGGCTGXAGATCAGAGGXXCX 

AGTTCCCTTTCCCTCCTTTTATATCCTCCTCTCCTTGAGTAATGAAGTGACCAGCCTGTGTAGTGTGACAAACGT 

GTCTCATTCAGCAGGAAAAACTAATGATATGGATCATCACCCAGATTCTCTCACTTGGTACCAGCATTTCXGTAG 

GTATTAGAGAAGAGTTCTAAGTTTTCTAAACCTTAACTGTTCCTTAAGGATTTTAGCCAGTATTTTAATAGAACA 

TGATTAATGAAAGTGACAAATTTTAAATTTTCTCTAATAGTCCTCATCATAAACTTTTTAAAGGAAAATAAGCAA 

ACTAAAAAGAACATTGGTTTAGATAAATACTTATACTTTGCAAAGTCAAAAATGGCTTGATTTTTGGAAACAATA 

TAGAGGTATTCATATTTAAATGAGGGTTTACATTTGTTTTGTTTTGTAACCGTTAAAAAGAAGTTGTTTCCAGCT 

AATTATTGTGGTGTACTATATTTGTGAGCCTAGGGTAGGGGCACTGCTGCAACTTCTGCTTTCATCCCATGCCTC 

ATCAATGAGGAAAGGGAACAAAGTGTATAAAACTGCCACAATTGTATTTTAATTTTGAGGTATGATATTTTCAGA 

TATTTCATAATTTCTAACCTCTGTTCTCTCAGTAAACAGAATGTCTGATCGATCATGCAGATACAATGTTGGTAT 

TTGAGAGGTTAGTTTTTTTCCTACACTTTTTTTTGCCAACTGACTTAACAACATTGCTGTCAGGTGGAAATTTCA 

AGCACTTTTGCACATTTAGTTCAGTGTTTGTTGAGAATCCATGGCTTAACCCACTTGTTTTGCTATTTTTTTCTT 

TGCTTTTAATTTTCCCCATCTGATTTTATCTCTGCGTTTCAGTGACCTACCTTAAAACAACACACGAGAAGAGTT 

AAACTGGGTTCATTTTAATGATCAATTTACCTGCATATAAAATTTATTTTTAATCAAGCTGATCTTAATGTATAT 

AATCATTCTATTTGCTTTATTATCGGTGCAGGTAGGTCATTAACACCACTTCTTTTCATCXGTACCACACCCTGG 

XGAAACCXXXGAAGACAXAAAAAAAACCXGXCXGAGAXGXXCXXXCTACCAAXCXAXAXGXCXXXCGGXXATCAA 

GTGXXXCXGCAXGGXAATGXCATGXAAAXGCXGAXAXXGAXXXCACXGGXCCAXCXAXAXXXAAAACGXGCAAGA 

AAAAAAXAAAAXACXCTGCTCXAGCAAGXTXXGTGTAACAAAGGCAXAXCGXCAXGXXAATAAATTXAAAACAXC 

AXXCGXAXAAAAXATXTXAAXXXXCTXGXAXXXCAXTXAGACCCAAGAACAXGCXGACCAAXGXGXXCXATAXGX 

AAACXACAAAXXCXAXGGTAGCXXXGXXGXAXAXXAXXGXAAAAXXATTXTAATAAGXCAXGGGGAXGACAAXXT 

GAXXATTACAAXXXAGXXXTGAGXAATCAAAAAGAXXXCXAXGAAXXCXAAAAAATATXTTXXXCXAXGAAAXXA 

CXAGXGCCCAGCXGXAGAAXCXACCXXAGGXAGAXGAXCCCXAGACATACGTXGGXXXXGAGGGCXAXXCAGCCA 

XXCCAXXXXACTCXCXATXXAAAGGCCGXGAGCAAGCXXGXCAXGAGCAAATAXGXCAAGGGAGXCAAXXXCXGA 
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CCAATCAAGTACACTAAATTAGAATATTTTTAAAGTATGTAACATTCCCAGTTTCAGCCACAATTTAGCCAAGAA 
TAAGATAAAAACTTGAATAAGAAGTAAGTAGCATAAATCAGTATTTAACCTAAAATTACATATTTGAAACAGAAG 
ATATTATGTTATGCTCAGTAAATAATTAAGAGATGGCATTGTGTAAGAAGGAGCCCTAGACTGAAAGTCAAGACA 
TCTGAATTTCAGGCTGGAAAACTATCAGTATGATCTCAGCCTCAGTTCTCTTGTCTGTAAAATGGAAGAACTGGA 
TTAGGCAGTTTGTAAGATTCCTCCTAACTTTCACAGTCGATGACAAGATTGTCTTTTTATCTGATATTTTGAAGG 
GTATATTGCTTTGAAGTAAGTCTCAATAAGGCAATATATTTTAGGGCATCTTTCTTCTTATCTCTGACAGTGTTC 
TTAAAATTATTTGAATATCATAAGAGCCTTGGTGTCTGTCCTAATTCCTTTCTCACTCACCGATGCTGAATACCC 
AGTTGAATCAAACTGTCAACCTACCAAAAACGATATTGTGGCTTATGGGTATTGCTGTCTCATTCTTGGTATATT 
CTTGTGTTAACTGCCCATTGGCCTGAAAATACTCATTGTAAGCCTGAAAAAAAAAATCTTTCCCACTGTTTTTTC 
TGCTTGTTGTAAGAATCAAATGAAATAATGTATGTGAAAGCACCTTGTAAACTGTAACCTATCAATGTAAAATGT 
TAAGGTGTGTTGTTATTTCATTAATTACTTCTTTGTTTAGAATGGAATTTCCTATGCACTACTGTAGCTAGGAAA 
TGCTGAAAACAACTGTGTTTTTTAATTAATCAATAACTGCAAAATTAAAGTACCTTCAATGGATAAGCCAAAAAA 
ATCTATGTCGGGTGCGGAGAAAGAGGTAATGAAATGGCAGGAAXTCGATATCAGCTTATCATACC 
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HCCCHRRRRRAAAPLLLPVLRSSLEPFPQTRPGLRARTPGASARRTHRSDGCRRGSCPRLWSGGHGPSPPSLPXP 
LLAIAPDMGNAATAKKGSEVESVKEFIAKAKEDFLKKWENPTQNNAGLEDFERKKTLGTGSFGRVMLVKHKATEQ 
YYAMKILDKQKVVKLKQIEHTLNEKRILQAVNFPFLVRLEYAFKDNSNLYMVMEYWGGEMFSHLRRIGRFSEPH 
ARFYAAQIVLTFEYLHSLDLIYRDLKPENLLIDHQGYIQVTDFGFAKRVKGRTWTLCGTPEYLAPEIILSKGYNK 
AVDWWALGVLIYEMAAGYPPFFADQPIQIYEKIVSGKVRFPSHFSSDLKDLLRNLLQVDLTKRFGNLKNGVSDIK 
THKWFATTDWIAIYQRKVEAPFIPKFRGSGDTSNFDDYEEEDIRVSITEKCAKEFGEF 
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CCAGCCCCCCTTCCCTTCCCTGACCCCTTCTTGCCATCGCCCCAGACATOSGGAACGCGGCGACCGCCAAGAAAG 

GCAGCGAGGTGGAGAGCGTGAAAGAGTTTCTAGCCAAAGCCAAAGAAGACTTTTTGAAAAAATGGGAGAATCCAA 

CTCAGAATAATGCCGGACTTGAAGATTTTGAAAGGAAAAAAACCCTTGGAACAGGTTCATTTGGAAGAGTCATGT 

TGGTAAAACACAAAGCCACTGAACAGTATTATGCCATGAAGATCTTAGATAAGCAGAAGGXTGTTAAACTGAAGC 

AAATAGAGCATACTTTGAATGAGAAAAGAATATTACAGGCAGTGAATTTTCCTTTCCTTGTTCGACTGGAGTATG 

CTTTTAAGGATAATTCTAATTTATACATGGTTATGGAATATGTCCCTGGGGGTGAAATGTTTTCACATCTAAGAA 

GAATTGGAAGGTTCAGTGAGCCCCATGCACGGTTCTATGCAGCTCAGATAGTGCTAACATTCGAGTACCTCCATT 

CACTAGACCTCATCTACAGAGATCTAAAACCTGAAAATCTCTTAATTGACCATCAAGGCTATATCCAGGTCACAG 

ACTTTGGGTTTGCCAAAAGAGTTAAAGGCAGAACTTGGACATTATGTGGAACTCCAGAGTATTTGGCTCCAGAAA 

TAATTCTCAGCAAGGGCTACAATAAGGCAGTGGATTGGTGGGCATTAGGAGTGCTAATCTATGAAATGGCAGCTG 

GCTATCCCCCATTCTTTGCAGACCAACCAATTCAGATTTATGAAAAGATTGTTTCTGGAAAGGTCCGATTCCCAT 

CCCACTTCAGTTCAGATCTCAAGGACCTTCTACGGAACCTGCTGCAGGTGGATTTGACCAAGAGATTTGGAAATC 

TAAAGAATGGTGTCAGTGATATAAAAACTCACAAGTGGTTTGCCACGACAGATTGGATTGCTATTTACCAGAGGA 

AGGTTGAAGCTCCATTCATACCAAAGTTTAGAGGCTCTGGAGATACCAGCAACTTTGATGACTATGAAGAAGAAG 

ATATCCGTGTCTCTATAACAGAAAAATGTGCAAAAGAATTTGGTGAATTTTAAAGAGGAACAAGATGACATCTGA 

GCTCACACTCAGTGTTTGCACTCTGTTGAGAGATAAGGTAGAGCTGAGACCGTCCTTGTTGAAGCAGTTACCTAG 

TTCCTTCATTCCAACGACTGAGTGAGGTCTTTATTGCCATCATCCGTGTGCGCACTCTGCATCCACCTATGTAAC 

AAGGCACCGCTAAGCAAGCATTGTCTGTGCCATAACACAGTACTAGACCACTTTCTTACTTCTCTTTGGGTTGTC 

TTTCTCCTCTCCTACATCCATTTCTTCCTTTTCAATTTCATTGGTTTTCTCTAAACAGTGCTCCATTTTATTTTG 

TTGGTGTTTCAGATGGGCAGTGTTATGGCTACGTGATATTTGAAGGGAAGGATAAGTGTTGCTTTCAGTAGTTAT 

TGCCAATATTGTTGTTGGTCAATGGCTTGAAGATAAACTTTCTAATAATTATTATTTCTTTGAGTAGCTCAGACT 

TGGTTTTGCCAAAACTCTTGGTAATTTTTGAAGATAGACTGTCTTATCACCAAGGAAATTTATACAAATTAAGAC 

TAACTTTCTTGGAATTCACTATTCTGGCAATAAATTTTGGTAGACTAATACAGXACAGCTAGACCCAGAAATTTG 

GAAGGCTGTAGATCAGAGGTTCTAGTTCCCTTTCCCTCCTTTTATATCCTCCTCTCCTTGAGTAATGAAGTGACC 

AGCCTGTGTAGTGTGACAAACGTGTCTCATTCAGCAGGAAAAACTAATGATATGGATCATCACCCAGATTCTCTC 

ACTTGGTACCAGCATTTCTGTAGGTATTAGAGAAGAGTTCTAAGTTTTCTAAACCTTAACTGTTCCTTAAGGATT 

TTAGCCAGTATTTTAATAGAACATGATTAATGAAAGTGACAAATTTTAAATTTTCTCTAATAGTCCTCATCATAA 

ACTTTTTAAAGGAAAATAAGCAAACTAAAAAGAACATTGGTTTAGATAAATACTTATACTTTGCAAAGTCAAAAA 

TGGCTTGATTTTTGGAAACAATATAGAGGTATTCATATTTAAATGAGGGTTTACATTTGTTTTGTTTTGTAACCG 

TTAAAAAGAAGTTGTTTCCAGCTAATTATTGTGGTGTACTATATTTGTGAGCCTAGGGTAGGGGCACTGCTGCAA 

CTTCTGCTTTCATCCCATGCCTCATCAATGAGGAAAGGGAACAAAGTGTATAAAACCTGCCACAATTGTATTTTA 

ATTTTGAGGTATGATATTTTCAGATATTTCATAATTTCTAACCTCTGTTCTCTCAGTAAACAGAATGTCTGATCG 

ATCATGCAGATACAATGTTGGTATTTGAGAGGTTAGTTTTTTTCCTACACTTTTTTTTGCCAACTGACTTAACAA 

CATTGCTGTCAGGTGGAAATTTCAAGCACTTTTGCACATTTAGTTCAGTGTTTGTTGAGAATCCATGGCTTAACC 

CACTTGTTTTGCTATTTTTTTCTTTGCTTTTAATTTTCCCCATCTGATTTTATCTCTGCGTTTCAGTGACCTACC 

TTAAAACAACACACGAGAAGAGTTAAACTGGGTTCATTTTAATGATCAATTTACCTGCATATAAAATTTATTTTT 

AATCAAGCTGATCTTAATGTATATAATCATTCTATTTGCTTTATTATCGGTGCAGGTAGGTCATTAACACCACTT 

CTTTTCATCTGTACCACACCCTGGTGAAACCTTTGAAGACATAAAAAAAACCTGTCTGAGATGTTCTTTCTACCA 

ATCTATATGTCTTTCGGTTATCAAGTGTTTCTGCATGGTAATGTCATGTAAATGCTGATATTGATTTCACTGGTC 

CATCTATATTTAAAACGTGC 
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MGNAATAKKGSEVESVKEFLAKAKEDFLKKWENPTQNNAGLEDFERKKTLGTGSFGRVMLVKHKATEQYYAMKIL 
DKQKVVKLKQIEHTLNEKRILQAVNFPFLVRLEYAFKDN 

IVLTFEYLHSLDLIYRDLKPENLLIDHQGYIQVTDFGFAKRVKGRTWTLCGTPEYLAPEIILSKGYNKAVDWWAL 
GVLIYEMAAGYPPFFADQPIQIYEKIVSGKVRFPSHFSSDLKDLLRNLLQVDLTKRFGNLKNGVSDIKTHKWFAT 
TDWIAIYQRKVEAPFIPKFRGSGDTSNFDDYEEEDIRVSITEKCAKEFGEF 
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CCCGGGCGAGCCCGCCGTGCGCACAGCTCTGCCCGCCGCCCCTGGAGCGGATCCCCAGCCGTCCCTGGGCGTTCT 
CCCGGGTTCTAGCAAAGCCCCCCGGGGTGCCCATCAGTTTCCTTGGGTGACTACAGCGTGTGTTTTTTCTTTCCT 
CTTTCCCCTGCCTGTGTGCCCTTCTCCAGGATGGCAGAGGCGGAATTGCACAAGGAAAGGCTGGAAGCCATAGCA 
GAAAAAAGAAAGAGGCAGACTGAAATAGAAGGCAAGCGACAACAGCTTGACGAGCAGATACTTCTGCTGCAGCAT 
TCCAAGTCCAAAGTGCTTCGGGAGAAATGGCTGCTGCAGGGCATACCCGCTGGAACTGCCGAAGAGGAGGAAGCC 
AGGAGGCGGCAGTCTGAAGAGGATGAGTTCAGAGTCAAGCAACTTGAAGATAACATTCAGAGGCTGGAGCAAGAA 
ATACAAACGCTAGAAAGTGAAGAGTCCCAGATATCTGCCAAAGAGCAAATCATCCTAGAGAAACTGAAGGAAACA 
GAAAAATCCTTCAAGGACTTTCAGAAGGGTTTCTCCAGTACGGATGGAGATGCAGTAAATTACATTTCCTCCCAG 
CTTCCCGACCTGCCAATCCTCTGTTCACGAACAGCAGAACCATCACCTGGGCAGGACGGGACCAGCAGAGCGGCT 
GGAGTCGGGTGGGAGAATGTGCTGCTAAAGGAAGGTGAGTCAGCCTCGAACGCCACAGAAACATCCGGCCCAGAC 
ATGACTATCAAGAAGCCTCCCCAGCTTTCTGAGGATGATATCTGGCTAAAAAGCGAGGGAGACAACTATAGTGCC 
ACCCTCCTGGAGCCTGCTGCCAGCTCTCTTTCCCCAGATCACAAAAACATGGAAATTGAGGTGTCTGTTGCAGAA 
TGTAAAAGTGTTCCTGGAATCACCTCTACCCCACATCCCATGGACCATCCCTCCGCTTTCTATTCACCCCCGCAT 
AATGGCCTCCTTACTGATCACCACGAATCCCTGGATAATGATGTTGCCAGAGAGATCCGCTATCTAGATGAGGTG 
CTAGAGGCCAACTGCTGTGATTCTGCTGTGGATGGAACGTACAATGGAACATCCTCCCCAGAGCCTGGTGCAGTG 
GTTCTGGTGGGCGGCCTAAGCCCCCCTGTCCACGAGGCGACCCAGCCAGAACCCACTGAAAGAACAGCTAGCCGG 
CAGGCACCTCCTCACATCGAGCTCAGTAATAGCAGCCCTGACCCCATGGCAGAGGCAGAAAGAACAAATGGCCAT 
TCCCCCAGCCAGCCTAGAGATGCGCTGGGGGACAGCCTGCAGGTGCCTGTCAGCCCCAGCTCCACAACCAGCTCA 
CGGTGTTCTTCCCGAGATGGAGAGTTCACTCTCACCACACTGAAAAAGGAGGCCAAGTTTGAGCTGCGTGCCTTC 
CATGAGGACAAGAAGCCCTCCAAGCTCTTTGAGGATGACGAGCATGAGAAAGAACAATACTGCATTAGAAAAGTG 
AGGCCTTCAGAGGAGATGCTGGAGCTGGAAAAGGAGAGGAGAGAGCTCATCCGCAGCCAGGCCGTCAAGAAGAAT 
CCTGGCATTGCAGCAAAATGGTGGAATCCCCCGCAGGAAAAAACCATCGAGGAGCAGCTGGACGAGGAACATCTG 
GAGTCGCACAAAAAGXACAAGGAGCGCAAAGAGAGAAGGGCACAGCAGGAACAGTTGCTGCTGCAGAAGCAGTTA 
" CAGCAGCAGCAGCAGCAGCCCCCATCGCAGCTCTGCACAGCCCCTGCCTCTTCTCATGAACGCGCAAGCATGATT 
GACAAAGCAAAGGAGGACATTGTCACAGAGCAGATAGATTTCTCTGCTGCTCGCAAACAATTTCAGCTGATGGAG 
AATTCCAGGCAAGCGGTGGCCAAGGGCCAGAGTACACCCAGGCTGTTCTCCATCAAGCCTTTCTACAGGCCTCTG 
GGGTCAGTCAACTCAGACAAGCCACTGACTAATCCGAGACCACCTTCTGTCGGGGGACCTCCAGAAGACAGTGGT 
GCCTCAGCCGCCAAGGGACAGAAATCCCCCGGTGCCCTGGAGACCCCATCGGCAGCAGGAAGCCAGGGCAACACA 
GCCTCTCAGGGGAAGGAAGGGCCCTACAGCGAGCCTTCTAAACGTGGGCCCTTATCTAAACTGTGGGCTGAGGAT 
GGAGAATTTACGAGCGCCCGGGCTGTCCTCACTGTGGTCAAGGATGATGACCATGGGATTTTGGATCAGTTCTCA 
AGATCTGTCAATGTCTCCTTGACCCAAGAGGAGCTTGACTCTGGTCTGGACGAATTGTCGGTGAGGTCTCAGGAT 
ACCACAGTCCTGGAGACCCTATCCAATGATTTCAGCATGGACAACATCAGTGACAGCGGGGCATCCAATGAGACA 
ACCAATGCCCTCCAGGAAAATTCACTGGCTGATTTTTCTCTGCCCCAGACACCACAAACTGACAACCCCTCAGAG 
GGCCGAGGAGAAGGCGTCTCCAAGTCATTTAGTGATCATGGTTTCTATTCCCCTTCCTCCACGCTGGGGGACTCT 
CCGTTGGTTGATGACCCCTTGGAGTATCAGGCTGGCCTCCTGGTGCAGAATGCCATTCAACAAGCCATAGCCGAG 
CAGGTGGATAAAGCTGTGTCCAAAACCAGCAGGGATGGAGCAGAGCAACAGGGACCTGAAGCGACTGTAGAGGAA 
GCTGAAGCTGCGGCTTTCGGCTCAGAAAAGCCTCAGAGCATGTTTGAGCCACCTCAGGTGTCTTCTCCTGTTCAA 
GAGAAAAGGGATGTATTACCAAAGATTCTGCCTGCTGAAGACAGGGCGCTCAGGGAAAGGGGGCCCCCCCAGCCA 
CTGCCAGCTGTGCAGCCCAGTGGCCCGATTAACATGGAGGAGACCAGGCCCGAAGGAAGCTATTTCAGCAAGTAC 
TCGGAGGCAGCTGAGCTGAGAAGCACAGCCTCCCTCCTGGCCACTCAAGAATCTGACGTGATGGTTGGGCCTTTC 
AAGCTGAGGTCCAGGAAACAGCGGACTTTGTCCATGATTGAGGAAGAGATCCGAGCAGCTCAGGAAAGGGAAGAG 
GAGCTGAAGAGGCAGAGACAAGTCTTGCAGAGTACGCAGAGCCCCAGGACAAAGAATGCCCCATCACTGCCCTCC 
AGAACATGCTACAAAACTGCTCCAGGGAAAATAGAGAAAGTCAAACCTCCTCCATCCCCCACCACTGAAGGCCCC 
AGCTTGCAGCCTGACTTAGCCCCTGAAGAGGCTGCCGGAACCCAGCGGCCCAAGAATCTGATGCAGACCCTCATG 
GAAGACTATGAGACACACAAATCTAAAAGGCGCGAGAGAATGGATGATAGTAGTTACACTTCTAAGTTACTGTCT 
TGCAAGGTGACTTCCGAGGTCCTCGAGGCCACACGGGTTAATCGAAGAAAGAGCGCACTGGCTTTGCGCTGGGAA 
GCAGGGATCTATGCCAACCAGGAGGAAGAAGACAACGAATAAACTTCCTTCAACCCAGGAAGCGTCTTTGGTGCT 
TGGGAGACCAAGAAACCAAGAAATTAACAACTGAAAGCATTTTAATGGACTATTTATTAAAGTGCAAACAAACTC 
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AGCAAXCCTTAXGXAGACCAGAAGCXGCAAXAXACAAXGATGAAAAXGAAACGAAAAGGAAGTCCCCCCAXCAGA 

CTCTGGACACCCAGGAATCAAAAGAGAAAGGACTTTTTTGGTGACTCAATCCCAGTGTCTGGTTTGGGGCCAATC 

TACAATGGATCCAAAAGGACAAAACATGTTACAAGCAAATCAACATAGTTGCTGCAGGCGGAACTGAGACCAGCC 

TCTCTGGGCGATGAAGGACAATGGTGGTAGGGCCACTTAGAGAGCAGTAGGGCCCAGGCTGGTGCAGCCTACATG 

GCACAGGATATTTCCCTGCACCAGTTTCCCACCTGTCACTTGCAGCATCAGAGGGTGTTGCATTAACTCCATTTT 

CTCCAGCAGCCATAAAATGAATGGCGTTTCTCTCCATATTTGCCCAGAAGAGGCAGTTATGATTCCACTTCTCCT 

ACATTTAATTATTTTTAATTGAGAACAACTCATGATCACAATTCATAAAATCCATATTTTAAGACAATAGTTCTT 

CATGTCACAAACACAATCTATTCTACATGAGGAGGCTGAGAAAGGGGAAGAGAAAAACAAACCAAATGGATGATG 

TTAGCTTTAGGATCGTGTCTGCTTATAATATTCACTGATCTGCAGTTTATGAGAACACATTTTCACAGTTATGTT 

TCTTCATAGGAAAACTATATTTAGTGGGCAACAACTATTTTTATGATGGGATGGGGGAGTATATACACGTATAGA 

ATCTGTACGCGTTGAACAACTTGGTTCAAGATGGTGGGGGCATTTTTAGAGCGGCAATAATTGAAAAAAAAGGCG 

AACTCTGCCTTGGAGAGGTAGATGATAAGAAATAAAAAGGXGTTTATAACTATTTTGTATTATAAAGTGGGCCTT 

AGAGATAGGAAGAAGAATGATGGATTCCTTTTGGATCAATCAGAAAGGAAACACGAAAGAAAAGTCAGGAAGGTA 

GAGAGAGAAAAAGGGAGGGAAGGAGAAAGAATGGGAATAAAATAAGGAGGTAAGAGATACTATTTTTGCTGAGCA 

ACCAGTGTGTTTCAGGATGATACAAAGAAAAATATAGAATAGAAATAAGTGCAGGCTTGGAATCAGCTACAAATC 

CTAAAGATGGGGTGTGTGTGGATGTGTGTGTGTGTGTGTGTACACCATTGTGTGTTTGTAAAATGTGTATGTXCA 

TGAGTAAGGGTGTGTGTGTGTGTGTATTAAAATTCCAGAGTGACCGTGGCACTTGGGTGTACAGGTAATTCCTCC 

AGAGCTGTTTGCTGGCTTCAGGAGTGGAGTGAGAATTTCTTTTTTATGAAAAGGGATATAAAGGCACCGAGCTGA 

TGCAGTATTTGTAATATTAAGTTGACCTAACAAGGTATTTGCATGAGTCACAATXACAAAGTTTTGAGCGGTTTT 

GTAATTTGACATTTAGGAGAGTCTCCTATTTATTCTCATACTTTACATTCATGCTTAGTATACTATAGAGGATGC 

CAGCTTTAATCTTTCTGTCATTTAAAGCAATATGATAAGGGTATTCAATAATTGGGTGCCCTAAATTTCTGGATG 

AGAAAATTTTCAATTCTGGCCATGAGAAAGAAAAAAAAATAAACAGCCTTCTTTTTTTTTCCTTTGTTTTAAAAC 

TGTGGTTTTTTAAAAAAGCAATAATTAACTCAGACCTCACTAAAAATCATTTTTGTTTTTATATTGTTATGTCAT 

AAGCTCTATTATGTTATTCTAACAAGTAGCAATTTCACAAAATTTGTATGTAGATGTTAACGCACATTTCCTTTG 

CTTCTTTTATTAGACTAGTGTTGACTTTGGGGGGGGACATTTATTCACAAATGAGAAGTAGGCACAAAGTAAAAA 

ATGGAACCATCTACTAACAAGGATCCTTTAAAACTGCCAAGGGAGCTCTAACTTGAAGCCACATCCTACAGATGG 

CAGCCCAAATAGCACATGGGCAATTGGCACCATCTTTATATGGTTGAGTCTCCTGAATATTTTGAATGAATTCTC 

AACAAAATGTGCTAGCCACTGGGGACGCAAAACAAGTAAGATCCCTGTTGCAAGAAATTCATTTTATAGTGAGGG 

AGGTTGGCATGGAGACTAAAATTCTCAGGAAAATGAGATCCGTGTTAGATTAGAAGTCCTGATGTGAAATGGGAG 

GACTCAGGAAGGAGGATCGTCTTTACCTGAGGATTTCTAGCCAGAGGTCCCAGATGCCTGGGCTGAGAACCCAGC 

GATAAGGGGGCGTTCCCAAAGCAGACACAGGGATAAGAACAGAGGAGGCAGCAGCATTGCACAGCCCCAGGCACA 

GTGGCAGTTAGGATGGCTGGAGAGTAGGATAGTTCTATGGGTTGCCCAAAAAATGTGATGCGCTTCATGTTTTCT 

CTGACTCATGGATCXGGTAGAGACCATAGACATGATATAGACTAACTTCCCCATTTTTCACAAGAGGAAACCATC 

CTTAXGACTTACCTTAAAGXTXXXXGXXCTGTXTTGAAGGAAACCAXGXGCXTCATGAAACCXACAGXXGACAAG 

AGAATGTACAGCXAAGAGAAAAGCXXAAGAGGCCACACXAXXCGCGGAAXGGCXXXAGAGGCAGAXGAAGXGGXC 

IXTGACCACAGXTGATTGAACCAGAGCACTXAXXGCTXAAAGAATAACAGAGXXCTAGAGCXGGGGGXTCTXGGG 

CCAXGCXCCGXGXGTGGAXAAGGAAAGAAAXACXGXXTCTGGGACXCXCCCACAGXCACAAAGCTGTTXXCACTG 

XGGCCCCXACAXCXCXXAACTXTTGCXAXTACXCCXAXGCTGCCXXCCGGAXXAtTGCXGXCXAXCTXCXXGCXC 

CACXCACTGAAGATCCXATXATAATCCCAXGAAAAXGXAAAXXACAGTXXACTTGGGAGAGCCAGAXIXXCXCXG 

XGCXCXTGAGXXXTTTAXXCAXXCAAGAAACCXXGGGCCACCGCXIXGTACAXAGCACCGTGCXAGGCXCXGGGA 

TCCCAAAXGGACCCXXTTAACXXXCXGAAGAXGGGACCGXCCCCTGGAGGAAAGXCATXCCTGCCTAATCCATCG 

AGAGAAAGAGGCXTACGAAAAACXTTGCCXCXGAXGCXCAGCCCCACCCCCAAAXAGCACACAAGCXTGTTAACC 

CCACCTCTXACAAAAXGXXXAGATXCXGXAGGTGXXAAAAGCCXXXCXGGAAGXATXGCATXCXGCCGTGXXXAX 

AGGXGXXCACXTXCCTCCAGAGCTGAXXAACTACXGACAXGACTTGGCXXXCXCAXCCAGAAAXXATGGAAACAG 

GGXCXGXCAGXGGCAGGAGGCCGTGCXGXGXTXXACXXGGAXGACACAAXGCAGXXTACXXGCCTCXTCATACCC 

AXGCAXGCXGCXCACCCXAGACAAXGACAXAXAAGCCGTATAXAGAXCAAXGXCCACAXAXATAXACACACACAC 

AXAXAXAXAXATAAAGXGXAACAAGGAACACXAAAACAGTGTXGAXXCTXGXCXCXGAAGACAAATAAXXAAACC 

XXXXXXXXCCCAACXAAAGAAXGGAXXTAAXXAAACXAXGXATXGAAAAAAAAGXAGCCXAAGXGTXAGAGAXGG 
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FIGURE 353C 

TGAATATATTCCATTTTAGTTAAAGAACAAATTTCCTGAATTTTAAGCATTCAGTGAGCTGCCAATTTTGATTTT 
GTGTTGCTCTTTACCCAAATTATTTTTTCTTTGTTTTTCTTTTTTTGGGGGAGGAGGGGAAAAAAGCAGCAATAC 
TGTGTTTGGAAATTATACTCTGTATCTGGTTTTCCTGTGTATGTTAACCACTTAAATGTTATTATCCTGCTTTGG 
TTTTAGAGTGATTGTGAGGCATXCAATGCAAGTATACAGTTATTTTCTCATTAAAATCCAATGTGTGTTGAGTTT 
TTATAAAAAAAAAAAAAAAAAA 
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FIGURE 354 

^3AEAELHKERLQAIAEKRKRQTEIEGKRQQLDEQILLLQHSKSKVLREKWLLQGIPAGTAEEEEARRRQSEEDEF 
RVKQLEDNIQRLEQEIQTLESEESQISAKEQIILEKLKETEKSFKDFQKGFSSTDGDAVNYISSQLPDLPILCSR 
TAEPSPGQDGTSRAAGVGWENVLLKEGESASNATETSGPDMTIKKPPQLSEDDIWLKSEGDNYSATLLEPAASSL 
SPDHKNMEIEVSVAECKSVPGITSTPHPMDHPSAFYSPPHNGLLTDHHESLDNDVAREIRYLDEVLEANCCDSAV 
DGTYNGTSSPEPGAWLVGGLSPPVHEATQPEPXERTASRQAPPHIELSNSSPDPMAEAERTNGHSPSQPRDALG 
DSLQVPVSPSSTTSSRCSSRDGEFTLTTLKKEAKFELRAFHEDKKPSKLFEDDEHEKEQYCIRKVRPSEEMLELE 
KERRELIRSQAVKKNPGIAAKWWNPPQEKTIEEQLDEEHLESHKKYKERKERRAQQEQLLLQKQLQQQQQQPPSQ 
LCTAPASSHERASMIDKAKEDIVTEQIDFSAARKQFQLMENSRQAVAKGQSTPRLFSIKPFYRPLGSVNSDKPLT 
NPRPPSVGGPPEDSGASAAKGQKSPGALETPSAAGSQGNTASQGKEGPYSEPSKRGPLSKLWAEDGEFTSARAVL 
TWKDDDHGILDQFSRSVNVSLTQEELDSGLDELSVRSQDTTVLETLSNDFSMDNISDSGASNETTNALQENSLA 
DFSLPQTPQTDNPSEGRGEGVSKSFSDHGFYSPSSTLGDSPLVDDPLEYQAGLLVQNAIQQAIAEQVDKAVSKTS 
RDGAEQQGPEATVEEAEAAAFGSEKPQSMFEPPQVSSPVQEKRDVLPKILPAEDRALRERGPPQPLPAVQPSGPI 
NMEETRPEGSYFSKYSEAAELRSTASLLATQESDVMVGPFKLRSRKQRTLSMIEEEIRAAQEREEELKRQRQVLQ 
STQSPRTKNAPSLPSRTCYKTAPGKIEKVKPPPSPTTEGPSLQPDLAPEEAAGTQRPKNLMQTLMEDYETHKSKR 
RERMDDSSYTSKLLSCKVTSEVLEATRVNRRKSALALRWEAGIYANQEEEDNE v 
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FIGURE 355 

GGCGGACCGAAGAACGCAGGAAGGGGGCCGGGGGGACCCGCCCCCGGCCGGCCGCAGCCAT^ACTCCAACGTGG 
AGAACCTACCCCCGCACATCATCCGCCTGGTGTACAAGGAGGTGACGACACTGACCGCAGACCCACCCGATGGCA 
TCAAGGTCTTTCCCAACGAGGAGGACCTCACCGACCTCCAGGTCACCATCGAGGGCCCTGAGGGGACCCCATATG 
CTGGAGGTCTGTTCCGCATGAAACTCCTGCTGGGGAAGGACTTCCCTGCCTCCCCACCCAAGGGCTACTTCCTGA 
CCAAGATCTTCCACCCGAACGTGGGCGCCAATGGCGAGATCTGCGTCAACGTGCTCAAGAGGGACTGGACGGCTG 
AGCTGGGCATCCGACACGTACTGCTGACCATCAAGTGCCTGCTGATCCACCCTAACCCCGAGTCTGCACTCAACG 
AGGAGGCGGGCCGCCTGCTCTTGGAGAACTACGAGGAGTATGCGGCTCGGGCCCGTCTGCTCACAGAGATCCACG 
GGGGCGCCGGCGGGCCCAGCGGCAGGGCCGAAGCCGGTCGGGCCCTGGCCAGTGGCACTGAAGCTTCCTCCACCG 
ACCCTGGGGCCCCAGGGGGCCCGGGAGGGGCTGAGGGTCCCATGGCCAAGAAGCATGCTGGCGAGCGCGATAAGA 
AGCTGGCGGCCAAGAAAAAGACGGACAAGAAGCGGGCGCTGCGGGCGCTGCGGCGGCTGTAGTGGGCTCTCTTCC 
TCCTTCCACCGTGACCCCAACCTCTCCTGTCCCCTCCCTCCAACTCTGTCTCTAAGTTATTTAAATTATGGCTGG 
GGTCGGGGAGGGTACAGGGGGCACXGGGACCTGGATTTGTTTTTCTAAATAAAGTTGGAAAAGCA 
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FIGURE 356 

MNSNVENLPPHIIRLVYKEVTTLTADPPDGIKVFPNEEDLTDLQVTIEGPEGTPYAGGLFRMKLLLGKDFPASPP 
KGYFLTKIFHPNVGANGEICVNVLKRDWTAELGIRHVLLTIKCLLIHPNPESALNEEAGRLLLENYEEYAARA^ 
LTEIHGGAGGPSGRAEAGRALASGTEASSTDPGAPGGPGGAEGPMAKKHAGERDKKLAAKKKTDKKRALRALRRL 



1 
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FIGURE 357A 

TCGGAGXGCCGCCCGCGGCCCCGAGTCGGXCTCGAGCCGCCGGCCGGCCGXGCCGGTGXCCGXAGGCGCTGCGCC 

CTCGGCCGGGCCCATGTGTGTGCGGCCCGCCCGAGGCCGCCCGGGCTTTGCCTCCACCAGCGCCCTGGCCTCCGC 

TCGGGCCTCCACACGGGCCTCCGAAGAGCTGCCGCGACGCCCGGCCCGCAGGGCAGGTAAAGAGATTATAAATCT 

TCCACTGAATGAAAAAAATTTTCTTAAAGCTGCATATACTCCAAGAAAAAAACCACAAATGTTTTTCTGTTTTGC 

CTGAATACATGATTTAAACAAGAGATTTCCACAGAAGCTCTGCGGCCGTCACGATGTTCTGGAAGTTTGACTTGA 

ACACCACGTCCCATGTTGACAAGCTGCTGGACAAGGAGCATGTGACGCTGCAGGAGTTAATGGATGAAGATGACA 

TCTTGCAGGAGTGTAAGGCXCAGAACCAGAAGCTGCTGGACTTCCTGTGCAGGCAGCAGTGCATGGAGGAGCTGG 

TGAGCCTCATCACACAGGATCCGCCCCTGGACATGGAGGAGAAGGTCCGCTTCAAATATCCAAACACAGCCTGTG 

AGCTTCTGACTTGTGATGTGCCGCAGATCAGCGACCGCCTCGGTGGGGACGAGAGCCTGCTGAGCCTCCTGTACG 

ACTXCTTGGACCATGAGCCGCCTCTCAATCCTCTGCTCGCCAGTTTTTTCAGCAAGACCATTGGCAATCTCATTG 

CAAGAAAAACCGAACAGGXGATXACGTTXXXGAAGAAGAAGGACAAGTTCAXCAGCCXGGXGXTGAAGCACAXCG 

GCACCTCAGCGCTTATGGACCTGCTGCTGCGCCTGGTCAGCTGTGTGGAGCCAGCCGGGCTCCGGCAGGACGTCC 

TGCACTGGCTGAATGAAGAGAAGGTCATCCAGAGGCTTGTGGAGTTGATCCACCCGAGCCAGGATGAAGATAGGC 

AGTCAAATGCTTCTCAGACTCTCTGTGACATAGTTAGGCTGGGCAGAGACCAGGGCAGTCAGCTGCAAGAGGCTC 

TGGAGCCAGACCCGCTCCTCACAGCGCTGGAGTCGCAGGACTGTGTGGAGCAGCTTCTGAAGAACATGTTTGATG 

GAGACCGGACGGAGAGCTGCCTCGTCAGTGGGACTCAGGTGTTACTCACCTTGCTGGAAACCAGGCGGGTTGGGA 

CAGAGGGCTTGGTGGACXCCXXXXCTCAGGGACXGGAAAGGXCAXACGCTGTCAGCAGCAGCGXACTACACGGCA 

TCGAGCCTCGGCTGAAGGACTTCCACCAGCTCCTGCTCAACCCGCCCAAGAAGAAAGCGATCCTGACCACCATTG 

GTGTGCTGGAGGAGCCCCTGGGGAATGCCCGTCTGCATGGCGCCCGCCTCATGGCAGCACTGCTGCACACAAACA 

CACCCAGCATCAACCAGGAGCTCTGCCGGCTCAACACGATGGACTTACTGCTGGACTTGTTCTTTAAGTACACCT 

GGAATAACTTTTTGCACTTCCAAGTGGAACTATGCATAGCCGCTATTCTCTCCCACGCTGCCCGTGAGGAGAGGA 

CAGAAGCCAGCGGATCCGAGAGCAGGGTGGAGCCTCCGCATGAGAACGGGAACCGGAGCCTGGAGACTCCCCAGC 

CGGCCGCCAGCCTCCCTGACAACACAAXGGXGACCCACCXGXXCCAGAAGXGCTGCCXGGXGCAGAGGATCCTGG 

AGGCCTGGGAAGCCAACGACCACACGCAGGCAGCGGGTGGCATGAGACGTGGGAACATGGGCCACCTCACACGGA 

TCGCCAACGCGGTGGTGCAGAACCTGGAGCGGGGCCCTGTGCAGACGCACATCAGCGAGGTCATCCGAGGGCTCC 

CTGCGGACTGCCGTGGCCGCTGGGAGAGCTTCGTGGAGGAGACGCTGACGGAGACGAACCGCAGGAACACTGTGG 

ACCTGGCCTTCTCTGACTACCAGATCCAGCAGATGACAGCCAACTTCGTGGATCAGTTTGGCTTCAATGATGAGG 

AGTTTGCCGACCAGGACGACAACATCAATGCCCCGTTTGACAGGATCGCAGAGATCAACTTCAACATCGACGCTG 

ACGAGGACAGTCCCAGCGCAGCTCTGTTTGAGGCCTGCTGCAGTGACCGCATCCAGCCCTTTGATGATGATGAGG 

ACGAGGACATCTGGGAGGACAGTGACACTCGCTGTGCTGCCCGGGTGATGGCCAGACCCAGGTTTGGAGCCCCCC 

ATGCTTCAGAGAGTTGCTCAAAGAATGGCCCAGAGCGTGGAGGCCAGGATGGGAAGGCGAGCTTGGAAGCACACA 

GAGATGCACCTGGGGCAGGTGCCCCACCGGCCCCCGGGAAGAAGGAAGCCCCCCCTGTGGAGGGTGACTCAGAAG 

CAGGCGCCAXGXGGACGGCAGXGXXXGAXGAGCCAGCGAACTCAACGCCCACAGCCCCAGGAGXGGTGAGGGACG 

TGGGTTCCAGTGTGTGGGCAGCTGGCACCTCAGCTCCAGAGGAGAAAGGCTGGGCCAAGTTCACTGACTTCCAAC 

CTTTCTGCTGCTCCGAGTCAGGGCCCAGGTGCAGCTCTCCGGTGGACACAGAATGCAGCCATGCTGAGGGCAGCC 

GGAGCCAAGGCCCTGAGAAAGCCTTCAGCCCGGCTTCTCCATGTGCCTGGAACGTGTGTGTCACCAGGAAGGCCC 

CCCTGCTGGCCTCTGACAGTAGCTCCTCTGGGGGCTCCCACAGCGAGGATGGCGACCAGAAGGCAGCGAGTGCCA 

TGGATGCGGTGAGCAGGGGTCCCGGCCGGGAGGCCCCCCCGCTGCCCACAGTGGCCAGGACAGAGGAGGCGGTCG 

GCAGGGTCGGGTGTGCTGACAGCCGGCTGTTAAGCCCTGCCTGCCCCGCGCCAAAGGAAGTGACTGCTGCCCCAG 

CCGTGGCTGTGCCCCCCGAGGCTACTGTGGCCATCACCACAGCACTGAGCAAGGCTGGCCCCGCCATACCCACCC 

CAGCAGXCXCTXCXGCACTGGCCGXGGCGGTCCCCCXAGGGCCCAXCAXGGCAGXCACAGCAGCCCCAGCCATGG 

TGGCCACCCTGGGGACAGTGACAAAGGACGGACAGATGCCCCGCCAGAAGGAGCTGCCTTAAATGGCCCAGTGTG 

ATGCTGCTGCCGCCCGGCCACGGCCCACCCTGGTCAGGCTGCCXCCTTAATCGAGAAAACTACCTGGTGATGCAA 

TCTXXXTTXXTXTAATTXAATTXAAXXXTAAAAXAAATGCXGCATXGGXAAAGCXGGCAGXXGAAACCAGXXGGA 

CGGCCCAGCTTGCGXCXCTTCXGCCXGAGTGGGCCXCXCAGGTCACTCGXGCCCXGCTGGAGGACAGAGGGGCAC 

CXCAGCCGCCCCCAAGCCCAGAGCACAGCAATAAGGXCGGCCXGCAGGAGCCGGGGXGGGGGXGGGGGGGGCAGG 

ACCCXGAGATGCCACCAGGACCXGATGGGCCAGGAAGGGCGTGGACAXGGAGGCTGTXXXXACAGTTTXTXXXTG 

TXGXXGTTTXGXXXTTAAAGAAXACAGAAGGAGCCAAGCXXTXXTGCACXTXGXAXCCAGCXGCAAGCXCAGGGC 
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FIGURE 357B 

AGAGTCAAGGGCCTGGGTTGGAAAAACCTGACTCACAGGAATGCATAATTGACCCTTGCAGCTACCCAATAGCCC 
TTGGAGCTGGCACTGAACCAGGCTGCAAGATTTGACTGCCTTAAAAACACAAGGCCCTCTAGGCCTGGCAGGGAT 
GTCCCTGTGCCCAGCACAGGGTGCCTGGCAGGGGGAGACCACAGGTATGCAGGTGGGGGGACATGGTGTGGCACT 
GGGGGCTCGAAGACTGGTTTCTAGCACTACCGGTCACGGCCATGTCGTCCTAGAAGGGTCCAGAAGATTATTTTA 
CGTTGAGTCCATTTTTAATGTTCTGATCACCTGACAGGGCACCCCAAACCCCCAACTCCCAATAAAAGCCGTGAC 
GTTCGG 
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FIGURE 358 

MFWKFDLNTTSHVDKLLDKEHVTLQELMDEDDILQECKAQNQKLLDFLCRQQCMEELVSLITQDPPLDMEEKVRF 
KYPNTACELLTCDVPQISDRLGGDESLLSLLYDFLDHEPPLNPLLASFFSKTIGNLIARKTEQVITFLKKKDKFI 
SLVLKHIGTSALMDLLLRLVSCVEPAGLRQDVLHWLNEEKVIQRLVELIHPSQDEDRQSNASQTLCDIVRLGRDQ 
GSQLQEALEPDPLLTALESQDCVEQLLKNMFDGDRTESCLVSGTQVLLTLLETRRVGTEGLVDSFSQGLERSYAV 
SSSVLHGIEPRLKDFHQLLLNPPKKKAILTTIGVLEEPLGNARLHGARLMAALLHTNTPSINQELCRLNTMDLLL 
DLFFKYTWNNFLHFQVELCIAAILSHAAREERTEASGSESRVEPPHENGNRSLETPQPAASLPDNTMVTHLFQKC 
CLVQRILEAWEANDHTQAAGGMRRGNMGHLTRIANAWQNLERGPVQTHISEVIRGLPADCRGRWESFVEETLTE 
TNRRNTVDLAFSDYQIQQMTANFVDQFGFNDEEFADQDDNINAPFDRIAEINFNIDADEDSPSAALFEACCSDRI 
QPFDDDEDEDIWEDSDTRCAARVMARPRFGAPHASESCSKNGPERGGQDGKASLEAHRDAPGAGAPPAPGKKEAP 
PVEGDSEAGAMWTAVFDEPANSTPTAPGWRDVGSSVWAAGTSAPEEKGWAKFTDFQPFCCSESGPRCSSPVDTE 
CSHAEGSRSQGPEKAFSPASPCAWNVCVTRKAPLLASDSSSSGGSHSEDGDQKAASAMDAVSRGPGREAPPLPTV 
ARTEEAVGRVGCADSRLLSPACPAPKEVTAAPAVAVPPEATVAITTALSKAGPAIPTPAVSSALAVAVPLGPIMA 
VTAAPAMVATLGTVTKDGQMPRQKELP 
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FIGURE 359 

GTTCCGGCGAGGAGGCCGCGCCAGTGACAGCGMGGCGGCGGAGTCGGCGCTCCAAGTTGTGGAGAAGCTGCAGG 

CGCGCCTGGCCGCGAACCCGGACCCTAAGAAGCTATTGAAATATTTGAAGAAACTCTCCACCCTGCCTATTACAG 

TAGACAXTCTTGCGGAGACTGGGGTTGGGAAAACAGTAAATAGCTTGCGAAAACACGAGCATGTTGGAAGCTTTG 

CCAGGGACCTAGTGGCCCAGTGGAAGAAGCTGGTTCCTGTGGAACGAAATGCTGAGCCTGATGAACAGGACTTTG 

AGAAGAGCAATTCCCGAAAGCGCCCTCGGGATGCCCTGCAGAAGGAGGAGGAGATGGAGGGGGACTACCAAGAAA 

CCTGGAAAGCCACGGGGAGCCGATCCTATAGCCCTGACCACAGGCAGAAGAAACATAGGAAACTCTCGGAGCTCG 

AGAGACCTCACAAAGTGTCTCACGGTCATGAGAGGAGAGATGAGAGAAAGAGGTGTCACAGAATGTCACCAACTT 

ACTCTTCAGACCCTGAGTCTTCTGATTATGGCCATGTTCAATCCCCTCCATCTTGTACCAGTCCTCATCAGATGT 

ACGTCGACCACTACAGATCCCTGGAGGAGGACCAGGAGCCCATTGTTTCACACCAGAAGCCTGGGAAAGGCCACA 

GCAATGCCTTTCAGGACAGACTCGGGGCCAGCCAAGAACGACACCTGGGTGAACCCCATGGGAAAGGGGTTGTGA 

GTCAAAACAAGGAGCACAAATCTTCCCACAAGGACAAACGCCCCGTGGATGCCAAGAGTGATGAGAAGGCCTCTG 

TGGTGAGCAGAGAGAAATCACACAAGGCCCTCTCCAAAGAGGAGAACCGAAGGCCACCCTCAGGGGACAATGCAA 

GGGAGAAACCGCCCTCTAGTGGCGTAAAGAAAGAGAAGCjACAGAGAGGGCAGCAGCCTGAAGAAGAAGTGTTTGC 

CTCCCTCAGAGGCCGCTTCAGACAACCACCTGAAAAAGCCAAAGCACAGAGACCCAGAGAAAGCCAAATTGGACA 

AAAGCAAGCAAGGTCTGGACAGCTTTGACACAGGAAAAGGAGCAGGAGACCTGTTGCCCAAGGTAAAAGAGAAGG 

GTTCTAACAACCTAAAGACTCCAGAAGGGAAAGTCAAAACTAATTTGGATAGAAAGTCACTGGGCTCCCTCCCTA 

AAGTTGAGGAGACAGATATGGAGGATGAATTCGAGCAGCCAACCATGTCTTTTGAATCCTACCTCAGCTATGACC 

AGCCCCGGAAGAAAAAGAAAAAGATTGTGAAAACTTCAGCCACGGCACTTGGAGATAAAGGACTTAAAAAAAATG 

ACTCTAAAAGCACTGGTAAAAACTTGGACTCAGTTCAGAAATTACCCAAGGTGAACAAAACCAAGTCAGAGAAGC 

CGGCTGGAGCTGATTTAGCCAAGCTGAGAAAGGTGCCTGATGTGTTGCCAGTGTTGCCAGACCTCCCGTTACCCG 

CGATACAGGCCAATTACCGTCCACTGCCTTCCCTCGAGCTGATATCCTCCTTCCAGCCAAAGCGAAAAGCGTTCT 

CTTCACCCCAGGAAGAAGAAGAAGCTGGATTTACTGGGCGCAGAATGAATTCCAAGATGCAGGTGTATTCTGGTT 

CCAAGTGTGCCTATCTCCCTAAAATGATGACCTTGCACCAGCAATGCATCCGAGTACTTAAAAACAACATCGATT 

CAATCTTTGAAGTGGGAGGAGTCCCATACTCTGTTCTTGAACCCGTTTTGGAGAGGTGTACACCTGATCAGCTGT 

ATCGCATAGAGGAATACAATCATGTATTAATTGAAGAAACAGATCAATTATGGAAAGTTCATTGTCACCGAGACT 

TTAAGGAAGAAAGACCCGAAGAGTATGAGTCGTGGCGAGAGATGTACCTGCGGCTTCAGGACGCCCGAGAGCAGC 

GGCTACGAGTACTAACAAAGAATATCCAGTTCGCACATGCCAATAAGCCCAAAGGCCGACAAGCAAAGATGGCCT 

TTGTCAACTCTGTGGCCAAGCCACCTCGTGACGTCCGGAGGAGGCAGGAAAAGTTTGGAACGGGAGGAGCAGCTG 

TCCCTGAGAAAATCAAGATCAAGCCAGCCCCGTACCCCATGGGAAGCAGCCATGCTTCCGCCAGTAGCATCAGCT 

TTAACCCCAGCCCTGAGGAGCCGGCCTATGATGGCCCAAGCACCAGCAGTGCCCACTTGGCACCAGTGGTCAGCA 

GCACTGTTTCCTATGATCCTAGGAAACCCACTGTGAAGAAAATTGCCCCAATGATGGCCAAGACAATTAAAGCTT 

TCAAGAACAGATTCTCCCGACGATAAACTGAGGACTTGCCTTGGAAATGGAATCTGGGGAGGCAGGAATACAAGG 

ACAGTGGGGGTTGGGGAATGGAATTCTACAGGAGACTGGAGTCTTGCTTTGTGGATCCTTTTGGTCTCCGAGTCT 

GCAGTCTGCAGGTGCTGCCCCTGGGAACCTGCGTGCCACAGCCCCGCCTCCCTGCCTGGAGCACACTTTAGAATT 

CTGAAGATGTGAAGCCTCTGTCTCACTGAGGATTTTAAAGGTCAATTATACTTTTGTTGTTCATTAGCATCTTTG 

TAAACTATAAGACGTAGTTTTAATTAATAAATATTGCCCCCAGATGTTAAA 
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FIGURE 360 

MAAESALQVVEKLQARLAANPDPKKLLKYLKKLSTLPITVDILAETGVGKTVNSLRKHEHVGSFARDLVAQWKKL 
WVERNAEPDEQDFEKSNSRKRPRDALQKEEEMEGDYQETWKATGSRSYSPDHRQKKHRKLSELERPHKVSHGHE 
RRDERKRCHRMSPTYSSDPESSDYGHVQSPPSCTSPHQMYVDHYRSLEEDQEPIVSHQKPGKGHSNAFQDRLGAS 
QERHLGEPHGKGWSQNKEHKSSHKDKRPVDAKSDEKASWSREKSHKALSKEENRRPPSGDNAREKPPSSGVKK 
EKDREGSSLKKKCLPPSEAASDNHLKKPKHRDPEKAKLDKSKQGLDSFDTGKGAGDLLPKVKEKGSNNLKTPEGK 
VKTNLDRKSLGSLPKVEETDMEDEFEQPTMSFESYLSYDQPRKKKKKIVKTSATALGDKGLKKNDSKSTGKNLDS 
VQKLPKVNKTKSEKPAGADLAKLRKVPDVLPVLPDLPLPAIQANYRPLPSLELISSFQPKRKAFSSPQEEEEAGF 
TGRRMNSKMQVYSGSKCAYLPKMMTLHQQCIRVLKNNIDSIFEVGGVPYSVLEPVLERCTPDQLYRIEEYNHVLI 
EETDQLWKVHCHRDFKEERPEEYESWREMYLRLQDAREQRLRVLTKNIQFAHANKPKGRQAKMAFVNSVAKPPRD 
VRRRQEKFGTGGAAVPEKIKIKPAPYPMGSSHASASSISFNPSPEEPAYDGPSTSSAHLAPWSSTVSYDPRKPT 
VK K I AP MMAKT I KAF KN RF S RR 
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FIGURE 361 
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AGCAGAGCACACAAGCTTCTAGGACAAGAGCCAGGAAGAAACCACCGGAAGGAACCATCTCACTGTGTGTAAACA 
TGACTTCCAAGCTGGCCGTGGCTCTCTTGGCAGCCTTCCTGATTTCTGCAGCTCTGTGTGAAGGTGCAGTTTTGC 
CAAGGAGTGCTAAAGAACTTAGATGTCAGTGCATAAAGACATACTCCAAACCTTTCCACCCCAAATTTATCAAAG 
AACTGAGAGTGATTGAGAGTGGACCACACTGCGCCAACACAGAAATTATTGTAAAGCTTTCTGATGGAAGAGAGC 
TCTGTCTGGACCCCAAGGAAAACTGGGTGCAGAGGGTTGTGGAGAAGTTTTTGAAGAGGGCTGAGAATTCATAAA 
AAAATTCATTCTCTGTGGTATCCAAGAATCAGTGAAGATGCCAGTGAAACTTCAAGCAAATCTACTTCAACACTT 
CATGTATTGTGTGGGTCTGTTGTAGGGTTGCCAGATGCAATACAAGATTCCTGGTTAAATTTGAAXTTCAGTAAA 
CAATGAATAGTTTTTCATTGTACCATGAAATATCCAGAACATACTTATATGTAAAGTATTATTTATTTGAATCTA 
CAAAAAACAACAAATAATTTTTAAATATAAGGATTTTCCTAGATATTGCACGGGAGAATATACAAATAGCAAAAT 
TGAGCCAAGGGCCAAGAGAATATCCGAACTTTAATTTCAGGAATTGAATGGGTTTGCTAGAATGTGATATTTGAA 
GCATCACATAAAAATGATGGGACAATAAATTTTGCCATAAAGTCAAATTTAGCTGGAAATCCTGGATTTTTTTCT 
GTTAAATCTGGCAACCCTAGTCTGCTAGCCAGGATCCACAAGTCCTTGTTCCACTGTGCCTTGGTTTCTCCTTTA 
TTTCTAAGTGGAAAAAGTATTAGCCACCATCTTACCTCACAGTGATGTTGTGAGGACATGTGGAAGCACTTTAAG 
TTTTTTCATCATAACATAAATTATTTTCAAGTGTAACTTATTAACCTATTTATTATTXATGTATTTATTTAAGCA 
TCAAATATTTGTGCAAGAATTTGGAAAAATAGAAGATGAATCATTGATTGAATAGTTATAAAGATGTTATAGTAA 
ATTTATTTTATTTTAGATATTAAATGATGTTTTATTAGATAAATTTCAATCAGGGTTTTTAGATTAAACAAAGAA 
ACAATTGGGTACCCAGTTAAATTTTCATTTCAGATAAACAACAAATAATTTTTTAGTATAAGTACATTATTGTTT 
ATCTGAAAGTTTTAATTGAACTAACAATCCTAGTTTGATACTCCCAGTCTTGTCATTGCCAGCTGTGTTGGTAGT 
GCTGTGTTGAATTACGGAATAATGAGTTAGAACTATTAAAACAGCCAAAACTCCACAGTCAATATTAGTAATTTC 
TTGCTGGTTGAAACTTGTTTATTATGTACAAATAGATTCTTATAATATTATTTAAATGACTGCATTTTTAAATAC 
AAGGCTTTATATTTTTAACTTTAAGATGTTTTTATGTGCTCTCCAAATTTTTTTTACTGTTTCTGATTGTATGGA 
AATATAAAAGTAAATATGAAACATTTAAAATATAATTTGTTGTCAAAGTAAAAAAAAAAAAAAA 
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FIGURE 362 



MTSKLAVALLAAFLISAALCEGAVLPRSAKELRCQCIKTYSKPFHPKFIKELRVIESGPHCANTEIIVKLSDGRE 
LCLDPKENWVQRWEKFLKRAENS 
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FIGURE 363 

GCCGGGAGCGCCGCTCCAGCGAGGCGCGGGCTGTGGGGCCGCCGCGTGCCTGGCCCCGCTCGCCCGTGCCGGCCG 
CTCGCCCGCC ATGC CTGGCTTCGACTACAAGTTCCTGGAGAAGCCCAAGCGACGGCTGCTGTGCCCACTGTGCGG 
GAAGCCCATGCGCGAGCCTGTGCAGGTTTCCACCTGCGGCCACCGTTTCTGCGATACCTGCCTGCAGGAGTTCCT 
CAGTGAAGGAGTCTTCAAGTGCCCTGAGGACCAGCTTCCTCTGGACTATGCCAAGATCTACCCAGACCCGGAGCT 
GGAAGTACAAGTATTGGGCCTGCCTATCCGCTGCATCCACAGTGAGGAGGGCTGCCGCTGGAGTGGGCCACTACG 
TCATCTACAGGGCCACCTGAATACCTGCAGCTTCAATGTCATTCCCTGCCCTAATCGCTGCCCCATGAAGCTGAG 
CCGCCGTGATCTACCTGCACACTTGCAGCATGACTGCCCCAAGCGGCGCCTCAAGTGCGAGTTTTGTGGCTGTGA 
CTTCAGTGGGGAGGCCTATGAGAGCCATGAGGGTATGTGCCCCCAGGAGAGTGTCTACTGTGAGAATAAGTGTGG 
TGCCCGCATGATGCGGCGGCTGCTGGCCCAGCATGCCACCTCTGAGTGCCCCAAGCGCACTCAGCCCTGCACCTA 
CTGCACTAAGGAGTTCGTCTTTGACACCATCCAGAGCCACCAGTACCAGTGCCCAAGGCTGCCTGTTGCCTGCCC 
CAACCAATGTGGTGTGGGCACTGTGGCTCGGGAGGACCTGCCAGGCCATCTGAAGGACAGCTGTAACACCGCCCT 
GGTGCTCTGCCCATTCAAAGACTCCGGCTGCAAGCACAGGTGCCCTAAGCTGGCAATGGCACGGCATGTGGAGGA 
GAGTGTGAAGCCACATCTGGCCATGATGTGTGCCCTGGTGAGCCGGCAACGGCAGGAGCTGCAGGAGCTTCGGCG 
AGAGCTGGAGGAGCTATCAGTGGGCAGTGATGGCGTGCTCATCTGGAAGATTGGCAGCTATGGACGGCGGCTACA 
GGAGGCCAAGGCCAAGCCCAACCTTGAGTGCTTCAGCCCAGCCTTCTACACACATAAGTATGGTTACAAGCTGCA 
GGTGTCTGCATTCCTCAATGGCAATGGCAGTGGTGAGGGCACACACCTCTCACTGTACATTCGTGTGCTGCCTGG 
TGCCTTTGACAATCTCCTTGAGTGGCCCTTTGCCCGCCGTGTCACCTTCTCCCTGCTGGATCAGAGCGACCCTGG 
GCTGGCTAAACCACAGCACGTCACTGAGACCTTCCACCCCGACCCAAACTGGAAGAATTTCCAGAAGCCAGGCAC 
GTGGCGGGGCTCCCTGGATGAGAGTTCTCTGGGCTTTGGTTATCCCAAGTTCATCTCCCACCAGGACATTCGAAA 
GCGAAACTATGTGCGGGATGATGCAGTCTTCATCCGTGCTGCTGTTGAACTGCCCCGGAAGATCCTCAGCTGAGT 
GCAGGTGGGGTTCGAGGGGAAAGGACGATGGGGCATGACCTCAGTCAGGCACTGGCTGAACTTGGAGAGGGGGCC 
GGACCCCCGTCAGCTGCTTCTGCTGCCTAGGTTCTGTTACCCCATCCTCCCTCCCCCAGCCACCACCCTCAGGTG 
CCTCCAATTGGTGCTTCAGCCCTGGCCCCTGTGGGGAACAGGTCTTGGGGTCATGAAGGGCTGGAAACAAGTGAC 
CCCAGGGCCTGTCTCCCTTCTTGGGTAGGGCAGACATGCCTTGGTGCCGGTCACACTCTACACGGACTGAGGTGC 
CTGCTCAGGTGCTATGTCCCAAGAGCCATAAGGGGGTGGGAATTGGGGAGGGAGAAAGGGTAGTTCAAAGAGTCT 
GTCTTGAGATCTGATTTTTTCCCCCTTTACCTAGCTGTGCCCCCTCTGGTTATTTATTTCCTTAGTGCCAGGAGG 
GCACAGCAGGGGAGCCCTGATTTTTAATAAATCCGGAATTGTATTTATT 
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FIGURE 364 

MPGFDYKFLEKPKRRLLCPLCGKPMREPVQVSTCGHRFCDTCLQEFLSEGVFKCPEDQLPLDYAKIYPDPELEVQ 
VLGLPIRCIHSEEGCRWSGPLRHLQGHLNTCSFNVIPCPNRCPMKLSRRDLPAHLQHDCPKRRLKCEFCGCDFSG 
EAYESHEGMCPQESVYCENKCGARMMRGLLAQHATSECPECRTQPCTYCTKEFVFDTIQSHQYQCPRLPVACPNQC 
GVGTVAREDLPGHLKDSCNTALVLCPFKDSGCKHRCPKLAMARHVEESVKPHLAMMCALVSRQRQELQELRRELE 
ELSVGSDGVLIWKIGSYGRRLQEAKAKPNLECFSPAFYTHKYGYKLQVSAFLNGNGSGEGTHLSLYIRVLPGAFD 
NLLEWPFARRVTFSLLDQSDPGLAKPQHVTETFHPDPNWKNFQKPGTWRGSLDESSLGFGYPKFISHQDIRKRNY 
VRDDAVFIRAAVELPRKILS 
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FIGURE 365 

CAGAGGTCAGACGGTCTAGCGCTGCGTGGGCCATQGTGCAGCTCCGACCGCGAGCGTCTCGCGCCCCGGCGTCGG 
CGGAGGCGATGGTGGACGAGGGCCAGCTGGCCTCGGAGGAGGAGGAGGCGGAGCACGGGCTGTTGCTCGGGCAGC 
CCAGCAGCGGCGCGGCCGCCGAGCCCCTGGAGGAAGACGAGGAAGGGGACGATGAGTTTGACGATGAGGCCCCGG 
AGGAGCTGACTTTCGCCAGCGCCCAGGCGGAAGCGAGAGAAGAGGAGCGGCGAGTGCGGGAGACCGTGCGCAGGG 
ATAAAACGCTCCTGAAGGAGAAGAGGAAGCGACGCGAGGAGCTGTTCATCGAACAGAAGAAAAGAAAACTCCTTC 
CAGACACTATTTTGGAGAAGTTAACCACAGCTTCACAGACTAACATCAAGAAATCGCCAGGAAAGGTGAAAGAAG 
TTAATTTGCAAAAGAAAAATGAAGACTGTGAAAAAGGAAATGACTCCAAGAAAGTTAAAGTACAAAAAGTACAGT 
CTGTCAGCCAGAATAAAAGCTACTTGGCCGTAAGGCTAAAAGACCAAGATCTGAGAGATTCAAGGCAACAAGCAG 
CACAAGCCTTCATACATAATTCATTATATGGGCCAGGAACCAACAGGACTACTGTAAATAAGTTCCTGTCTCTTG 
CCAACAAGAGGTTACCAGTGAAAAGAGCTGCTGTCCAGTTTTTGAATAATGCTTGGGGAATCCAAAAAAAACAAA 
ATGCCAAGAGGTTTAAAAGACGGTGGATGGTCAGAAAGATGAAAACTAAGAAGTAAATCAATGCTAAATGAAGAA 
TCTGTACTtTGTATGTATAGAATTTATCTAATAAATCATTCATAGATCAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 366 

MVQLRPRASRAPASAEAMVDEGQLASEEEEAEHGLLLGQPSSGAAAEPLEEDEEGDDEFDDEAPEELTFASAQAE 
AREEERRVRETVKRDKTLLKEKRKRREEL^ 

KGNDSKKVKVQKVQSVSQNKSYLAVRLKDQDLRDSRQQAAQAFIHNSL^^ 
VQFLNNAWG I QKKQNAKRF KRRWMVRKMKTKK 
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FIGURE 367 
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GCAGCAGGCCAAGGGGGAGGTGCGAGCGTGGACCTGGGACGGGTCTGGGCGGCTCTCGGTGGTTGGCACGGGTTC 
GCACACCCATTCAAGCGGCAGGACGCACTTGTCTTAGCAGTTCTCGCTGACCGCGCTAGCTGCGGCTTCTACGCT 
CCGGCACTCTGAGTTCATCAGCAAACGCCCTGGCGTCTGTCCTCACCATGCCTAGCCTTTGGGACCGCTTCTCGT 
CGTCGTCCACCTCCTCTTCGCCCTCGXCCTTGCCCCGAACTCCCACCCCAGATCGGCCGCCGCGCTCAGCCTGGG 
GGTCGGCGACCCGGGAGGAGGGGTTTGACCGCTCCACGAGCCTGGAGAGCTCGGACTGCGAGTCCCTGGACAGCA 
GCAACAGTGGCTTCGGGCCGGAGGAAGACACGGCTTACCTGGATGGGGTGTCGTTGCCCGACTTCGAGCTGCTCA 
GTGACCCTGAGGATGAACACTTGTGTGCCAACCTGATGCAGCTGCTGCAGGAGAGCCTGGCCCAGGCGCGGCTGG 
GCTCTCGACGCCCTGCGCGCCTGCTGATGCCTAGCCAGTTGGTAAGCCAGGTGGGCAAAGAACTACTGCGCCTGG 
CCTACAGCGAGCCGTGCGGCCTGCGGGGGGCGCTGCTGGACGTCTGCGTGGAGCAGGGCAAGAGCTGCCACAGCG 
TGGGCCAGCTGGCACTCGACCCCAGCCTGGTGCCCACCTTCCAGCTGACCCTCGTGCTGCGCCTGGACTCACGAC 
TCTGGCCCAAGATCCAGGGGCTGTTTAGCTCCGCCAACTCTCCCTTCCTCCCTGGCTTCAGCCAGTCCCTGACGC 
TGAGCACTGGCTTCCGAGTCATCAAGAAGAAGCTGTACAGCTCGGAACAGCTGCTCATTGAGGAGTGTTGAACTT 
CAACCTGAGGGGGCCGACAGTGCCCTCCAAGACAGAGACGACTGAACTTTTGGGGTGGAGACTAGAGGCAGGAGC 
TGAGGGACTGATTCCAGTGGTTGGAAAACTGAGGCAGCCACCTAAGGTGGAGGTGGGGGAATAGTGTTTCCCAGG 
AAGCTCATTGAGTTGTGTGCGGGTGGCTGTGCATTGGGGACACATACCCCTCAGTACTGTAGCATGGAACAAAGG 
CTTAGGGGCCAACAAGGCTTCCAGCTGGATGTGTGTGTAGCATGTACCTTATTATTTTTGTTACTGACAGTTAAC 
AGTGGTGTGACATCCAGAGAGCAGCTGGGCTGCTCCCGCCCCAGCCTGGCCCAGGGTGAAGGAAGAGGCACGTGC 
TCCTCAGAGCAGCCGGAGGGAGGGGGGAGGTCGGAGGTCGTGGAGGTGGTTTGTGTATCTTACTGGTCTGAAGGG 
ACCAAGTGTGTTTGTTGTTTGTTTTGTATCTTGTTTTTCTGATCGGAGCATCACTACTGACCTGTTGTAGGCAGC 
TATCTTACAGACGCATGAATGTAAGAGTAGGAAGGGGTGGGTGTCAGGGATCACTTGGGATCTTTGACACTTGAA 
AAATTACACCTGGCAGCTGCGTTTAAGCCTTCCCCCATCGTGTACTGCAGAGTTGAGCTGGCAGGGGAGGGGCTG 
AGAGGGXGGGGGCTGGAACCCCTCCCCGGGAGGAGTGCCATCTGGGTCTTCCATCTAGAACTGTTTACATGAAGA 
TAAGATACTCACTGTTCATGAATACACTTGATGTTCAAGTATTAAGACCTATGCAATATTTTTTACTTTTCTAAT 
AAACATGTTTGTTAAAACAAAAAAAAAAAAAAAAA 
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FIGURE 368 

MPSLWDRFSSSSTSSSPSSLPRTPTPDRPPRSAWGSATREEGFDRSTSLESSDCESLDSSNSGFGPEEDTAYLDG 
VSLPDFELLSDPEDEHLCANLMQLLQESLAQARLGSRRPARLLMPSQLVSQVGKELLRLAYSEPCGLRGALLDVC 
VEQGKSCHSVGQLALDPSLVPTFQLTLVLRLDSRLWPKIQGLFSSANSPFLPGFSQSLTLSTGFRVIKKKLYSSE 
QLLIEEC 
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FIGURE 369 

ATGC ATCGTGATTCCTGTCCATTGGACTGTAAGGTTTATGTAGGCAATCTTGGAAACAATGGCAACAAGACGGAA 
TTGGAACGGGCTTTTGGCTACTATGGACCACTCCGAAGTGTGTGGGTTGCTAGAAACCCACCCGGCTTTGCTTTT 
GTTGAATTTGAAGATCCCCGAGATGCAGCTGATGCAGTCCGAGAGCTAGATGGAAGAACACTATGTGGCTGCCGT 
GTAAGAGTGGAACTGTCGAATGGTGAAAAAAGAAGTAGAAATCGTGGCCCACCTCCCTCTTGGGGTCGTCGCCCT 
CGAGATGATTATCGTAGGAGGAGTCCTCCACCTCGTCGCAGATCTCCAAGAAGGAGAAGCTTCTCTCGCAGCCGG 
AGCAGGTCCCTTTCTAGAGATAGGAGAAGAGAGAGATCGCTGTCTCGGGAGAGAAATCACAAGCCGTCCCGATCC 
TTCTCTAGGTCTCGTAGTCGATCTAGGTCAAATGAAAGGAAATAGAAGACCAGTTTGCAAAAGTGGTGTAGAGGA 
TCC 
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FIGURE 370 

MHRDSCPLDCKVYVGNLGNNGNKTELERAFGYYGPLRSVWVARNPPGFAFVEFEDPRDAADAVRELDGRTLCGCR 
VRVELSNGEKRSRNRGPPPSWGRRPRDDYRRRSPPPRRRSPRRRSFSRSRSRSLSRDRRRERSLSRERNHKPSRS 
FSRSRSRSRSNERK 



